Recommended INN: List 88
International Nonproprietary
Names for Pharmaceutical
Substances (INN)

RECOMMENDED International Nonproprietary Names: List 88

Notice is hereby given that, in accordance with paragraph 7 of the Procedure for the Selection of
Recommended International Nonproprietary Names for Pharmaceutical Substances [Off. Rec. WId
Health Org., 1955, 60, 3 (Resolution EB15.R7); 1969, 173, 10 (Resolution EB43.R9); Resolution
EB115.R4 (EB115/2005/REC/1)], the following names are selected as Recommended International
Nonproprietary Names. The inclusion of a name in the lists of Recommended International
Nonproprietary Names does not imply any recommendation of the use of the substance in
medicine or pharmacy.

Lists of Proposed (1-117) and Recommended (1-78) International Nonproprietary Names can be
found in Cumulative List No. 17, 2017 (available in CD-ROM only).

Dénominations communes internationales des Substances pharmaceutiques (DCI)
Dénominations communes internationales RECOMMANDEES: Liste 88

Il est notifié que, conformément aux dispositions du paragraphe 7 de la Procédure a suivre en vue
du choix de Dénominations communes internationales recommandées pour les Substances
pharmaceutiques [Actes off. Org. mond. Santé, 1955, 60, 3 (résolution EB15.R7); 1969, 173, 10
(résolution EB43.R9); résolution EB115.R4 (EB115/2005/REC/1)] les dénominations ci-dessous sont
choisies par I'Organisation mondiale de la Santé en tant que dénominations communes
internationales recommandées. L'inclusion d'une dénomination dans les listes de DCI
recommandées n'implique aucune recommandation en vue de lutilisation de la substance
correspondante en médecine ou en pharmacie.

On trouvera d'autres listes de Dénominations communes internationales proposées (1-117) et
recommandées (1-78) dans la Liste récapitulative No. 17, 2017 (disponible sur CD-ROM seulement).

Denominaciones Comunes Internacionales para las Sustancias Farmacéuticas (DCI)
Denominaciones Comunes Internacionales RECOMENDADAS: Lista 88

De conformidad con lo que dispone el parrafo 7 del Procedimiento de Seleccion de
Denominaciones Comunes Internacionales Recomendadas para las Sustancias Farmacéuticas [Act.
Of. Mund. Salud, 1955, 60, 3 (Resolucién EB15.R7); 1969, 173, 10 (Resolucion EB43.R9); Résolution
EB115.R4 (EB115/2005/REC/1) EB115.R4 (EB115/2005/REC/1)], se comunica por el presente anuncio
que las denominaciones que a continuacién se expresan han sido seleccionadas como
Denominaciones Comunes Internacionales Recomendadas. La inclusién de una denominacién en
las listas de las Denominaciones Comunes Recomendadas no supone recomendacion alguna en
favor del empleo de la sustancia respectiva en medicina o en farmacia.

Las listas de Denominaciones Comunes Internacionales Propuestas (1-117) y Recomendadas (1-78)
se encuentran reunidas en Cumulative List No. 17, 2017 (disponible sélo en CD-ROM).
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Latin, English, French, Spanish:

Recommended INN

DCl Recommandée

Chemical name or description; Molecular formula;
Graphic formula

Nom chimique ou description; Formule brute;
Formule développée

DCl Recomendada Nombre quimico o descripcion;, Férmula molecular;
Férmula desarrollada

abimtrelvir (6E)-6-[(6-chloro-2-methyl-2H-indazol-5-yl)imino]-3-(5-
methylpyridin-3-yl)-1-[(3,4,5-trifluorophenyl)methyl]-
1,3,5-triazinane-2,4-dione

abimtrelvir (6E)-6-[(6-chloro-2-méthyl-2H-indazol-5-yl)imino]-3-(5-
méthylpyridin-3-yl)-1-[(3,4,5-trifluorophényl)méthyl]-
1,3,5-triazinane-2,4-dione

abimtrelvir

icomidocholic acid

acide icomidocholique

acido icomidocolico

(6E)-6-[(6-cloro-2-metil-2H-indazol-5-il)imino]-3-(5-
metilpiridin-3-il)-1-[(3,4,5-trifluorofenil)metil]-1,3,5-
triazinano-2,4-diona

C24H17,CIF3N;O;

7a,12a-dihydroxy-3B-icosanamido-5@-cholan-24-oic
acid

acide 7a,12a-dihydroxy-3B-icosanamido-53-cholan-24-
oique

acido 7a,12a-dihidroxi-3B-icosanamido-53-colan-24-
oico

C44H79N05




acrixolimab

acrixolimab

acrixolimab
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immunoglobulin G4-kappa, anti-[Homo sapiens
PDCD1 (programmed cell death 1, PD-1, PD1,
CD279)], Homo sapiens monoclonal antibody;
gamma4 heavy chain Homo sapiens (1-441) [VH
(Homo sapiens IGHV3-30*01 (95.8%) -(IGHD) -
IGHJ5*01 (100%), CDR-IMGT [8.8.7] (26-33.51-58.97-
103)) (1-114)-Homo sapiens IGHG4*01, G4v5 h P10
(CH1 (115-212), hinge 1-12 S10>P (222) (213-224),
CH2 (225-334), CH3 (335-439), CHS (440-441)) (115-
441)], (128-220")-disulfide with kappa light chain Homo
sapiens (1'-220") [V-KAPPA (Homo sapiens IGKV2-
40*01 (94.1%) -IGKJ3*01 (91.7%) P120>Q (106),
CDR-IMGT [12.3.9] (27-38.56-58.95-103)) (1'-113') -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (159),
V101 (197) (114'-220")]; dimer (220-220":223-223")-
bisdisulfide, produced in Chinese hamster ovary
(CHO) cells, cell line CHO-DG44, glycoform alfa

immunoglobuline G4-kappa, anti-[Homo sapiens
PDCD1 (protéine 1 de mort cellulaire programmée,
PD-1, PD1, CD279)], anticorps monoclonal Homo
sapiens;

chaine lourde gamma4 Homo sapiens (1-441) [VH
(Homo sapiens IGHV3-30*01 (95.8%) -(IGHD) -
IGHJ5*01 (100%), CDR-IMGT [8.8.7] (26-33.51-58.97-
103)) (1-114)-Homo sapiens IGHG4*01, G4v5 h P10
(CH1 (115-212),charniere 1-12 S10>P (222) (213-
224), CH2 (225-334), CH3 (335-439), CHS (440-441))
(115-441)], (128-220")-disulfure avec la chaine légére
kappa Homo sapiens (1'-220") [V-KAPPA (Homo
sapiens IGKV2-40*01 (94.1%) -IGKJ3*01 (91.7%)
P120>Q (106), CDR-IMGT [12.3.9] (27-38.56-58.95-
103)) (1'-113') -Homo sapiens IGKC*01 (100%), Km3
A45.1 (159), V101 (197) (114'-220")]; dimére (220-
220":223-223")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), lignée cellulaire
CHO-DG44, glycoforme alfa

inmunoglobulina G4-kappa, anti-[Homo sapiens
PDCD1 (proteina 1 de muerte celular programada,
PD-1, PD1, CD279)], anticuerpo monoclonal Homo
sapiens;

cadena pesada gamma4 Homo sapiens (1-441) [VH
(Homo sapiens IGHV3-30*01 (95.8%) -(IGHD) -
IGHJ5*01 (100%), CDR-IMGT [8.8.7] (26-33.51-58.97-
103)) (1-114) -Homo sapiens IGHG4*01, G4v5 h P10
(CH1 (115-212),bisagra 1-12 S10>P (222) (213-224),
CH2 (225-334), CH3 (335-439), CHS (440-441)) (115-
441)], (128-220")-disulfuro con la cadena ligera kappa
Homo sapiens (1'-220'") [V-KAPPA (Homo sapiens
IGKV2-40*01 (94.1%) -IGKJ3*01 (91.7%) P120>Q
(106), CDR-IMGT [12.3.9] (27-38.56-58.95-103)) (1'-
113') -Homo sapiens IGKC*01 (100%), Km3 A45.1
(159), V101 (197) (114'-220")]; dimero (220-220":223-
223")-bisdisulfuro, producido en las células ovaricas
de hamster chino (CHO), linea celular CHO-DG44,
forma glicosilada alfa
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aguracingene cadoparvovec

aguracingéene cadoparvovec

aguracingén cadoparvovec

Heavy chain / Chaine lourde / Cadena pesada

QVQLVESGGG VVQPGRSLRL SCAASGFTFL RYAMHWVRQA PGKGLEWVAV 50
ISYDGRYKYY ADSVKGRFTI SRDNSKNTLY LOMNSLRAED TAVYYCTTTT 100
FDSWGQGTLV TVSSASTKGP SVFPLAPCSR STSESTAALG CLVKDYFPEP 150
VTVSWNSGAL TSGVHTFPAV LQSSGLYSLS SVVTVPSSSL GTKTYTCNVD 200
HKPSNTKVDK RVESKYGPPC PPCPAPEFLG GPSVFLFPPK PKDTLMISRT 250
PEVTCVVVDV SQEDPEVQFN WYVDGVEVHN AKTKPREEQF NSTYRVVSVL 300
TVLHQDWLNG KEYKCKVSNK GLPSSIEKTI SKAKGQPREP QVYTLPPSQE 350
EMTKNQVSLT CLVKGFYPSD IAVEWESNGQ PENNYKTTPP VLDSDGSFFL 400
YSRLTVDKSR WQEGNVFSCS VMHEALHNHY TQKSLSLSLG K 441

Light chain / Chaine légére / Cadena ligera

DIVMTQTPLS LPVTPGEAAS ISCRSSQSLL DSEDGNTYLD WYLQKPGQSP 50
QLLIYTLSHR ASGVPDRFSG SGSGTDFTLE ISRVEAEDVG VYYCMQORRDF 100
PFTFGQGTKV DIKRTVAAPS VFIFPPSDEQ LKSGTASVVC LLNNFYPREA 150
KVQWKVDNAL QSGNSQESVT EQDSKDSTYS LSSTLTLSKA DYEKHKVYAC 200
EVTHQGLSSP VTKSENRGEC 220

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96 141-197  255-315 361-419
22"-96" 141"-197" 255"-315" 361"-419"
Intra-L (C23-C104) 23'-94' 140200
23"-94" 140"-200"
Inter-H-L (CHI 10-CL 126) 128-220' 128"-220"
Inter-H-H (h 8, h 11) 220-220" 223-223"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH Q1> pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 291, 291"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi. io: lejos fucosilad:

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 441, 441"

recombinant, non-replicating adeno-associated virus
serotype 8 (rAAV8) vector encoding codon-optimized
human retinal cone cyclic nucleotide-gated cation
channel a3 (CNGA3), under control of a synthetic
promoter, derived from the human opsin locus control
region and the human green-sensitive opsin gene
promoter, terminated with the simian virus 40 (SV40)
polyadenylation (polyA) sequence, and flanked by
AAV2 inverted terminal repeats (ITRs).

vecteur recombinant, non répliquant, du virus adéno-
associé de sérotype 8 (rAAV8) codant le canal
cationique a3 des cones de la rétine humaine
dépendant des nucléotides cycliques (CNGA3), sous
le contréle d'un promoteur synthétique, dérivé de la
région de contrdle du locus de I'opsine humaine et du
promoteur du géne de 'opsine humaine sensible au
vert, terminé par la séquence polyadénylation (polyA)
du virus simien 40 (SV40), et flanqué de répétitions
terminales inversées (ITR) de 'AAV2.

vector de virus adenoasociado recombinante de
serotipo 8 (rAAV8) no replicativo que codifica para el
canal catiénico modulado por nucleétidos ciclicos a3
(CNGAB3) de los conos retinales humanos, bajo el
control de un promotor sintético derivado de la regién
de control del locus de la opsina humana y del
promotor del gen de la opsina sensible al verde
humana, terminado con la secuencia poliadenilacion
(polyA) del virus simio 40 (SV40), y flanqueado por las
repeticiones terminales invertidas (ITRs) del AAV2.
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amredobresib 6-[1-benzyl-6-(4-methylpiperazin-1-yl)-1H-benzimidazol-2-yl]-
N,3-dimethyl[1,2,4]triazolo[4,3-a]pyrazin-8-amine

amrédobrésib 6-[1-benzyl-6-(4-méthylpipérazin-1-yl)-1H-benzimidazol-2-yl]-
N,3-diméthyl[1,2,4]triazolo[4,3-a]pyrazin-8-amine

amredobresib 6-[1-bencil-6-(4-metilpiperazin-1-il)-1H-benzimidazol-2-il]-N,3-
dimetil[1,2,4]triazolo[4,3-a]pirazin-8-amina

