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Global co-circulation of influenza and SARS-CoV-2
2003 — 7 Nov 2024

® Number of specimens tested for influenza ® Number of specimens tested for SARS-COV-2 @ 9% Positive of all tested for influenza @9 Positive of all tested for SARS-CoV-2
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Evolution and spread of avian influenza viruses

Since 1 Oct 2024
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Number of cases

Human infections® with zoonotic influenza A viruses
2003 to 7 Nov 2024

Monthly incidence of cases
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Human infections with zoonotic influenza A(H5) viruses
2003 to 2024

Monthly incidence of cases
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Avian influenza viruses with zoonotic potential and human cases
Oct 2023-2024

Map 1. Global distribution of AIV with zoonotic potential observed since 01 October 2023 (i.e. current wave) C h n a .
Confirmed Avian Influenza events globally from 1 October 2023 to date H 5 N 1 ( 1)
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Genetic diversity of avian influenza viruses infecting humans
(2.3.4.4b)

Human infections

Reassortant vaccine candidate
H5N1 human virus from WA
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Serologic Evidence of Recent Infection with Highly Pathogenic Avian Influenza
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https://www.cdc.gov/mmwr/volumes/73/wr/mm7344a3.htm?s_cid=mm7344a3_w

Genetic diversity of avian influenza viruses infecting humans
(2.3.2.1¢)

1) Before introducing clade 2.3.4.4b A(H5)-derived gene segments
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2) After introducing clade 2.3.4.4b A(H5)-reassortment (after Oct 2023)
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https://www.medrxiv.org/content/10.1101/2024.11.04.24313747v1.full.pdf

Antigenicity of avian influenza viruses and candidate vaccine viruses
(avian and swine zoonotic influenza viruses)

From WHO VaCCine comPOSition ConSUItation Sept 2024: Haemagglutination inhibition assay of A(H5) clade 2.3.2.1c viruses -~
! Post-infection ferret antisera
. duck/VN/  NIBRG-
Reference antigens Subtype Clade SJoo1l 1584 301
SJ001 (A/duck/Bangladesh/19097/2013-like) H5N1 2321a 80 80 160
m A/duck/Viet Nam/NCVD-1584/2012 H5N1 2321c 20 80 160
NIBRG-301 (A/duck/Viet Nam/NCVD-1584/2012) H5N1 2321c 80 160 640
Hae magglutination inhibition assay of human derived A(H5) clade 2.3.4.4b viruses Test antigens
Pg€l-infection ferret antisera A/Cambodia/24020155/2024 (January 2024) H5N1 2321c <10 40 80
Reference antigens Subtype Clade VN/ CNIC- IDCDC- IDCDC- IDCDC- TXI37 A/Cambodia/24020179/2024 (February 2024) H5N1 23.2.1c <10 20 80
1203 21099 RG7IA = RG78A  RGBOA AJCambodia/SVH240441/2024 (July 2024) H5N1 = 2321c <10 20 40
AlViet Nam/1203/2004 H5N1 1 2560 <10 <10 <10 <10 <10 A/Viet Nam/Khanh Hoa/RV1-005/2024 x PR8 H5N1 2321c \ <10 20 80
CNIC-21099 (A/Fujian-Sanyuan/21099/2017) H5N6 2.3.4.4b 20 80 160 80 1280 40 N
IDCDC-RG71A (A/Astrakhan/3212/2020-like) H5N8 2.3.4.4b 10 80 320 160 1280 80
ccocrom ot | o 20 0 o w om o | | 23.21c |
'7'23?_2RT;SOOSAO_EAQZBEII;T/ Ghana/AVL- HSN1  2.3.4.4b <10 10 80 40 1280 80
AlTexas/37/2024 H5N1 2.3.4.4b 10 40 320 160 1280 80
Test antigens
A/Colorado/109/2024 H5N1 2.3.4.4 10 10 320 320 1280 80
A/Colorado/134/2024 H5N1 2.3.4.4 10 10 160 160 1280 80
AlColorado/137/2024 H5N1 2.3.4.4 10 10 160 320 1280 80
A/Colorado/138/2024 H5N1 2.3.4.4 10 40 160 160 1280 80
A/M ichigan/90/2024 H5N1 2.3.4.4 10 40 160 320 1280 80
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Antigenicity of avian influenza viruses and candidate vaccine viruses
(avian and swine zoonotic influenza viruses)

Table 5. Status of infl

Table 12. Status of influenza A(H3IN2)v candidate vaccine virus development
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Impact

Assessment of risk associated with the viruses
(as of Nov 2024)
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Summary of H5 human infections

e Sporadic with direct or indirect exposure to infected animals or
contaminated environments.

* Infections range from asymptomatic/mild, to severe and even fatal.

* Available genetic sequences of the virus from the human cases are
similar to those from local animals.

* Based on evidence available to date, no further spread of the virus to
close contacts and no cases detected in the community.

 Situation can evolve quickly
* Prompt & thorough investigations are critical, early identification of any
unusual events that could signal person-to-person transmission of the virus and

timely reporting are key to optimal outcome of response.
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WHO response & preparedness to avian & pandemic influenza

HEPR — health Emergency Preparedness,
Response & Resilience Framework
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Influenza specific resources

nfl
Centre for the and Control of Influenza

'WHO Collaborating Centre for Studies on the Ecology of Influenza in Animals

demic influenza
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