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Previous week

>4.2 million confirmed cases

>65,000 deaths

Cumulative as of 12 August 2021

204,644,849 confirmed cases

4,428,759 deaths

Global epidemiological trends



As of 9 August 2021 10h CET

Regional epidemiological trends



Genomic spread of SARS-CoV-2 variants of concern

Source: Nextstrain based on GISAID data nextstrain.org/ncov/global

Continuous virus evolution

https://nextstrain.org/ncov/global


https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/

Continuous virus evolution: Variants of Concern



https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/

Continuous virus evolution: Variants of Interest 



WHO Weekly Epidemiological Update on COVID-19: 10 August 2021
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports

Continuous virus evolution: Variants of Concern



WHO Weekly Epidemiological Update on COVID-19: 10 August 2021
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports

Summary of phenotypic impacts* of Variants of Concern (as of 10 August 2021)

Continuous virus evolution: Variants of Concern



B.1.617.2 Delta variant

All VOCs and some VOIs 
demonstrate increased effective R

• Beta: 25% (20% – 30%)

• Alpha: 29% (24% – 33%)

• Gamma: 38% (29% – 48%)

• Delta:* 97% (76% – 117%)

Delta has the highest estimated 

transmissibility of all variants

*Estimate subsequently revised to 75% 

based on shorter serial interval

Campbell F et al. Increased transmissibility and global spread of SARS-CoV-2 
variants of concern as at June 2021. Euro Surveill; 2021;26(24):pii=2100509 



Replacement effect of Delta

B.1.617.2 Delta variant

Source: WHO Epi Analytics Group



Delta is outcompeting all variants in 
all countries with data

• Delta has significantly higher 
effective R than other VOCs

• Expected to become dominant 
lineage in coming months if trends 
continue

B.1.617.2 Delta variant

Source: WHO Epi Analytics Group



B.1.617.2 Delta variant

• Increased transmissibility – R0 likely around 5 

• Higher transmissibility for both very close (e.g. household) and more casual contacts 

(community SAR)

• Lower Ct values/higher viral load, potentially for earlier/longer period 

• Decreased latent period and shorter serial interval

• Limited data on contact events and duration of infectiousness

• Healthcare outbreaks noted to be smaller and shorter in duration