Ca6H29Nyg

HaC—N

anivovetmab immunoglobulin G2-kappa, anti-[canine (Canis lupus familiaris)
parvovirus major capsid protein VP2)], chimeric monoclonal
antibody;
gamma2 heavy chain chimeric (1-457) [VH Ratnor/Canlupfam
(Rattus norvegicus IGHV2-32*01 (92.8%) -(IGHD) -IGHJ3*01
(92.9%)/Canis lupus familiaris IGHV4-1*01 (60.2%) -(IGHD) -
IGHJ5*01 (92.9%), CDR-IMGT [8.7.16] (26-33.51-57.96-111))
(1-122) -Canis lupus familiaris IGHG2*02 (100%) (CH1 (123-
219), hinge 1-19 (220-238), CH2 (239-348), CH3 (349-455),
CHS (456-457)) (123-457)], (137-213")-disulfide with kappa light
chain chimeric (1'-217') [V-KAPPA Ratnor/Canlupfam (Rattus
norvegicus IGKV6S10*01 (93.7%) -IGKJ5*01 (100%)/Canis
lupus familiaris IGKV3-18*01 (65.6%) -IGKJ3*01 (83.3%), CDR-
IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107") -Canis lupus
familiaris IGKC*01 (100%) (108'-217")]; dimer (234-234":237-
237")-bisdisulfide, produced in Chinese hamster ovary (CHO)
cells, cell line CHO-K1, glycoform alfa

anivovetmab immunoglobuline G2-kappa, anti-[protéine de capside majeure
VP2 du parvovirus canin (Canis lupus familiaris)], anticorps
monoclonal chimérique;
chaine lourde gammaz2 chimérique (1-457) [VH
Ratnor/Canlupfam (Rattus norvegicus IGHV2-32*01 (92.8%) -
(IGHD) -IGHJ3*01 (92.9%)/Canis lupus familiaris IGHV4-1*01
(60.2%) -(IGHD) -IGHJ5*01 (92.9%), CDR-IMGT [8.7.16] (26-
33.51-57.96-111)) (1-122) -Canis lupus familiaris IGHG2*02
(100%) (CH1 (123-219), charniére 1-19 (220-238), CH2 (239-
348), CH3 (349-455), CHS (456-457)) (123-457)], (137-213')-
disulfure avec la chaine légere kappa chimérique (1'-217') [V-
KAPPA Ratnor/Canlupfam (Rattus norvegicus IGKV6S10*01
(93.7%) -IGKJ5*01 (100%)/Canis lupus familiaris IGKV3-18*01
(65.6%) -IGKJ3*01 (83.3%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1'-107') -Canis lupus familiaris IGKC*01 (100%)
(108'-217")]; dimére (234-234":237-237")-bisdisulfure, produit
dans des cellules ovariennes de hamster chinois (CHO), lignée
cellulaire CHO-K1, glycoforme alfa
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anivovetmab

atinvicitinib

atinvicitinib

inmunoglobulina G2-kappa, anti-[proteina de capsida
mayor VP2 del parvovirus canino (Canis lupus
familiaris)], anticuerpo monoclonal quimérico;
cadena pesada gammaz2 quimérica (1-457) [VH
Ratnor/Canlupfam (Rattus norvegicus IGHV2-32*01
(92.8%) -(IGHD) -IGHJ3*01 (92.9%)/Canis lupus
familiaris IGHV4-1*01 (60.2%) -(IGHD) -IGHJ5*01
(92.9%), CDR-IMGT [8.7.16] (26-33.51-57.96-111)) (1-
122) -Canis lupus familiaris IGHG2*02 (100%) (CH1
(123-219), bisagra 1-19 (220-238), CH2 (239-348),
CH3 (349-455), CHS (456-457)) (123-457)], (137-
213')-disulfuro con la cadena ligera kappa quimérica
(1'-217") [V-KAPPA Ratnor/Canlupfam (Rattus
norvegicus IGKV6S10*01 (93.7%) -IGKJ5*01
(100%)/Canis lupus familiaris IGKV3-18*01 (65.6%) -
IGKJ3*01 (83.3%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1'-107') -Canis lupus familiaris IGKC*01
(100%) (108'-217")]; dimero (234-234":237-237")-
bisdisulfuro, producido en las células ovaricas de
hamster chino (CHO), linea celular CHO-K1, forma
glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLKESGPG LVAPSQTLSL TCTVSGFSLS SYHVHWVRQP PGKGLEWLGV 50
MWNDGDTSYN LALNSRLSIS RDTSKSQVFF KMSSLQTEDT ATYYCARPEL 100
PGLTYGVWFP YWGQGTLVTV SAASTTAPSV FPLAPSCGST SGSTVALACL 150
VSGYFPEPVT VSWNSGSLTS GVHTFPSVLQ SSGLYSLSSM VIVPSSRWPS 200
ETFTCNVAHP ASKTKVDKPV PKRENGRVPR PPDCPKCPAP EMLGGPSVFI 250
FPPKPKDTLL IARTPEVTCV VVDLDPEDPE VQISWFVDGK QMQTAKTQPR 300
EEQFNGTYRV VSVLPIGHQD WLKGKQFTCK VNNKALPSPI ERTISKARGQ 350
AHQPSVYVLP PSREELSKNT VSLTCLIKDF FPPDIDVEWQ SNGQQEPESK 400
YRTTPPOLDE DGSYFLYSKL SVDKSRWQRG DTFICAVMHE ALHNHYTQES 450
LSHSPGK 457

Light chain / Chaine légere / Cadena ligera

DIVMTQTPAS MSISVGDRVT MNCKASQNVD SNVDWYQQKT GQSPNLLIYK 50
ASNRNTGVPD RFTGSGSGTD FTFTISNMQA EDLAVYYCMQ STSYPLTFGS 100
GTKLEIKRND AQPAVYLFQP SPDQLHTGSA SVVCLLNSFY PKDINVKWKV 150
DGVIQDTGIQ ESVTEQDKDS TYSLSSTLTM SSTEYLSHEL YSCEITHKSL 200
PSTLIKSFQR SECQRVD 217

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-95  149-205  269-329  375-435
22"-95" 149"-205" 269"-329" 375"-435"
Intra-L (C23-C104) 23'-88' 134-193'
23"-88" 134"-193"
Inter-H-L (CHI 11-CL 126) 137-213' 137"-213"
Inter-H-H (h 15, h 19) 234-234"  237-237"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH QI > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 305, 305"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi. io: lejos fucosilads

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 457, 457"

1-[(3R,4 S)-4-cyanooxan-3-yl]-3-[(2-fluoro-6-
methoxypyridin-4-yl)amino]-1H-pyrazole-4-
carboxamide

1-[(3R,4 S)-4-cyanooxan-3-yl]-3-[(2-fluoro-6-
méthoxypyridin-4-yl)amino]-1H-pyrazole-4-
carboxamide



atinvicitinib

avutometinib

avutométinib

avutometinib

azilsartan mepixetil

azilsartan mépixétil

azilsartan mepixetil
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1-[(3R,4 S)-4-cianooxan-3-il]-3-[(2-fluoro-6-
metoxipiridin-4-il)amino]-1H-pirazol-4-carboxamida

C16H17FN603
F NH,
/ —
T Ne 0
\S
H3C\O NS H N/

NC’

N-[3-fluoro-4-({4-methyl-2-oxo-7-[(pyrimidin-2-yl)oxy]-
2H-1-benzopyran-3-yl}methyl)pyridin-2-yl]-N"-
methylsulfuric diamide

N-[3-fluoro-4-({4-méthyl-2-oxo-7-[(pyrimidin-2-yl)oxy]-
2H-1-benzopyran-3-yl}méthyl)pyridin-2-yl]-N'"-
méthyldiamide sulfurique

N-[3-fluoro-4-({4-metil-2-oxo-7-[(pirimidin-2-il)oxi]-2H-
1-benzopiran-3-il}metil)piridin-2-il]-N"-metildiamida
sulfarica

C21H1sFNs0sS

CHs F

rac-(1R)-1-({[(3,5,6-trimethylpyrazin-2-
yl)methoxy]carbonyl}oxy)ethyl 2-ethoxy-1-{[2'-(5-0x0-
2,5-dihydro-1,2,4-oxadiazol-3-yl)[1,1'-biphenyl]-4-
yllmethyl}-1H-benzimidazole-7-carboxylate

rac-2-éthoxy-1-{[2'-(5-ox0-2,5-dihydro-1,2,4-oxadiazol-
3-yh)[1,1"-biphényl]-4-ylJméthyl}-1H-benzimidazole-7-
carboxylate de (1R)-1-({[(3,5,6-triméthylpyrazin-2-
yl)méthoxy]carbonyl}oxy)éthyle
rac-2-etoxi-1-{[2"-(5-o0x0-2,5-dihidro-1,2,4-oxadiazol-3-
i)[1,1'-bifenil]-4-il]metil}-1H-benzimidazol-7-carboxilato
de (1R)-1-({[(3,5,6-trimetilpirazin-2-
il)metoxi]carbonil}oxi)etilo

C36H34N608

\ \Q)Hs

H3C/LO

and enantiomer
et énantiomere
y enantiémero
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azilsartan mopivabil

azilsartan mopivabil

azilsartan mopivabilo

bafrekalant

bafrékalant

bafrekalant

{4-[(2,2-dimethylpropanoyl)oxy]-3-methoxyphenyl}methyl 2-
ethoxy-1-{[2'-(5-0x0-2,5-dihydro-1,2,4-oxadiazol-3-yl)[1,1'-
biphenyl]-4-yllmethyl}-1H-benzimidazole-7-carboxylate

2-éthoxy-1-{[2'-(5-0x0-2,5-dihydro-1,2,4-oxadiazol-3-yl)[1,1'-
biphényl]-4-yllméthyl}-1H-benzimidazole-7-carboxylate de {4-
[(2,2-diméthylpropanoyl)oxy]-3-méthoxyphényl}méthyle

2-etoxi-1-{[2'-(5-0x0-2,5-dihidro-1,2,4-oxadiazol-3-il)[1,1'-
bifenil]-4-iljmetil}-1H-benzimidazol-7-carboxilato de {4-[(2,2-
dimetilpropanoil)oxi]-3-metoxifenil}metilo

C38H36N4OS
Hoc. S
o
HaCO
0 o
o o)
\
N _NH

(3-chloro-6-methoxypyridin-2-yl)[3-({2-[4-(propan-2-
yl)phenyl]limidazo[1,2-a]pyrimidin-3-yl}methyl)-3,8-
diazabicyclo[3.2.1]octan-8-yllmethanone

(3-chloro-6-méthoxypyridin-2-yl)[3-({2-[4-(propan-2-
yl)phényl]limidazo[1,2-a]pyrimidin-3-yl}méthyl)-3,8-
diazabicyclo[3.2.1]octan-8-ylJméthanone

(3-cloro-6-metoxipiridin-2-il)[3-({2-[4-(propan-2-
il)fenillimidazo[1,2-a]pirimidin-3-il}metil)-3,8-
diazabiciclo[3.2.1]octan-8-illmetanona

C26H31CINgO-
=N
L,
o _
N N
N LN/
H3CO \ / Cl CHs

H3C



balcinrenone

balcinrénone

balcinrenona

bebtelovimab

bebtélovimab
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2-[(3S)-7-fluoro-4-(3-oxo0-3,4-dihydro-2H-1,4-benzoxazine-6-
carbonyl)-3,4-dihydro-2H-1,4-benzoxazin-3-yl]-N-methylacetamide

2-[(3S)-7-fluoro-4-(3-oxo-3,4-dihydro-2H-1,4-benzoxazine-6-
carbonyl)-3,4-dihydro-2H-1,4-benzoxazin-3-yl]-N-méthylacétamide

2-[(3S)-7-fluoro-4-(3-ox0-3,4-dihidro-2H-1,4-benzoxazina-6-
carbonil)-3,4-dihidro-2H-1,4-benzoxazin-3-il]-N-metilacetamida

C20H18FN305

o N
F N 0
O
HN

o=§_o

immunoglobulin G1-lambda2, anti-[severe acute respiratory
syndrome (human) coronavirus 2 (SARS-CoV-2) spike (S)
glycoprotein, receptor binding domain (RBD)], Homo sapiens
monoclonal antibody;

gamma heavy chain Homo sapiens (1-449) [VH (Homo sapiens
IGHV2-5*02 (94.9%) -(IGHD) -IGHJ1*01 (92.9%), CDR-IMGT
[10.7.11] (26-35.53-59.98-108)) (1-119) -Homo sapiens IGHG1*03
(100%), G1m3, nG1m1 (CH1 R120 (216) (120-217), hinge 1-15
(218-232), CH2 (233-342), CH3 E12 (358), M14 (360) (343-447),
CHS (448-449)) (120-449)], (222-214")-disulfide with lambda2 light
chain Homo sapiens (1'-215') [V-LAMBDA (Homo sapiens |IGLV2-
14*01 (91.9%) -IGLJ2*01 (100%), CDR-IMGT [9.3.9] (26-34.52-
54.91-99)) (1'-109') -Homo sapiens IGLC2*01 (100%) (110'-215")];
dimer (228-228":231-231")-bisdisulfide, produced in Chinese
hamster ovary (CHO) cells, cell line CHO-K1SV lacking the
glutamine synthetase (GS-KO) gene, glycoform alfa

immunoglobuline G1-lambda2, anti-[domaine de liaison au
récepteur (RBD) de la glycoprotéine spike (S) du coronavirus 2
(humain) du syndrome respiratoire aigu sévere (SARS-CoV-2)],
anticorps monoclonal Homo sapiens;

chaine lourde gamma1 Homo sapiens (1-449) [VH (Homo sapiens
IGHV2-5*02 (94.9%) -(IGHD) -IGHJ1*01 (92.9%), CDR-IMGT
[10.7.11] (26-35.53-59.98-108)) (1-119) -Homo sapiens IGHG1*03
(100%), G1m3, nG1m1 (CH1 R120 (216) (120-217), charniére 1-15
(218-232), CH2 (233-342), CH3 E12 (358), M14 (360) (343-447),
CHS (448-449)) (120-449)], (222-214")-disulfure avec la chaine
légére lambda2 Homo sapiens (1'-215') [V-LAMBDA (Homo
sapiens IGLV2-14*01 (91.9%) -IGLJ2*01 (100%), CDR-IMGT
[9.3.9] (26-34.52-54.91-99)) (1'-109") -Homo sapiens IGLC2*01
(100%) (110'-215")]; dimére (228-228":231-231")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois (CHO),
lignée cellulaire CHO-K1SV ne présentant pas le géne de la
glutamine synthétase (GS-KO), glycoforme alfa
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bebtelovimab

benzgalantamine

benzgalantamine

inmunoglobulina G1-lambda2, anti-[dominio de unién
al receptor (RBD) de la glicoproteina spike (S) del
coronavirus 2 (humano) del sindrome respiratorio
agudo severo (SARS-CoV-2)], anticuerpo monoclonal
Homo sapiens;

cadena pesada gamma1 Homo sapiens (1-449) [VH
(Homo sapiens IGHV2-5*02 (94.9%) -(IGHD) -
IGHJ1*01 (92.9%), CDR-IMGT [10.7.11] (26-35.53-
59.98-108)) (1-119) -Homo sapiens IGHG1*03 (100%),
G1m3, nG1m1 (CH1 R120 (216) (120-217), bisagra
1-15 (218-232), CH2 (233-342), CH3 E12 (358), M14
(360) (343-447), CHS (448-449)) (120-449)], (222-
214")-disulfuro con la cadena ligera lambda2 Homo
sapiens (1'-215") [V-LAMBDA (Homo sapiens IGLV2-
14*01 (91.9%) -IGLJ2*01 (100%), CDR-IMGT [9.3.9]
(26-34.52-54.91-99)) (1'-109') -Homo sapiens
IGLC2*01 (100%) (110-215")]; dimero (228-228":231-
231")-bisdisulfuro, producido en las células ovaricas
de hamster chino (CHO), linea celular CHO-K1SV en
ausencia del gen glutamina sintetasa (GS-KO), forma
glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QITLKESGPT LVKPTQTLTL TCTFSGFSLS ISGVGVGWLR QPPGKALEWL 50
ALIYWDDDKR YSPSLKSRLT ISKDTSKNQV VLKMTNIDPV DTATYYCAHH 100
SISTIFDHWG QGTLVTVSSA STKGPSVFPL APSSKSTSGG TAALGCLVKD 150
YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSVVTV PSSSLGTQTY 200
ICNVNHKPSN TKVDKRVEPK SCDKTHTCPP CPAPELLGGP SVFLFPPKPK 250
DTLMISRTPE VTCVVVDVSH EDPEVKFNWY VDGVEVHNAK TKPREEQYNS 300
TYRVVSVLTV LHQDWLNGKE YKCKVSNKAL PAPIEKTISK AKGQPREPQV 350
YTLPPSREEM TKNQVSLTCL VKGFYPSDIA VEWESNGQPE NNYKTTPPVL 400
DSDGSFFLYS KLTVDKSRWQ QGNVFSCSVM HEALHNHYTQ KSLSLSPGK 449

Light chain / Chaine Iégére / Cadena ligera

QSALTQPASV SGSPGQSITI SCTATSSDVG DYNYVSWYQQ HPGKAPKLMI 50
FEVSDRPSGI SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTTSSAVE 100
GGGTKLTVLG QPKAAPSVTL FPPSSEELQA NKATLVCLIS DFYPGAVTVA 150
WKADSSPVKA GVETTTPSKQ SNNKYAASSY LSLTPEQWKS HRSYSCQVTH 200
EGSTVEKTVA PTECS 215

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-97  146-202  263-323  369-427
22"-97" 146"-202" 263"-323" 369"-427"
Intra-L (C23-C104) 22-90' 137-196'
22"-90" 137"-196"
Inter-H-L (h 5-CL 126) 222-214' 222"-214"
Inter-H-H (h 11, h 14)  228-228" 231-231"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal

Q > pyroglutamyl (pE, 5-oxoprolyl)

HVHQI: 1, 1"

LVLQI: 11"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4:299, 299"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi: ios complejos ilad

(4aS,6R,8aS)-3-methoxy-11-methyl-4a,5,9,10,11,12-
hexahydro-6H-[1]benzofuro[3a,3,2-ef][2]benzazepin-6-
yl benzoate;

3-O-benzoylgalanthamine

benzoate de (4aS,6R,8aS)-3-méthoxy-11-méthyl-
4a,5,9,10,11,12-hexahydro-6H-[1]benzofuro[3a,3,2-
efl[2]benzazépin-6-yle;

3-0O-benzoylgalanthamine



benzgalantamina

bersiporocin

bersiporocine

bersiporocina

betifisolimab

bétifisolimab
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benzoato de (4aS,6R,8aS)-11-metil-3-metoxi-
4a,5,9,10,11,12-hexahidro-6H-[1]benzofuro[3a,3,2-
efl[2]benzazepin-6-ilo;

3-O-benzoilgalantamina

C24H25NOy

H,C—0

(2R,3S)-2-[3-(4,5-dichloro-1H-benzimidazol-1-
yl)propyl]piperidin-3-ol

(2R,3S)-2-[3-(4,5-dichloro-1H-benzimidazol-1-
yl)propyl]pipéridin-3-ol

(2R,3S)-2-[3-(4,5-dicloro-1H-benzimidazol-1-il)propillpiperidin-
3-ol

C15H15CI2N3O

H\
H
Nf
N/

immunoglobulin G1-kappa, anti-[Homo sapiens CD274
(programmed death ligand 1, PDL1, PD-L1, B7 homolog 1,
B7H1)], monoclonal antibody;

gamma heavy chain (1-449) [VH Musmus/Homsap (Mus
musculus IGHV1-64*01 (84.7%) -(IGHD) -IGHJ2*01 (93.3%)
T122>S (113)/Homo sapiens IGHV1-2*02 (79.6%) -(IGHD) -
IGHJ4*01 (80.0%) T122>S (113), L123>T (114), V124>L (115),
CDR-IMGT [8.8.12] (26-33.51-58.97-108)) (1-119) -Homo
sapiens IGHG1*01, G1m17,1, G1v29 CH2 N84.4>A (CH1 K120
(216) (120-217), hinge 1-15 (218-232), CH2 N84.4>A (299)
(233-342), CH3 D12 (358), L14 (360) (343-447), CHS (448-
449)) (120-449)], (222-218")-disulfide with kappa light chain (1'-
218') [V-KAPPA Musmus/Homsap (Mus musculus IGKV3-5*01
(93.9%) -IGKJ2*01 (100%)/Homo sapiens IGKV4-1*01 (65.3%)
-IGKJ2*01 (91.7%) Q120>G (104), CDR-IMGT [10.3.9] (27-
36.54-56.93-101)) (1'-111") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (157), V101 (195) (112'-218")]; dimer (228-
228":231-231")-bisdisulfide, produced in Chinese hamster ovary
(CHO) cells, cell line CHO-K1, non-glycosylated

immunoglobuline G1-kappa, anti-[Homo sapiens CD274 (ligand
1 de mort programmée, PDL1, PD-L1, homologue 1 de B7,
B7H1)], anticorps monoclonal,
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betifisolimab

chaine lourde gamma1 (1-449) [VH Musmus/Homsap (Mus musculus IGHV1-
64*01 (84.7%) -(IGHD) -IGHJ2*01 (93.3%) T122>S (113)/Homo sapiens
IGHV1-2*02 (79.6%) -(IGHD) -IGHJ4*01 (80.0%) T122>S (113), L123>T
(114), V124>L (115), CDR-IMGT [8.8.12] (26-33.51-58.97-108)) (1-119) -
Homo sapiens IGHG1*01, G1m17,1, G1v29 CH2 N84.4>A (CH1 K120 (216)
(120-217), charniere 1-15 (218-232), CH2 N84.4>A (299) (233-342), CH3
D12 (358), L14 (360) (343-447), CHS (448-449)) (120-449)], (222-218')-
disulfure avec la chaine légere kappa (1'-218") [V-KAPPA Musmus/Homsap
(Mus musculus IGKV3-5*01 (93.9%) -IGKJ2*01 (100%)/Homo sapiens
IGKV4-1*01 (65.3%) -IGKJ2*01 (91.7%) Q120>G (104), CDR-IMGT [10.3.9]
(27-36.54-56.93-101)) (1'-111") -Homo sapiens IGKC*01 (100%), Km3 A45.1
(157), V101 (195) (112'-218")]; dimére (228-228":231-231")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois (CHO), lignée
cellulaire CHO-K1, non-glycosylé

inmunoglobulina G1-kappa, anti-[Homo sapiens CD274 (ligando 1 de muerte
programada, PDL1, PD-L1, homdlogo 1 de B7, B7H1)], anticuerpo
monoclonal;

cadena pesada gamma (1-449) [VH Musmus/Homsap (Mus musculus
IGHV1-64*01 (84.7%) -(IGHD) -IGHJ2*01 (93.3%) T122>S (113)/Homo
sapiens IGHV1-2*02 (79.6%) -(IGHD) -IGHJ4*01 (80.0%) T122>S (113),
L123>T (114), V124>L (115), CDR-IMGT [8.8.12] (26-33.51-58.97-108)) (1-
119) -Homo sapiens IGHG1*01, G1m17,1, G1v29 CH2 N84.4>A (CH1 K120
(216) (120-217), bisagra 1-15 (218-232), CH2 N84.4>A (299) (233-342), CH3
D12 (358), L14 (360) (343-447), CHS (448-449)) (120-449)], (222-218')-
disulfuro con la cadena ligera kappa (1'-218') [V-KAPPA Musmus/Homsap
(Mus musculus IGKV3-5*01 (93.9%) -IGKJ2*01 (100%)/Homo sapiens
IGKV4-1*01 (65.3%) -IGKJ2*01 (91.7%) Q120>G (104), CDR-IMGT [10.3.9]
(27-36.54-56.93-101)) (1'-111") -Homo sapiens IGKC*01 (100%), Km3 A45.1
(157), V101 (195) (112'-218")]; dimero (228-228":231-231")-bisdisulfuro,
producido en las células ovaricas de hamster chino (CHO), linea celular
CHO-K1, no glicosilado

Heavy chain / Chaine lourde / Cadena pesada

QVQLVQSGAE VKKPGASVKL SCKASGYIFT TYWMHWVKQR PGQGLEWIGM 50
IQPNSGGTKY NEKFKKKATL TVDKSISTAY MELSRLTSDD TAVYYCARGA 100
GTVDYFDYWG QGSTLTVSSA STKGPSVFPL APSSKSTSGG TAALGCLVKD 150
YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSVVTV PSSSLGTQTY 200
ICNVNHKPSN TKVDKKVEPK SCDKTHTCPP CPAPELLGGP SVFLFPPKPK 250
DTLMISRTPE VTCVVVDVSH EDPEVKENWY VDGVEVHNAK TKPREEQYAS 300
TYRVVSVLTV LHQDWLNGKE YKCKVSNKAL PAPIEKTISK AKGQPREPQV 350
YTLPPSRDEL TKNQVSLTCL VKGFYPSDIA VEWESNGQPE NNYKTTPPVL 400
DSDGSFFLYS KLTVDKSRWQ QGNVFSCSVM HEALHNHYTQ KSLSLSPGK 449

Light chain / Chaine légére / Cadena ligera

DIVLTQSPAS LAVSVGQRAT ITCRASESVD IYGNSFMHWY QOKPGQPPKL 50
LIYRASNLES GIPARFSGSG SRTDFTLTIN PVEAQDTATY YCQQSTEDPY 100
TFGGGTKLEI KRTVAAPSVF IFPPSDEQLK SGTASVVCLL NNFYPREAKV 150
QWKVDNALQS GNSQESVTEQ DSKDSTYSLS STLTLSKADY EKHKVYACEV 200
THQGLSSPVT KSENRGEC 218

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  146-202 263-323  369-427
22"-96" 146"-202" 263"-323" 369"-427"
Intra-L (C23-C104) 23-92'  138-198'
23"-92" 138"-198"
Inter-H-L (h 5-CL 126) 222-218' 222"-218"
Inter-H-H (h 11, h 14)  228-228" 231-231"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH Q1 > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

No N-glycosylation site / pas de site de N-glycosylation / ningin posicion de N-glicosilacion
H CH2 N84.4>A (G1v29): 299, 299"
Aglycosylated / aglycosylé / aglicosilado

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 449, 449"
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bexirestrant (22S,4E)-13,1%-difluoro-73-(fluoromethyl)-24-methyl-22H-7(1)-azetidina-
2(3,2)-[1]benzopyrana-1(1),3(1,4)-dibenzenaheptaphan-4-en-27-ol

béxirestrant (22S,4E)-13,1%-difluoro-73-(fluorométhyl)-24-méthyl-22H-7(1)-azétidina-
2(3,2)-[1]benzopyrana-1(1),3(1,4)-dibenzénaheptaphan-4-én-27-ol

bexirestrant (22S,4E)-13,1%-difluoro-73-(fluorometil)-24-metil-22H-7(1)-azetidina-
2(3,2)-[1]benzopirana-1(1),3(1,4)-dibencenaheptafan-4-en-27-ol

CZQHZGFBNOZ

bexotegrast (2S)-4-{(2-methoxyethyl)[4-(5,6,7,8-tetrahydro-1,8-naphthyridin-2-
yl)butyl]Jamino}-2-[(quinazolin-4-yl)amino]butanoic acid

béxotégrast acide (2S)-4-{(2-méthoxyéthyl)[4-(5,6,7,8-tétrahydro-1,8-naphtyridin-2-
yl)butyllJamino}-2-[(quinazolin-4-yl)amino]butanoique

bexotegrast acido (2S)-4-{(2-metoxietil)[4-(5,6,7,8-tetrahidro-1,8-naftiridin-2-
il)butillamino}-2-[(quinazolin-4-il)Jamino]butanoico

CZ7H36N603

>N coM | X

bezuclastinib 4,5-dimethyl-N-(2-phenyl-1H-pyrrolo[2,3-b]pyridin-5-yl)-1H-pyrazole-3-
carboxamide
bézuclastinib 4,5-diméthyl-N-(2-phényl-1H-pyrrolo[2,3-b]pyridin-5-yl)-1H-pyrazole-3-
carboxamide
bezuclastinib N-(2-fenil-1H-pirrolo[2,3-b]piridin-5-il)-4,5-dimetil-1H-pirazol-3-
carboxamida
C1gH17NsO
H
o /Nl N
N A A
HN H
CH3
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bliretrigine

blirétrigine

bliretrigina

bocidelpar

bocidelpar

bocidelpar

botaretigene sparoparvovec

botarétigéne sparoparvovec

(2S)-2-({[1-ethyl-6-(4-methylphenoxy)-1H-
benzimidazol-2-yllmethyl}amino)propenamide

(28S)-2-({[1-éthyl-6-(4-méthylphénoxy)-1H-
benzimidazol-2-yllméthyl}amino)propenamide

(2S)-2-({[1-etil-6-(4-metilfenoxi)-1H-benzimidazol-2-
illmetil}amino)propanamida

C20H24N4O;
O

//CHS NH,
0o N AN
/@/ \©E /> —/ CH3
HaC N

(3R)-3-methyl-6-[2-({5-methyl-2-[4-
(trifluoromethyl)phenyl]-1H-imidazol-1-
ylimethyl)phenoxy]hexanoic acid

acide (3R)-3-méthyl-6-[2-({5-méthyl-2-[4-
(trifluorométhyl)phényl]-1H-imidazol-1-
yl}méthyl)phénoxylhexanoique

acido (3R)-3-metil-6-[2-({5-metil-2-[4-
(trifluorometil)fenil]-1H-imidazol-1-
ilimetil)fenoxilhexanoico

C25H27F3N203
HsC H
o CO,H
CF,
N

H3C\§—r\1

recombinant, non-replicating adeno-associated virus
serotype 5 (rAAV5) vector, encoding a truncated form
of human retinitis pigmentosa GTPase regulator
(RPGR) isoform 6 (RPGR-ORF15), containing an in-
frame deletion of 378 base pairs (bp) in the highly
repetitive purine-rich region, preceded by a simian
virus 40 (SV40) intron, under control of a human
rhodopsin kinase (RK) promoter and terminated with a
polyadenylation signal; flanked by AAV2 inverted
terminal repeats (ITRs).

vecteur recombinant et non répliquant du virus adéno-
associé de sérotype 5 (rAAV5) codant une forme
tronquée de l'isoforme 6 (RPGR-ORF15) du régulateur
de la GTPase de la rétinite pigmentaire humaine
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(RPGR), contenant une délétion de 378 paires de bases (pb)
sans décalage du cadre de lecture dans la région riche en
purines trés répétitive, précédée d'un intron du virus simien 40
(SV40), sous le contrdle du promoteur de la rhodopsine kinase
(RK) humaine et terminée par un signal de polyadénylation;
flanquée de répétitions terminales inversées (ITRs) d'AAV2.

botaretigén sparoparvovec vector de virus adenoasociado recombinante de serotipo 5
(rAAVS5) no replicativo que codifica para una forma truncada de
la isoforma 6 del regulador GTPasa de la retinitis pigmentosa
humana (RPGR-ORF15), que contiene una delecién sin cambio
del marco de lectura de 378 pares de bases (bp) en la regién
altamente repetitiva rica en purinas, precedido por un intron del
virus simio 40 (SV40), bajo el control de un promotor de la
rodopsina quinasa (RK) humana y terminado con una sefal de
poliadenilacién; flanqueado por repeticiones terminales
invertidas (ITRs) del AAV2.

briquilimab immunoglobulin G1-kappa, anti-[Homo sapiens KIT (KIT proto-
oncogene, receptor tyrosine kinase, C-Kit, c-kit, SCFR, CD117)],
monoclonal antibody;
gamma1 heavy chain (1-447) [VH (Homo sapiens IGHV1-3*01
(87.8%) -(IGHD) -IGHJ6*01 (90.9%) T123>L (112), CDR-IMGT
[8.8.10] (26-33.51-58.97-106)) (1-117) -Homo sapiens
IGHG1*01, G1m17,1, G1v36 CH2 N84.4>Q (CH1 K120 (214)
(118-215), hinge 1-15 (216-230), CH2 N84.4>Q (297) (231-340),
CH3 D12 (356), L14 (358) (341-445), CHS (446-447)) (118-
447)], (220-218")-disulfide with kappa light chain (1'-218') [V-
KAPPA Musmus/Homsap (Mus musculus IGKV3-10*01 (84.8%)
-IGKJ2*01 (91.7%) L124>V (108)/Homo sapiens IGKV4-1*01
(80.2%) -IGKJ4*01 (100%), CDR-IMGT [10.3.9] (27-36.54-56.93-
101)) (1'-111') -Homo sapiens IGKC*01 (100%), Km3 A45.1
(157), V101 (195) (112'-218'")]; dimer (226-226":229-229")-
bisdisulfide, produced in Chinese hamster ovary (CHO) cells,
non-glycosylated

briquilimab immunoglobuline G1-kappa, anti-[Homo sapiens KIT (proto-
oncogene KIT, récepteur tyrosine kinase, CD117, SCFR, C-Kit)],
anticorps monoclonal;
chaine lourde gamma1 (1-447) [VH (Homo sapiens IGHV1-3*01
(87.8%) -(IGHD) -IGHJ6*01 (90.9%) T123>L (112), CDR-IMGT
[8.8.10] (26-33.51-58.97-106)) (1-117) -Homo sapiens
IGHG1*01, G1m17,1, G1v36 CH2 N84.4>Q (CH1 K120 (214)
(118-215), charniére 1-15 (216-230), CH2 N84.4>Q (297) (231-
340), CH3 D12 (356), L14 (358) (341-445), CHS (446-447))
(118-447)], (220-218")-disulfure avec la chaine légére kappa (1'-
218'") [V-KAPPA Musmus/Homsap (Mus musculus IGKV3-10*01
(84.8%) -IGKJ2*01 (91.7%) L124>V (108)/Homo sapiens IGKV4-
1*01 (80.2%) -IGKJ4*01 (100%), CDR-IMGT [10.3.9] (27-36.54-
56.93-101)) (1-111") -Homo sapiens IGKC*01 (100%), Km3
A45.1 (157), V101 (195) (112'-218")]; dimére (226-226":229-
229")-bisdisulfure, produit dans des cellules ovariennes de
hamster chinois (CHO), non-glycosylé

briquilimab inmunoglobulina G1-kappa, anti-[Homo sapiens KIT (proto-
oncogén KIT, receptor tirosina kinasa, CD117, SCFR, C-Kit)],
anticuerpo monoclonal;
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burfiralimab

cadena pesada gamma (1-447) [VH (Homo sapiens
IGHV1-3*01 (87.8%) -(IGHD) -IGHJ6*01 (90.9%) T123>L
(112), CDR-IMGT [8.8.10] (26-33.51-58.97-106)) (1-117) -
Homo sapiens IGHG1*01, G1m17,1, G1v36 CH2 N84.4>Q
(CH1 K120 (214) (118-215), bisagra 1-15 (216-230), CH2
N84.4>Q (297) (231-340), CH3 D12 (356), L14 (358) (341-
445), CHS (446-447)) (118-447)], (220-218")-disulfuro con
la cadena ligera kappa (1'-218') [V-KAPPA
Musmus/Homsap (Mus musculus IGKV3-10*01 (84.8%) -
IGKJ2*01 (91.7%) L124>V (108)/Homo sapiens IGKV4-
1*01 (80.2%) -IGKJ4*01 (100%), CDR-IMGT [10.3.9] (27-
36.54-56.93-101)) (1'-111") -Homo sapiens IGKC*01
(100%), Km3 A45.1 (157), V101 (195) (112'-218'")]; dimero
(226-226":229-229")-bisdisulfuro, producido en las células
ovaricas de hamster chino (CHO), no glicosilado

Heavy chain / Chaine lourde / Cadena pesada

QVQLVQSGAE VKKPGASVKV SCKASGYTFT SYNMHWVRQA PGQGLEWMGV 50
IYSGNGDTSY NQKFKGRVTI TADKSTSTAY MELSSLRSED TAVYYCARER 100
DTRFGNWGQG TLVTVSSAST KGPSVFPLAP SSKSTSGGTA ALGCLVKDYF 150
PEPVTVSWNS GALTSGVHTF PAVLQSSGLY SLSSVVTVPS SSLGTQTYIC 200
NVNHKPSNTK VDKKVEPKSC DKTHTCPPCP APELLGGPSV FLFPPKPKDT 250
LMISRTPEVT CVVVDVSHED PEVKFNWYVD GVEVHNAKTK PREEQYQSTY 300
RVVSVLTVLH QDWLNGKEYK CKVSNKALPA PIEKTISKAK GQPREPQVYT 350
LPPSRDELTK NQVSLTCLVK GFYPSDIAVE WESNGQPENN YKTTPPVLDS 400
DGSFFLYSKL TVDKSRWQQG NVFSCSVMHE ALHNHYTQKS LSLSPGK 447

Light chain / Chaine légére / Cadena ligera

DIVMTQSPDS LAVSLGERAT INCRASESVD IYGNSFMHWY QQKPGQPPKL 50
LIYLASNLES GVPDRFSGSG SGTDFTLTIS SLQAEDVAVY YCQONNEDPY 100
TFGGGTKVEI KRTVAAPSVF IFPPSDEQLK SGTASVVCLL NNEFYPREAKV 150
QWKVDNALQS GNSQESVTEQ DSKDSTYSLS STLTLSKADY EKHKVYACEV 200
THQGLSSPVT KSFNRGEC 218

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  144-200  261-321  367-425
22"-96" 144"-200" 261"-321" 367"-425"
Intra-L (C23-C104) 23-92' 138-198'
23"-92" 138"-198"
Inter-H-L (h 5-CL 126) 220-218' 220"-218"
Inter-H-H (h 11, h 14)  226-226" 229-229"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH QI > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

No N-glycosylation site / pas de site de N-glycosylation / ninglin posicion de N-glicosilacion
H CH2 N84.4>Q (G1v36): 297, 297"
Aglycosylated / aglycosylé / aglicosilado

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 447, 447"

immunoglobulin G4-kappa, anti-[Homo sapiens VIM
(vimentin)], humanized monoclonal antibody;

gamma4 heavy chain humanized (1-445) [VH (Homo
sapiens IGHV1-2*06 (86.7%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.11] (26-33.51-58.97-107)) (1-118)-Homo
sapiens IGHG4*01 (100%) (CH1 (119-216), hinge 1-12
(217-228), CH2 (229-338), CH3 (339-443), CHS (444-445))
(119-445)], (132-214")-disulfide with kappa light chain
humanized (1'-214") [V-KAPPA (Homo sapiens IGKV1-
39*01 (85.3%) -IGKJ4*01 (100%), CDR-IMGT [6.3.9] (27-
32.50-52.89-97)) (1'-107") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (153), V101 (191) (108'-214")]; dimer (224-
224":227-227")-bisdisulfide, produced in Chinese hamster
ovary (CHO) cells, cell line CHO-K1SV lacking the
glutamine synthetase (GS-KO) gene, glycoform alfa



burfiralimab

burfiralimab
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immunoglobuline G4-kappa, anti-[Homo sapiens VIM
(vimentine)], anticorps monoclonal humanisé;

chaine lourde gamma4 humanisée (1-445) [VH (Homo
sapiens IGHV1-2*06 (86.7%) -(IGHD) -IGHJ4*01
(100%), CDR-IMGT [8.8.11] (26-33.51-58.97-107)) (1-
118)-Homo sapiens IGHG4*01 (100%) (CH1 (119-
216), charniere 1-12 (217-228), CH2 (229-338), CH3
(339-443), CHS (444-445)) (119-445)], (132-214')-
disulfure avec la chaine Iégére kappa humanisée (1'-
214") [V-KAPPA (Homo sapiens IGKV1-39*01 (85.3%)
-IGKJ4*01 (100%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1'-107') -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (153), V101 (191) (108'-214")]; dimére
(224-224":227-227")-bisdisulfure, produit dans des
cellules ovariennes de hamster chinois (CHO), lignée
cellulaire CHO-K1SV ne présentant pas le géne de la
glutamine synthétase (GS-KO), glycoforme alfa

inmunoglobulina G4-kappa, anti-[Homo sapiens VIM
(vimentina)], anticuerpo monoclonal humanizado;
cadena pesada gamma4 humanizada (1-445) [VH
(Homo sapiens IGHV1-2*06 (86.7%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.11] (26-33.51-
58.97-107)) (1-118)-Homo sapiens IGHG4*01 (100%)
(CH1 (119-216), bisagra 1-12 (217-228), CH2 (229-
338), CH3 (339-443), CHS (444-445)) (119-445)],
(132-214")-disulfuro con la cadena ligera kappa
humanizada (1'-214") [V-KAPPA (Homo sapiens
IGKV1-39*01 (85.3%) -IGKJ4*01 (100%), CDR-IMGT
[6.3.9] (27-32.50-52.89-97)) (1'-107") -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (153), V101 (191) (108'-
214")]; dimero (224-224":227-227")-bisdisulfuro,
producido en las células ovaricas de hamster chino
(CHO), linea celular CHO-K1SV en ausencia del gen
glutamina sintetasa (GS-KO), forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

EVQLVQSGAE VKKPGASVKV SCKASGYTFT GYNMNWVRQA PGKGLEWMGN 50
IDPYYGSDTY AQKFQGRVTM TVDKSISTAY MELSRLRSDD TAVYYCARET 100
GTRAMDYWGQ GTLVTVSSAS TKGPSVFPLA PCSRSTSEST AALGCLVKDY 150
FPEPVTVSWN SGALTSGVHT FPAVLQOSSGL YSLSSVVTVP SSSLGTKTYT 200
CNVDHKPSNT KVDKRVESKY GPPCPSCPAP EFLGGPSVFL FPPKPKDTLM 250
ISRTPEVTCV VVDVSQEDPE VQFNWYVDGV EVHNAKTKPR EEQFNSTYRV 300
VSVLTVLHQD WLNGKEYKCK VSNKGLPSSI EKTISKAKGQ PREPQVYTLP 350
PSQEEMTKNQ VSLTCLVKGF YPSDIAVEWE SNGQPENNYK TTPPVLDSDG 400
SFFLYSRLTV DKSRWQEGNV FSCSVMHEAL HNHYTQKSLS LSLGK 445

Light chain / Chaine légére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCRASENIY SNLAWYQQKP GKAPKLLIYV 50
ADNLADGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQH FYGSPRTFGG 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96 145-201  259-319  365-423
22"-96" 145"-201" 259"-319" 365"-423"
Intra-L (C23-C104) 23'-88' 134'-194'
23"-88" 134"-194"
Inter-H-L (CHI 10-CL 126) 132-214' 132"-214"
Inter-H-H (h 8, h 11) 224-224" 227-227"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 295, 295"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 445, 445"
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cabamiquine

cabamiquine

cabamiquina

camoteskimab

camoteskimab

6-fluoro-2-{4-[(morpholin-4-yl)methyl]phenyl}-N-[2-(pyrrolidin-1-
yl)ethyl]quinoline-4-carboxamide

6-fluoro-2-{4-[(morpholin-4-yl)méthyl]phényl}-N-[2-(pyrrolidin-1-
yl)éthyl]quinoléine-4-carboxamide

6-fluoro-2-{4-[(morfolin-4-il)metil]fenil}-N-[2-(pirrolidin-1-
il)etillquinoleina-4-carboxamida

C27H31 FN4OZ

O O /\/NO

\_/
g

immunoglobulin G1-kappa, anti-[Homo sapiens IL18 (interleukin
18, IL-18, interferon gamma-inducing factor, IGIF, interleukin-1
gamma, IL-1y, IL1F4)], Homo sapiens monoclonal antibody;
gamma heavy chain Homo sapiens (1-455) [VH (Homo sapiens
IGHV4-39*01 (91.9%) -(IGHD) -IGHJ2*01 (86.7%), CDR-IMGT
[10.7.17] (26-35.53-59.98-114)) (1-125) -Homo sapiens
IGHG1*03, G1m3, nG1m1, G1v39 CH2 F1.3, E1.2, S116 (CH1
A1.4>S (127), S1.3>T (128), T1.2>K (129), K1.1>C (130), G1>L
(131), R120 (222) (126-223), hinge 1-15 (224-238), CH2 L1.3>F
(242), L1.2>E (243), P116>S (339) (239-348), CH3 E12 (364),
M14 (366) (349-453), CHS (454-455)) (126-455)], (228-214')-
disulfide with kappa light chain Homo sapiens (1'-214') [V-
KAPPA (Homo sapiens IGKV1-5*03 (96.7%) -IGKJ2*02 (100%),
CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107") -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (153), V101 (191) (108'-214")];
dimer (234-234":237-237")-bisdisulfide, produced in Chinese
hamster ovary (CHO) cells, cell line CHO-K1SV, glycoform alfa

immunoglobuline G1-kappa, anti-[Homo sapiens 1L18
(interleukine 18, IL-18, facteur induisant I'interféron gamma, IGIF,
interleukine-1 gamma, IL-1y, IL1F4)], anticorps monoclonal
Homo sapiens;

chaine lourde gamma1 Homo sapiens (1-455) [VH (Homo
sapiens IGHV4-39*01 (91.9%) -(IGHD) -IGHJ2*01 (86.7%),
CDR-IMGT [10.7.17] (26-35.53-59.98-114)) (1-125) -Homo
sapiens IGHG1*03, G1m3, nG1m1, G1v39 CH2 F1.3, E1.2,
S116 (CH1 A1.4>S (127), S1.3>T (128), T1.2>K (129), K1.1>C
(130), G1>L (131), R120 (222) (126-223), charniére 1-15 (224-
238), CH2 L1.3>F (242), L1.2>E (243), P116>S (339) (239-348),
CH3 E12 (364), M14 (366) (349-453), CHS (454-455)) (126-
455)], (228-214")-disulfure avec la chaine légére kappa Homo
sapiens (1'-214") [V-KAPPA (Homo sapiens IGKV1-5*03 (96.7%)
-IGKJ2*02 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-
107') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101
(191) (108'-214")]; dimere (234-234":237-237")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois (CHO),
lignée cellulaire CHO-K1SV, glycoforme alfa



camoteskimab

cemdomespib

cemdomespib
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inmunoglobulina G1-kappa, anti-[Homo sapiens IL18
(interleukina 18, IL-18, factor inductor del interferén
gamma, IGIF, interleukina-1 gamma, IL-1y, IL1F4)],
anticuerpo monoclonal Homo sapiens;

cadena pesada gamma1 Homo sapiens (1-455) [VH
(Homo sapiens IGHV4-39*01 (91.9%) -(IGHD) -
IGHJ2*01 (86.7%), CDR-IMGT [10.7.17] (26-35.53-
59.98-114)) (1-125) -Homo sapiens IGHG1*03, G1m3,
nG1m1, G1v39 CH2 F1.3, E1.2, S116 (CH1 A1.4>S
(127), S1.3>T (128), T1.2>K (129), K1.1>C (130),
G1>L (131), R120 (222) (126-223), bisagra 1-15 (224-
238), CH2 L1.3>F (242), L1.2>E (243), P116>S (339)
(239-348), CH3 E12 (364), M14 (366) (349-453), CHS
(454-455)) (126-455)], (228-214")-disulfuro con la
cadena ligera kappa Homo sapiens (1'-214") [V-
KAPPA (Homo sapiens IGKV1-5*03 (96.7%) -
IGKJ2*02 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-
97)) (1'-107') -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimero (234-
234":237-237")-bisdisulfuro, producido en las células
ovaricas de hamster chino (CHO), linea celular CHO-
K18V, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLQESGPG LVKPSETLSL TCTVSGGSIS ADGYYWSWIR QPPGKGLEWI 50
GSLYYSGSTY YNPSLKGRVT ISGDTSKNQF SLKLSSVTAA DTAVYYCART 100
PAYFGQDRTD FFDVWGRGTL VTVSSASTKG PSVFPLAPSS KSTSGGTAAL 150
GCLVKDYFPE PVTVSWNSGA LTSGVHTFPA VLQOSSGLYSL SSVVTVPSSS 200
LGTQTYICNV NHKPSNTKVD KRVEPKSCDK THTCPPCPAP EFEGGPSVFL 250
FPPKPKDTLM ISRTPEVTCV VVDVSHEDPE VKFNWYVDGV EVHNAKTKPR 300
EEQYNSTYRV VSVLTVLHQD WLNGKEYKCK VSNKALPASI EKTISKAKGQ 350
PREPQVYTLP PSREEMTKNQ VSLTCLVKGF YPSDIAVEWE SNGQPENNYK 400
TTPPVLDSDG SFFLYSKLTV DKSRWQQGNV FSCSVMHEAL HNHYTQKSLS 450
LSPGK 455

Light chain / Chaine 1égére / Cadena ligera

DIQMTQSPST LSASVGDRVT ITCRASQGIS SWLAWYQQKP GKAPKVLIYK 50
ASTLESGVPS RFSGSGSGTE FTLTISSLQP DDFATYYCQQ SHHPPWTFGQ 100
GTKLEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-97 152-208  269-329  375-433
22"-97" 152"-208" 269"-329" 375"-433"
Intra-L (C23-C104) 23'-88'  134'-194'
23"-88" 134"-194"
Inter-H-L (h 5-CL 126) 228-214' 228"-214"
Inter-H-H (h 11, h 14)  234-234" 237-237"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH Q1 > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 305, 305"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
: leios fucosilad

complexes fucosylés / glicanos de tipo CHO t 105

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 455, 455"

N-(2-{5-[(6-deoxy-5-C-methyl-4-O-methyl-a-L-lyxo-
hexopyranosyl)oxy]-3'-fluoro[1,1'-biphenyl]-2-
yl}ethyl)acetamide

N-(2-{5-[(6-désoxy-5-C-méthyl-4-O-méthyl-a-L-lyxo-
hexopyranosyl)oxy]-3'-fluoro[1,1'-biphényl]-2-
yl}éthyl)acétamide
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cemdomespib N-(2-{5-[(6-desoxi-5-C-metil-4-O-metil-a-L-lixo-
hexopiranosil)oxi]-3'-fluoro[1,1'-bifenil]-2-
il}etil)acetamida

Ca24H30FNOs

cifurtilimab immunoglobulin G1-kappa, anti-[Homo sapiens CD40
(tumor necrosis factor receptor superfamily member 5,
TNFRSF5)], monoclonal antibody;
gamma1 heavy chain (1-444) [VH (Homo sapiens
IGHV3-66*01 (77.6%) -(IGHD) -IGHJ1*01 (100%),
CDR-IMGT [8.8.7] (26-33.51-58.97-103)) (1-114) -
Homo sapiens IGHG1*03v, G1m3>G1m17, nG1m1
(CH1 R120>K (211) (115-212), hinge 1-15 (213-227),
CH2 (228-337), CH3 E12 (353), M14 (355) (338-442),
CHS (443-444)) (115-444)), (217-219')-disulfide with
kappa light chain (1'-219") [V-KAPPA (Homo sapiens
IGKV1-39*01 (78.0%) -IGKJ1*01 (100%), CDR-IMGT
[11.3.9] (27-37.55-57.94-102)) (1'-112") -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (158), V101 (196) (113'-
219")]; dimer (223-223":226-226")-bisdisulfide,
produced in Chinese hamster ovary (CHO) cells, cell
line CHO-DXB11, glycoform alfa

cifurtilimab immunoglobuline G1-kappa, anti-[Homo sapiens CD40
(membre 5 de la superfamille des récepteurs du TNF,
TNFRSF5)], anticorps monoclonal;
chaine lourde gamma1 (1-444) [VH (Homo sapiens
IGHV3-66*01 (77.6%) -(IGHD) -IGHJ1*01 (100%),
CDR-IMGT [8.8.7] (26-33.51-58.97-103)) (1-114) -
Homo sapiens IGHG1*03v, G1m3>G1m17, nG1m1
(CH1 R120>K (211) (115-212), charniere 1-15 (213-
227), CH2 (228-337), CH3 E12 (353), M14 (355) (338-
442), CHS (443-444)) (115-444)], (217-219")-disulfure
avec la chaine légére kappa (1'-219'") [V-KAPPA
(Homo sapiens IGKV1-39*01 (78.0%) -IGKJ1*01
(100%), CDR-IMGT [11.3.9] (27-37.55-57.94-102)) (1'-
112") -Homo sapiens IGKC*01 (100%), Km3 A45.1
(158), V101 (196) (113'-219")]; dimére (223-223":226-
226")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), lignée cellulaire
CHO-DXB11, glycoforme alfa

cifurtilimab inmunoglobulina G1-kappa, anti-[Homo sapiens CD40
(miembro 5 de la superfamilia de los receptores del
TNF, TNFRSF5)], anticuerpo monoclonal;



cipepofol
cipépofol

cipepofol
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cadena pesada gamma1 (1-444) [VH (Homo sapiens
IGHV3-66*01 (77.6%) -(IGHD) -IGHJ1*01 (100%),
CDR-IMGT [8.8.7] (26-33.51-58.97-103)) (1-114) -
Homo sapiens IGHG1*03v, G1m3>G1m17, nG1m1
(CH1 R120>K (211) (115-212), bisagra 1-15 (213-
227), CH2 (228-337), CH3 E12 (353), M14 (355) (338-
442), CHS (443-444)) (115-444)], (217-219")-disulfuro
con la cadena ligera kappa (1'-219') [V-KAPPA (Homo
sapiens IGKV1-39*01 (78.0%) -IGKJ1*01 (100%),
CDR-IMGT [11.3.9] (27-37.55-57.94-102)) (1'-112') -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (158),
V101 (196) (113'-219")]; dimero (223-223":226-226")-
bisdisulfuro, producido en las células ovaricas de
hamster chino (CHO), linea celular CHO-DXB11,
forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGG LVQPGGSLRL SCAASGYSFT GYYIHWVRQA PGKGLEWVAR 50
VIPNAGGTSY NQKFKGRFTL SVDNSKNTAY LOMNSLRAED TAVYYCAREG 100
IYWWGQGTLV TVSSASTKGP SVFPLAPSSK STSGGTAALG CLVKDYFPEP 150
VTVSWNSGAL TSGVHTFPAV LQSSGLYSLS SVVTVPSSSL GTQTYICNVN 200
HKPSNTKVDK KVEPKSCDKT HTCPPCPAPE LLGGPSVFLF PPKPKDTLMI 250
SRTPEVTCVV VDVSHEDPEV KFNWYVDGVE VHNAKTKPRE EQYNSTYRVV 300
SVLTVLHQDW LNGKEYKCKV SNKALPAPIE KTISKAKGQP REPQVYTLPP 350
SREEMTKNQV SLTCLVKGFY PSDIAVEWES NGQPENNYKT TPPVLDSDGS 400
FFLYSKLTVD KSRWQQGNVEF SCSVMHEALH NHYTQKSLSL SPGK 444

Light chain / Chaine légeére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCRSSQSLV HSNGNTFLHW YQQKPGKAPK 50
LLIYTVSNRF SGVPSRFSGS GSGTDFTLTI SSLQPEDFAT YFCSQTTHVP 100
WTFGQGTKVE IKRTVAAPSV FIFPPSDEQL KSGTASVVCL LNNFYPREAK 150
VQWKVDNALQ SGNSQESVTE QDSKDSTYSL SSTLTLSKAD YEKHKVYACE 200
VTHQGLSSPV TKSFNRGEC 219

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 2296  141-197  258-318 364-422
22"-96" 141"-197" 258"-318" 364"-422"
Intra-L (C23-C104) 23-93'  139-199'
23"-93" 139"-199"
Inter-H-L (h 5-CL 126) 217-219' 217"-219"
Inter-H-H (h 11, h 14)  223-223" 226-226"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 294, 294"

Afucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes afucosylés / glicanos de tipo CHO bi: ios complejos ilad,

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 444, 444"

2-[(1R)-1-cyclopropylethyl]-6-(propan-2-yl)phenol
2-[(1R)-1-cyclopropyléthyl]-6-(propan-2-yl)phénol
2-[(1R)-1-ciclopropiletil]-6-(propan-2-il)fenol
C14H20

CHs OH H CH;

H3C
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cirevetmab

cirévetmab

cirevetmab

immunoglobulin G2-kappa, anti-[Canis lupus familiaris
TGFB1 (transforming growth factor beta1, TGF beta)],
caninized monoclonal antibody;

gamma2 heavy chain caninized (1-452) [VH (Canis
lupus familiaris IGHV1-30*01 (88.8%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.10] (26-33.51-
58.97-106)) (1-117) -Canis lupus familiaris IGHG2*01,
G2v1 A1.3, A1.2, A1 (CH1 (118-214), hinge 1-19 (215-
233), CH2 M1.3>A (237), L1.2>A (238), G1>A (240)
(234-343), CH3 (344-450), CHS (451-452)) (118-452)],
(132-213")-disulfide with kappa light chain caninized
(1-213") [V-KAPPA (Canis lupus familiaris IGKV3-
18*02 (83.5%) -IGKJ3*01 (91.7%), CDR-IMGT [6.3.9]
(27-32.50-52.89-97)) (1'-107') -Canis lupus familiaris
IGKC*01 (100%) (108'-213")]; dimer (229-229":232-
232")-bisdisulfide, produced in Chinese hamster ovary
(CHO) cells, cell line CHO-K1SV lacking the glutamine
synthetase (GS-KO) gene, glycoform alfa

immunoglobuline G2-kappa, anti-[Canis lupus
familiaris TGFB1 (facteur de croissance transformant
béta1, TGF béta)], anticorps monoclonal caninisé;
chaine lourde gammaz2 caninisée (1-452) [VH (Canis
lupus familiaris IGHV1-30*01 (88.8%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.10] (26-33.51-
58.97-106)) (1-117) -Canis lupus familiaris IGHG2*01,
G2v1 A1.3, A1.2, A1(CH1 (118-214), charniére 1-19
(215-233), CH2 M1.3>A (237), L1.2>A (238), G1>A
(240) (234-343), CH3 (344-450), CHS (451-452)) (118-
452)], (132-213")-disulfure avec la chaine Iégére kappa
caninisée (1'-213') [V-KAPPA (Canis lupus familiaris
IGKV3-18*02 (83.5%) -IGKJ3*01 (91.7%), CDR-IMGT
[6.3.9] (27-32.50-52.89-97)) (1'-107") -Canis lupus
familiaris IGKC*01 (100%) (108'-213')]; dimére (229-
229":232-232")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), lignée cellulaire
CHO-K18V ne présentant pas le géne de la glutamine
synthétase (GS-KO), glycoforme alfa

inmunoglobulina G2-kappa, anti-[Canis lupus familiaris
TGFB1 (factor de crecimiento transformante beta1,
TGF beta)], anticuerpo monoclonal caninizado;
cadena pesada gamma2 caninizada (1-452) [VH
(Canis lupus familiaris IGHV1-30*01 (88.8%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.10] (26-33.51-
58.97-106)) (1-117) -Canis lupus familiaris IGHG2*01,
G2v1 A1.3, A1.2, A1 (CH1 (118-214), bisagra 1-19
(215-233), CH2 M1.3>A (237), L1.2>A (238), G1>A
(240) (234-343), CH3 (344-450), CHS (451-452)) (118-
452)], (132-213')-disulfuro con la cadena ligera kappa
canininizada (1'-213") [V-KAPPA (Canis lupus
familiaris IGKV3-18*02 (83.5%) -IGKJ3*01 (91.7%),
CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107") -
Canis lupus familiaris \IGKC*01 (100%) (108'-213")];
dimero (229-229":232-232")-bisdisulfuro, producido en
las células ovaricas de hamster chino (CHO), linea
celular CHO-K1SV en ausencia del gen glutamina
sintetasa (GS-KO), forma glicosilada alfa
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Heavy chain / Chaine lourde / Cadena pesada

EVQLVQSGAE VKKPGASVKV SCKTSGYTFI SSWMNWVRQA PGAGLDWMGQ 50
IYPGDGDTNY NGKFKGRVTL TADTSTSTAY MELSSLRAGD IAVYYCARHY 100
DGSTDYWGQG TLVTVSSAST TAPSVFPLAP SCGSTSGSTV ALACLVSGYF 150
PEPVTVSWNS GSLTSGVHTF PSVLQSSGLY SLSSMVTVPS SRWPSETFTC 200
NVAHPASKTK VDKPVPKREN GRVPRPPDCP KCPAPEAAGA PSVFIFPPKP 250
KDTLLIARTP EVTCVVVDLD PEDPEVQISW FVDGKQMQTA KTQPREEQFN 300
GTYRVVSVLP IGHQDWLKGK QFTCKVNNKA LPSPIERTIS KARGQAHQPS 350
VYVLPPSREE LSKNTVSLTC LIKDFFPPDI DVEWQSNGQQ EPESKYRTTP 400
PQLDEDGSYF LYSKLSVDKS RWQRGDTFIC AVMHEALHNH YTQESLSHSP 450
GK 452

Light chain / Chaine Iégére / Cadena ligera

EIVMTQSPAS LSLSQGEKVT ITCRASENIY SNLAWYQQRP GQAPKLLIYA 50
ATNLADGVPS RFSGSGSGTD FSLTISSLEP EDVAVYYCQH FWGTPYTFGQ 100
GTKLEIKRND AQPAVYLFQP SPDQLHTGSA SVVCLLNSFY PKDINVKWKV 150
DGVIQDTGIQ ESVTEQDKDS TYSLSSTLTM SSTEYLSHEL YSCEITHKSL 200
PSTLIKSFQR SEC 213

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  144-200  264-324  370-430
22"-96" 144"-200" 264"-324" 370"-430"
Intra-L (C23-C104) 23'-88' 134-193'
23"-88™ 134"-193"
Inter-H-L (CHI 11-CL 126) 132-213' 132"-213"
Inter-H-H (h 15, h 19) 229-229" 232-232"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 300, 300"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 452, 452"

3-[(5Z)-5-{[5-(4-chlorophenyl)furan-2-yllmethylidene}-4-oxo-2-
sulfanylidene-1,3-thiazolidin-3-yl]propanoic acid

acide 3-[(52)-5-{[5-(4-chlorophényl)furan-2-yllméthylidéne}-4-oxo-2-
sulfanylidéne-1,3-thiazolidin-3-yl]propanoique

acido 3-[(52)-5-{[5-(4-clorofenil)furan-2-ilmetilideno}-4-oxo-2-
sulfanilideno-1,3-tiazolidin-3-il]propanoico

C47H12CINO,4S;

S
. o

o o)

|/

immunoglobulin G1-kappa, anti-[human respiratory virus (RSV)
fusion glycoprotein F site V], monoclonal antibody;

gamma heavy chain (1-457) [VH (Homo sapiens IGHV3-49*04
(89.0%) -(IGHD) -IGHJ6*01 (94.4%), CDR-IMGT [8.10.18] (26-
33.51-60.99-116)) (1-127) -Homo sapiens IGHG1*01 G1m17,1,
G1v21 CH2 Y15.1, T16, E18 (CH1 K120 (224) (128-225), hinge 1-
15 (226-240), CH2 M15.1>Y (262), S16>T (264), T18>E (266)
(241-350), CH3 D12 (366), L14 (368) (351-455), CHS (456-457))
(128-457)], (230-214')-disulfide with kappa light chain (1'-214') [V-
KAPPA (Homo sapiens IGKV1D-13*01 (86.2%) -IGKJ5*01 (100%),
CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107') -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (153), V101 (191) (108'-214")]; dimer
(236-236":239-239")-bisdisulfide, produced in Chinese hamster
ovary (CHO) cells, cell line CHO-K1SV, glycoform alfa
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clesrovimab

clesrovimab

immunoglobuline G1-kappa, anti-[site IV de la glycoprotéine de
fusion F du virus respiratoire syncytial (VRS) humain], anticorps
monoclonal;

chaine lourde gamma1 (1-457) [VH (Homo sapiens IGHV3-49*04
(89.0%) -(IGHD) -IGHJ6*01 (94.4%), CDR-IMGT [8.10.18] (26-
33.51-60.99-116)) (1-127) -Homo sapiens IGHG1*01 G1m17,1,
G1v21 CH2 Y15.1, T16, E18 (CH1 K120 (224) (128-225),
charniére 1-15 (226-240), CH2 M15.1>Y (262), S16>T (264),
T18>E (266) (241-350), CH3 D12 (366), L14 (368) (351-455),
CHS (456-457)) (128-457)], (230-214')-disulfure avec la chaine
légere kappa (1'-214") [V-KAPPA (Homo sapiens IGKV1D-13*01
(86.2%) -IGKJ5*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-
97)) (1'-107') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153),
V101 (191) (108'-214")]; dimére (236-236":239-239")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois (CHO),
lignée cellulaire CHO-K1SV, glycoforme alfa

inmunoglobulina G1-kappa, anti-[lugar IV de la glicoproteina de
fusion F del virus respiratorio sincitial (VRS) humano], anticuerpo
monoclonal;

cadena pesada gamma1 (1-457) [VH (Homo sapiens IGHV3-
49*04 (89.0%) -(IGHD) -IGHJ6*01 (94.4%), CDR-IMGT [8.10.18]
(26-33.51-60.99-116)) (1-127) -Homo sapiens IGHG1*01
G1m17,1, G1v21 CH2 Y15.1, T16, E18 (CH1 K120 (224) (128-
225), bisagra 1-15 (226-240), CH2 M15.1>Y (262), S16>T (264),
T18>E (266) (241-350), CH3 D12 (366), L14 (368) (351-455),
CHS (456-457)) (128-457)], (230-214")-disulfuro con la cadena
ligera kappa (1'-214') [V-KAPPA (Homo sapiens IGKV1D-13*01
(86.2%) -IGKJ5*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-
97)) (1'-107') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153),
V101 (191) (108'-214")]; dimero (236-236":239-239")-bisdisulfuro,
producido en las células ovaricas de hamster chino (CHO), linea
celular CHO-K1SV, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGG LVRPGRSLRL SCTVSGFSFD DSAMSWVRQA PGKGLEWISF 50
IKSKTYGGTK EYAASVKGRF TISRDDSKNI AYLOMNSLKT EDTAVYYCTR 100
GAPYGGNSDY YYGLDVWGQG TTVTVSSAST KGPSVFPLAP SSKSTSGGTA 150
ALGCLVKDYF PEPVTVSWNS GALTSGVHTF PAVLQSSGLY SLSSVVTVPS 200
SSLGTQTYIC NVNHKPSNTK VDKKVEPKSC DKTHTCPPCP APELLGGPSV 250
FLFPPKPKDT LYITREPEVT CVVVDVSHED PEVKFNWYVD GVEVHNAKTK 300
PREEQYNSTY RVVSVLTVLH QDWLNGKEYK CKVSNKALPA PIEKTISKAK 350
GQPREPQVYT LPPSRDELTK NQVSLTCLVK GFYPSDIAVE WESNGQPENN 400
YKTTPPVLDS DGSFFLYSKL TVDKSRWQQG NVFSCSVMHE ALHNHYTQKS 450
LSLSPGK 457

Light chain / Chaine Iégére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCRTSQDVR GALAWYQQKP GKAPKLLIFD 50
ASSLETGVPS RFSGSGSGTV FTLTISSLQP EDFAAYYCQQ FLDFPFTFGQ 100
GTRLEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-98  154-210 271-331  377-435
22"-98" 154"-210" 271"-331" 377"-435"
Intra-L (C23-C104) 23'-88' 134'-194'
23"-88" 134"-194™
Inter-H-L (h 5-CL 126) 230-214' 230"-214"
Inter-H-H (h 11, h 14)  236-236" 239-239"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 307, 307"

Fucosylated complex bi-antennary CHO-type g]ycam / glycane% de type (HO bi-antennaires
complexes fucosylés / glicanos de tipo CHO t

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 457, 457"
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immunoglobulin scFv-kappa-heavy-G1h-CH3-CHS
dimer, anti-[Homo sapiens CD8A (CD8a molecule,
CD8)], monoclonal antibody;
scFv-kappa-heavy-G1-h-linker-CH3-CHS chain (1-
376) [V-KAPPA (Homo sapiens IGKV1-27*01 (87.4%)
-IGKJ4*01 (100%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1-107) -18-mer glycyl-seryl-threonyl-
tris(seryl-triglycyl)-glycyl-diseryl linker (108-125) -VH
Musmus/Homsap (Mus musculus IGHV14-3*02
(73.5%) -(IGHD) -IGHJ3*01 (84.6%)/Homo sapiens
IGHV3-66*01 (71.4%) -(IGHD) -IGHJ1*01 (92.3%),
CDR-IMGT [8.8.11] (151-158.176-183.222-232)) (126-
243) -Homo sapiens IGHG1*03 hinge 1-17 (244-260),
10-mer triglycyl-diseryl-triglycyl-seryl-glycyl linker (261-
270), Homo sapiens IGHG1*03 nG1m1 CH3-CHS
(CH3 E12 (286), M14 (288) (271-375), CHS K2>del
(376)) (271-376)]; dimer (254-254":257-257":260-
260")-trisdisulfide, produced in Chinese hamster ovary
(CHO) cells, non-glycosylated

immunoglobuline scFv-kappa-heavy-G1h-CH3-CHS
dimére, anti-[Homo sapiens CD8A (molécule CD8a,
CD8)], anticorps monoclonal;

chaine scFv-kappa-heavy-G1-h-linker-CH3-CHS (1-
376) [V-KAPPA (Homo sapiens IGKV1-27*01 (87.4%)
-IGKJ4*01 (100%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1-107) -18-mer glycyl-séryl-thréonyl-
tris(séryl-triglycyl)-glycyl-diséryl linker (108-125) -VH
Musmus/Homsap (Mus musculus IGHV14-3*02
(73.5%) -(IGHD) -IGHJ3*01 (84.6%)/Homo sapiens
IGHV3-66*01 (71.4%) -(IGHD) -IGHJ1*01 (92.3%),
CDR-IMGT [8.8.11] (151-158.176-183.222-232)) (126-
243) -Homo sapiens IGHG1*03 charniére 1-17 (244-
260), 10-mer triglycyl-diséryl-triglycyl-séryl-glycyl linker
(261-270), Homo sapiens IGHG1*03 nG1m1 CH3-
CHS (CH3 E12 (286), M14 (288) (271-375), CHS
K2>del (376)) (271-376)];dimeére (254-254":257-
257":260-260")-trisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), non-glycosylé

inmunoglobulina scFv-kappa-pesada-G1h-CH3-CHS
dimero, anti-[Homo sapiens CD8A (molécula CD8a,
CD8)], anticuerpo monoclonal;

cadena scFv-kappa-pesada-G1-h-linker-CH3-CHS (1-
376) [V-KAPPA (Homo sapiens IGKV1-27*01 (87.4%)
-IGKJ4*01 (100%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1-107) -18-mer glicil-seril-treonil-tris(seril-
triglicil)-glicil-diseril linker (108-125) -VH
Musmus/Homsap (Mus musculus IGHV14-3*02
(73.5%) -(IGHD) -IGHJ3*01 (84.6%)/Homo sapiens
IGHV3-66*01 (71.4%) -(IGHD) -IGHJ1*01 (92.3%),
CDR-IMGT [8.8.11] (151-158.176-183.222-232)) (126-
243) -Homo sapiens IGHG1*03 bisagra 1-17 (244-
260), 10-mer triglicil-diseril-triglicil-seril-glicil linker
(261-270), Homo sapiens IGHG1*03 nG1m1 CH3-
CHS (CH3 E12 (286), M14 (288) (271-375), CHS
K2>del (376)) (271-376)]; dimero (254-254":257-
257":260-260")-trisdisulfuro, producido en las células
ovaricas de hamster chino (CHO), no glicosilado
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crexavibart

Sequence / Séquence / Secuencia

DVQITQSPSS LSASVGDRVT ITCRTSRSIS QYLAWYQQKP GKVPKLLIYS 50
GSTLQSGVPS RFSGSGSGTD FTLTISSLQP EDVATYYCQQ HNENPLTFGG 100
GTKVEIKGST SGGGSGGGSG GGGSSEVQLV ESGGGLVQPG GSLRLSCAAS 150
GFNIKDTYIH FVRQAPGKGL EWIGRIDPAN DNTLYASKFQ GKATISADTS 200
KNTAYLQMNS LRAEDTAVYY CGRGYGYYVF DHWGQGTLVT VSSEPKSSDK 250
THTCPPCPPC GGGSSGGGSG GQPREPQVYT LPPSREEMTK NQVSLTCLVK 300
GFYPSDIAVE WESNGQPENN YKTTPPVLDS DGSFFLYSKL TVDKSRWQQG 350
NVEFSCSVMHE ALHNHYTQKS LSLSPG 376

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 23-88 147221  297-355
23"-88" 147"-221" 297"-355"
Inter-H-H (h 11, h 14, h 17) 254-254" 257-257" 260-260"

No N-glycosylation site / pas de site de N-glycosylation / ninglin posicion de N-glicosilacion
Aglycosylated / aglycosylé / aglicosilado

immunoglobulin G1-lambda2, anti-[severe acute respiratory
syndrome (human) coronavirus 2 (SARS-CoV-2) spike (S)
glycoprotein, receptor binding domain (RBD)], Homo
sapiens monoclonal antibody;

gamma heavy chain Homo sapiens (1-460) [VH (Homo
sapiens IGHV3-53*01 (97.9 %) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.7.25] (26-33.51-57.96-120)) (1-131) -Homo
sapiens IGHG1*03, G1m3, nG1m1, G1v24 CH3 L107, S114
(CH1 R120 (228) (132-229), hinge 1-15 (230-244), CH2
(245-354), CH3 E12 (370), M14 (372), M107>L (442),
N114>S (448) (355-459), CHS K2>del (460)) (132-460)],
(234-215")-disulfide with lambda2 light chain Homo sapiens
(1'-216") [V-LAMBDA (Homo sapiens IGLV2-14*03 (100%) -
IGLJ1*01 (100%), CDR-IMGT [9.3.10] (26-34.52-54.91-
100)) (1'-110') -Homo sapiens IGLC2*01 (100%) (111'-
216")]; dimer (240-240":243-243")-bisdisulfide, produced in
Chinese hamster ovary (CHO) cells, glycoform alfa

immunoglobuline G1-lambda2, anti-[domaine de liaison au
récepteur (RBD) de la glycoprotéine spike (S) du
coronavirus 2 (humain) du syndrome respiratoire aigu
sévere (SARS-CoV-2)], anticorps monoclonal Homo
sapiens;

chaine lourde gamma1 Homo sapiens (1-460) [VH (Homo
sapiens IGHV3-53*01 (97.9 %) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.7.25] (26-33.51-57.96-120)) (1-131) -Homo
sapiens IGHG1*03, G1m3, nG1m1, G1v24 CH3 L107, S114
(CH1 R120 (228) (132-229), charniere 1-15 (230-244), CH2
(245-354), CH3 E12 (370), M14 (372), M107>L (442),
N114>S (448) (355-459), CHS K2>del (460)) (132-460)],
(234-215")-disulfure avec la chaine légéere lambda2 Homo
sapiens (1'-216") [V-LAMBDA (Homo sapiens IGLV2-14*03
(100%) -IGLJ1*01 (100%), CDR-IMGT [9.3.10] (26-34.52-
54.91-100)) (1'-110") -Homo sapiens IGLC2*01 (100%)
(111'-216")]; dimére (240-240":243-243")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois
(CHO), glycoforme alfa

inmunoglobulina G1-lambda2, anti-[dominio de unién al
receptor (RBD) de la glicoproteina spike (S) del coronavirus
2 (humano) del sindrome respiratorio agudo severo (SARS-
CoV-2)], anticuerpo monoclonal Homo sapiens;
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cadena pesada gamma1 Homo sapiens (1-460) [VH (Homo
sapiens IGHV3-53*01 (97.9 %) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.7.25] (26-33.51-57.96-120)) (1-131) -Homo
sapiens IGHG1*03, G1m3, nG1m1, G1v24 CH3 L107, S114
(CH1 R120 (228) (132-229), bisagra 1-15 (230-244), CH2 (245-
354), CH3 E12 (370), M14 (372), M107>L (442), N114>S (448)
(355-459), CHS K2>del (460)) (132-460)], (234-215")-disulfuro
con la cadena ligera lambda2 Homo sapiens (1'-216") [V-
LAMBDA (Homo sapiens IGLV2-14*03 (100%) -IGLJ1*01
(100%), CDR-IMGT [9.3.10] (26-34.52-54.91-100)) (1'-110') -
Homo sapiens IGLC2*01 (100%) (111'-216")]; dimero (240-
240":243-243")-bisdisulfuro, producido en las células ovaricas de
hamster chino (CHO), forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGG LIQPGGSLRL SCAASGFTVS NNYMSWVRQA PGKGLEWVSV 50
IYSGGSTYYA DSVKGRFTIS RDKSKNTLYL QMNSLRAEDT AVYYCAREGE 100
VEGYNDFWSG YSRDRYYFDY WGQGTLVTVS SASTKGPSVF PLAPSSKSTS 150
GGTAALGCLV KDYFPEPVTV SWNSGALTSG VHTFPAVLQS SGLYSLSSVV 200
TVPSSSLGTQ TYICNVNHKP SNTKVDKRVE PKSCDKTHTC PPCPAPELLG 250
GPSVFLFPPK PKDTLMISRT PEVTCVVVDV SHEDPEVKFN WYVDGVEVHN 300
AKTKPREEQY NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK ALPAPIEKTI 350
SKAKGQPREP QVYTLPPSRE EMTKNQVSLT CLVKGFYPSD IAVEWESNGQ 400
PENNYKTTPP VLDSDGSFFL YSKLTVDKSR WQQGNVFSCS VLHEALHSHY 450
TQKSLSLSPG 460

Light chain / Chaine 1égére / Cadena ligera

QSALTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI 50
YDVSNRPSGV SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSSTRV 100
FGTGTKVTVL GQPKAAPSVT LFPPSSEELQ ANKATLVCLI SDFYPGAVTV 150
AWKADSSPVK AGVETTTPSK QSNNKYAASS YLSLTPEQWK SHRSYSCQVT 200
HEGSTVEKTV APTECS 216

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-95  158-214  275-335  381-439
22"-95" 158"-214" 275"-335" 381"-439"
Intra-L (C23-C104) 22-90' 138-197"
22"-90™ 138"-197"
Inter-H-L (h 5-CL 126) 234-215' 234"-215"
Inter-H-H (h 11, h 14)  240-240" 243-243"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
L VL Q1 > pyroglutamyl (pE, 5-oxoprolyl): 1", 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 311, 311"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

3-{[2,6-dichloro-7-fluoro-1-(1-propyl-1H-pyrazol-4-yl)-1H-indol-3-
yl]sulfanyl}-2-fluorobenzoic acid

acide 3-{[2,6-dichloro-7-fluoro-1-(1-propyl-1H-pyrazol-4-yl)-1H-
indol-3-yl]sulfanyl}-2-fluorobenzoique

acido 3-{[2,6-dicloro-7-fluoro-1-(1-propil-1H-pirazol-4-il)-1H-indol-
3-il]sulfanil}-2-fluorobenzoico

H,C
3 \/\,\d’\N?
Cl
F N \
s OH
Cl
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dalucabtagene autoleucel

dalucabtagéne autoleucel

dalucabtagén autoleucel

autologous T cells obtained from peripheral blood mononuclear
cells by leukapheresis, transduced with a replication incompetent
Moloney murine leukemia virus (MoMLV)-based retroviral vector,
encoding two T cell chimeric antigen receptors (CARs) targeting
CD19 and CD22, separated by a 2A self-cleaving peptide derived
from the Thosea asigna virus capsid protein, under control of a
MoMLV-based promoter. The construct is flanked by 5' and 3' long
terminal repeats (LTRs), and contains a y packaging signal and
the scaffold/matrix attachment region (S/MAR) from the human
interferon gene.

The cells are activated using an anti-CD3/CD28 reagent in
medium supplemented with human AB serum, interleukin 7 (IL-7)
and 15 (IL-15). Activated cells are incubated with the vector before
further culture expansion. The CAR positive T cells are
predominantly CD4/CD8, and secrete granzyme B, interferon
gamma, tumour necrosis factor alpha (TNF-a) and interleukin-2
(IL-2) after co-culture with a cell line expressing the CD19 and
CD22 antigen.

lymphocytes T autologues obtenus a partir de cellules
mononucléaires de sang périphérique par leucaphérese,
transduits avec un vecteur rétroviral incompétent a la réplication
basé sur le virus de la leucémie murine de Moloney (MoMLV),
codant deux récepteurs antigéniques chimériques (CAR) des
lymphocytes T ciblant CD19 et CD22, séparés par un peptide 2A
auto-clivant dérivé de la protéine de capside du virus Thosea
asigna, sous le contréle d'un promoteur basé sur MoMLV. La
construction est flanquée de longues répétitions terminales (LTR)
en &' et 3', et contient un signal d'encapsidation y et la région
structure/matrice d'attachement (S/MAR) du géne de l'interféron 3
humain.

Les cellules sont activées a I'aide d'un réactif anti-CD3/CD28 dans
un milieu complémenté de sérum AB humain, d'interleukine 7 (IL-
7) et 15 (IL-15). Les cellules activées sont incubées avec le
vecteur avant une nouvelle expansion de la culture. Les
lymphocytes T CAR-positifs sont principalement CD4/CDS8, et
sécrétent du granzyme B, de l'interféron gamma, du facteur de
nécrose tumorale alpha (TNF-a) et de l'interleukine-2 (IL-2) apres
co-culture avec une lignée cellulaire exprimant les antigénes
CD19 et CD22.

linfocitos T autélogos obtenidos a partir de células mononucleares
de sangre periférica por leucoaféresis, transducidos con un vector
retroviral incompetente de replicacién basado en el virus de la
leucemia murina de Moloney (MoMLV) que codifica para dos
receptores de antigeno quiméricos (CARs) de linfocitos T dirigidos
a CD19 y CD22, separados por un péptido 2A de autoescision
derivado de la proteina de la capsida del virus Thosea asigna,
bajo el control de un promotor basado en el MoMLV. El constructo
esta flanqueado por repeticiones terminales largas (LTRs) en 5'y
3'y contiene una sefial de empaquetamiento g y la regién de
andamiaje/fijacion de la matriz (S/MAR) del gen del interferon 8
humano.

Las células se activan usando un reactivo anti-CD3/CD28 en
medio suplementado con suero AB humano e interleukinas 7 (IL-
7)y 15 (IL-15). Las células activadas se incuban con el vector
antes de una expansion adicional en cultivo. Los linfocitos T
positivos para el CAR son predominantemente CD4/CD8 y
secretan granzima B, interferon gamma, factor de necrosis
tumoral alfa (TNF-a) e interleukina 2 (IL-2) tras el cocultivo con
una linea celular que expresa los antigenos CD19 y CD22.



deucrictibant

deucrictibant

deucrictibant

deutenzalutamide

deutenzalutamide

deutenzalutamida

dexfadrostat
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N-{(1S)-1-[3-chloro-5-fluoro-2-({[2-methyl-4-(1-methyl-
1H-1,2,4-triazol-5-yl)quinolin-8-
ylloxy}methyl)phenyl](1-2H)ethyl}-2-
(difluoromethoxy)acetamide

N-{(1S)-1-[3-chloro-5-fluoro-2-({[2-méthyl-4-(1-méthyl-
1H-1,2,4-triazol-5-yl)quinoléin-8-
ylloxy}méthyl)phényl](1-2H)éthyl}-2-
(difluorométhoxy)acetamide

N-{(1S)-1-[3-cloro-5-fluoro-2-({[2-metil-4-(1-metil-1H-
1,2,4-triazol-5-il)quinolein-8-ilJoxi}metil )fenil](1-H)etil}-
2-(difluorometoxi)acetamida

CasH22?HCIF3NsO;4

H3C x >

F -
PY RoH
F 0/\”/ CHs
0
0

F Cl

4-{3-[4-cyano-3-(trifluoromethyl)phenyl]-5,5-dimethyl-4-
oxo-2-sulfanylideneimidazolidin-1-yl}-2-fluoro-N-
(2H3)methylbenzamide

4-{3-[4-cyano-3-(trifluorométhyl)phényl]-5,5-diméthyl-4-
oxo-2-sulfanylideneimidazolidin-1-yl}-2-fluoro-N-
(?Hs)méthylbenzamide

4-{3-[4-ciano-3-(trifluorometil)fenil]-5,5-dimetil-4-oxo-2-
sulfanilidenoimidazolidin-1-il}-2-fluoro-N-
(?Hs)metilbenzamida

Ca1H15?H3F4N4O,S
R EHs
N_ N
T 0
NC
s
FaC FoiN~cy,

4-[(5R)-5,6,7,8-tetrahydroimidazo[1,5-a]pyridin-5-
yllbenzonitrile
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dexfadrostat 4-[(5R)-5,6,7,8-tétrahydroimidazo[1,5-a]pyridin-5-
yl]lbenzonitrile

dexfadrostat 4-[(5R)-5,6,7,8-tetrahidroimidazo[1,5-a]piridin-5-
illbenzonitrilo

C14H13N3

NC

eciruciclib N-{5-[(4-ethylpiperazin-1-yl)methyl]pyridin-2-yl}-5-
fluoro-4-[2-methyl-3-(propan-2-yl)-2H-indazol-5-
yllpyrimidin-2-amine

éciruciclib N-{5-[(4-éthylpipérazin-1-yl)méthyl]pyridin-2-yl}-5-
fluoro-4-[2-méthyl-3-(propan-2-yl)-2H-indazol-5-
yllpyrimidin-2-amine

eciruciclib N-{5-[(4-etilpiperazin-1-il)metil]piridin-2-il}-5-fluoro-4-[2-
metil-3-(propan-2-il)-2H-indazol-5-il]pirimidin-2-amina

CZ7H33FN8

H3c/\N/\ | NS

ecnoglutide N&24.[(2285)-22,40-dicarboxy-10,19,24-trioxo-3,6,12,15-
tetraoxa-9,18,23-triazatetracontan-1-oyl]-[Ala®>Val?,
Gly?>Glu'®, Lys?6>Arg?, Ala®*>Lys?, Lys3*>Arg?®]-
human glucagon-like peptide 1 (GLP-1) (7-37)-peptide
(1-31);
L-histidyl-L-valyl-L-a-glutamylglycyl-L-threonyl-L-
phenylalanyl-L-threonyl-L-seryl-L-a-aspartyl-L-valyl-L-
seryl-L-seryl-L-tyrosyl-L-leucyl-L-a-glutamyl-L-a-
glutamyl-L-glutaminyl-L-alanyl-L-alanyl-L-arginyl-L-a-
glutamyl-L-phenylalanyl-L-isoleucyl-N6-[(22S)-22,40-
dicarboxy-10,19,24-trioxo-3,6,12,15-tetraoxa-9,18,23-
triazatetracontan-1-oyl]-L-lysyl-L-tryptophyl-L-leucyl-L-
valyl-L-arginylglycyl-L-arginylglycine

ecnoglutide N624.[(2285)-22,40-dicarboxy-10,19,24-trioxo-3,6,12,15-
tétraoxa-9,18,23-triazatétracontan-1-oyl]-[Ala®>Val?,
Gly?>Glu'®, Lys?®*>Arg®, Ala®’>Lys*, Lys*>Arg®®]-
peptide-1 semblable au glucagon humain (GLP-1) (7-
37)-peptide (1-31);
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L-histidyl-L-valyl-L-a-glutamylglycyl-L-thréonyl-L-phénylalanyl-
L-thréonyl-L-séryl-L-a-aspartyl-L-valyl-L-séryl-L-séryl-L-tyrosyl-
L-leucyl-L-a-glutamyl-L-a-glutamyl-L-glutaminyl-L-alanyl-L-
alanyl-L-arginyl-L-a-glutamyl-L-phénylalanyl-L-isoleucyl|-N°-
[(22S)-22,40-dicarboxy-10,19,24-trioxo-3,6,12,15-tétraoxa-
9,18,23-triazatétracontan-1-oyl]-L-lysyl-L-tryptophyl-L-leucyl-
L-valyl-L-arginylglycyl-L-arginylglycine

ecnoglutida N®24.[(228)-22,40-dicarboxi-10,19,24-trioxo-3,6,12,15-
tetraoxa-9,18,23-triazatetracontan-1-oil]-[Ala®>Val?,
GliZ>Glu'®, Lis®>Arg?, Ala*>Lis?*, Lis**>Arg?®]-péptido
similar al glucagoén tipo 1 humano (GLP-1) (7-37)-péptido (1-
31);
L-histidil-L-valil-L-a-glutamilglicil-L-treonil-L-fenilalanil-L-treonil-
L-seril-L-a-aspartil-L-valil-L-seril-L-seril-L-tirosil-L-leucil-L-a-
glutamil-L-a-glutamil-L-glutaminil-L-alanil-L-alanil-L-arginil-L-a-
glutamil-L-fenilalanil-L-isoleucil-N®-[(22S)-22,40-dicarboxi-
10,19,24-trioxo-3,6,12,15-tetraoxa-9,18,23-triazatetracontan-
1-oil]-L-lisil-L-triptofil-L-leucil-L-valil-L-arginilglicil-L-
arginilglicina

C194H304N48061
HVEGTFTSDV SSYLEEQAAR EFIKWLVRGR G Sl

Modified residues / Résidus modifiés / Restos modificados

K(24) 0 ¢
o) /—/ xo ?—NH
§
o

efocipegtrutide chimeric triple receptor agonist peptide (1"-40"), sharing
balanced sequence homology with glucagon, glucagon-like
peptide 1 (GLP1) and gastric inhibitory polypeptide (GIP,
glucose-dependent insulinotropic polypeptide, incretin
hormone), produced by chemical synthesis, conjugated at the
S atom of the C-terminal cysteinamide 40" via a polyethylene
glycol linker (~10 kDa) to the N atom of one N-terminal proline
residue of the dimer (3-3')-disulfide of an immunoglobulin G4
(IlgG4) heavy chain constant fragment (Fc, C-terminal 221-
peptide, produced in Escherichia coli, not glycosylated):
N'1-(3-{0-[3-(3-{(3RS)-3-[16,20-anhydro(L-tyrosyl-2-
methylalanyl-L-glutaminylglycyl-L-threonyl-L-phenylalanyl-L-
threonyl-L-seryl-L-a-aspartyl-L-tyrosyl-L-seryl-L-lysyl-L-tyrosyl-L-
leucyl-L-a-aspartyl-L-a-glutamyl-L-lysyl-L-arginyl-L-alanyl-L-
lysyl-L-a-glutamyl-L-phenylalanyl-L-valyl-L-glutaminyl-L-
tryptophyl-L-leucyl-L-leucyl-L-a-aspartyl-L-histidyl-L-histidyl-L-
prolyl-L-seryl-L-serylglycyl-L-glutaminyl-L-prolyl-L-prolyl-L-
prolyl-L-seryl-L-cysteinamide)-S4°-yI]-2,5-dioxopyrrolidin-1-
yl}propanamido)propyl]poly(oxyethylene)-w-oxy}propyl)(IgG4
Fc (Homo sapiens IGHG4*01 (hinge (1-4, N-terminal hinge
residues ESKYGPPC deleted), CH2 (5-114), CH3 (115-219),
CHS (220-221))(1-221) dimer (3-3')-disulfide)
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éfocipégtrutide

efocipegtrutida

peptide chimérique agoniste de trois récepteurs
(1"-40"), partageant une homologie équilibrée de
séquence avec le glucagon, le glucagon-like
peptide 1 (GLP1) et le polypeptide inhibiteur
gastrique (GIP, polypeptide insulinotrope glucose-
dépendant, hormone incrétine), produit par
synthése chimique, conjugué a I'atome S du
cystéinamide C-terminal 40" via un lieur
polyéthyléne glycol (~10 kDa) a 'atome N d’un
résidu proline N-terminal du dimére (3-3')-disulfure
d’un fragment constant de la chaine lourde
d’'immunoglobuline G4 (IgG4) (Fc, 221-peptide C-
terminal, produit par Escherichia coli, non
glycosylé):
N'1-(3-{0-[3-(3-{(3RS)-3-[16,20-anhydro(L-tyrosyl-
2-méthylalanyl-L-glutaminylglycyl-L-thréonyl-L-
phénylalanyl-L-thréonyl-L-séryl-L-a-aspartyl-L-
tyrosyl-L-séryl-L-lysyl-L-tyrosyl-L-leucyl-L-0-
aspartyl-L-a-glutamyl-L-lysyl-L-arginyl-L-alanyl-L-
lysyl-L-a-glutamyl-L-phénylalanyl-L-valyl-L-
glutaminyl-L-tryptophyl-L-leucyl-L-leucyl-L-a-
aspartyl-L-histidyl-L-histidyl-L-prolyl-L-séryl-L-
serylglycyl-L-glutaminyl-L-prolyl-L-prolyl-L-prolyl-L-
séryl-L-cystéinamide)-S*4°-yI]-2,5-dioxopyrrolidin-1-
yl}propanamido)propyl]poly(oxyéthylene)-w-
oxy}propyl)(IgG4 Fc (Homo sapiens IGHG4*01
(charniére (1-4, résidus ESKYGPPC N-terminaux
de la charniere supprimés), CH2 (5-114), CH3
(115-219), CHS (220-221))(1-221) dimere (3-3')-
disulfure)

péptido quimérico agonista de tres receptores (1"-
40"), que comparte homologia equilibrada de
secuencia con glucagon, péptido similar al
glucagon tipo 1 (GLP1) y polipéptido inhibidor
gastrico (GIP, polipéptido insulinotrépico
dependiente de glucosa, hormona incretina),
producido por sintesis quimica, conjugado en el
atomo S de la cisteinamida C-terminal 40" a través
de un enlacede polietilenglicol (~10 kDa) al atomo
N de un residuo de prolina N-terminal del dimero
(3-3")-disulfuro de un fragmento constante de la
cadena pesada de inmunoglobulina G4 (IgG4) (Fc,
221-péptido C-terminal, producido en Escherichia
coli, no glicosilado):
N'1-(3-{o-[3-(3-{(3RS)-3-[16,20-anhidro(L-tirosil-2-
metilalanil-L-glutaminilglicil-L-treonil-L-fenilalanil-L-
treonil-L-seril-L-a-aspartil-L-tirosil-L-seril-L-lisil-L-
tirosil-L-leucil-L-a-aspartil-L-a-glutamil-L-lisil-L-
arginil-L-alanil-L-lisil-L-a-glutamil-L-fenilalanil-L-valil-
L-glutaminil-L-triptofil-L-leucil-L-leucil-L-a-aspartil-L-
histidil-L-histidil-L-prolil-L-seril-L-serilglicil-L-
glutaminil-L-prolil-L-prolil-L-prolil-L-seril-L-
cisteinamida)-S34%-il]-2,5-dioxopirrolidin-1-
il}propanamido)propil]poli(oxietileno)-w-
oxi}propil)(IgG4 Fc(Homo sapiens IGHG4*01
(bisagra (1-4, residuos ESKYGPPC N-terminales
de la bisagra supprimidos), CH2 (5-114), CH3
(115-219), CHS (220-221))(1-221) dimero (3-3')-
disulfuro)



efrilacedase alfa

efrilacédase alfa
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Conjugated peptide / peptide conjugué / péptido conjugado
YXQGTFTSDY SKYLDEKRAK EFVQWLLDHH PSSGQPPPSC 40''
Monomer / Monomére / Monomero 1gG4 Fc

PSCPAPEFLG GPSVFLFPPK PKDTLMISRT PEVTCVVVDV SQEDPEVQFN 50
WYVDGVEVHN AKTKPREEQF NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK 100
GLPSSIEKTI SKAKGQPREP QVYTLPPSQE EMTKNQVSLT CLVKGFYPSD 150
IAVEWESNGQ PENNYKTTPP VLDSDGSFFL YSRLTVDKSR WQEGNVFSCS 200
VMHEALHNHY TQKSLSLSLG K 221

Linker / Linker / Conector

o o]
WOMOMNMN s
n »
N //CO2H '_2
H o |
H,N” “CONH,

P (1), P (1) C(40")

Conjugation sites / Sites de conjugaison / Posiciones de
1-40" (Pr01 '7Cy83'40“) 11-40" (Pr01.1'_cy83.40”)

Modified residues / Résidus modifiés / Restos modificados

SH
HsC  CHj H
HoN CO,H HoN CONH,
X (2") C(40")
2-methylalanine L-Cys-NH,

aminoisobutyric acid, Aib

Amide bridge location / Position du pont amide / Posicion del puente amido

16"-20" (GluS16"-Lys620")

Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
intra-chain: 35-95 141-199 35'-95' 141'-199'

inter-chain: 3-3'

human angiotensin-converting enzyme 2 (ACE2,
angiotensin-converting enzyme homolog, ACEH, ACE-
related carboxypeptidase, metalloprotease MPROT15)
fragment (1-715, containing soluble extracellular
domains), fused to a human immunoglobulin G4 Fc
fragment (716-944), covalent disulfide bridged dimer,
produced in Chinese hamster ovary (CHO) cells,
glycoform alfa;

human angiotensin-converting enzyme 2 (ACE2,
angiotensin-converting enzyme homolog, ACEH, ACE-
related carboxypeptidase, metalloprotease MPROT15,
EC:3.4.17.23), [PPNQPPVS (716-723)>del]-soluble
extracellular domains (1-715), fused with a C-terminal
Fc fragment (229-peptide) of Homo sapiens
immunoglobulin G4 [Homo sapiens IGHG4*01 (hinge
S™5>P (716-727), CH2 (728-837), CH3 (838-942),
CHS (943-944))](716-944), dimer (723-723":726-726')-
bisdisulfide, produced in Chinese hamster ovary
(CHO) cells, glycoform alfa

fragment (1-715, contenant des domaines
extracellulaires solubles) de I'enzyme humaine de
conversion de I'angiotensine 2 (ACE2, homologue de
I'enzyme de conversion de I'angiotensine, ACEH,
carboxypeptidase de type ACE, métalloprotéase
MPROT15), fusionné a un fragment Fc de
I'immunoglobuline humaine G4 (716-944), dimére
covalent a pont disulfure, produit dans des cellules
d'ovaire de hamster chinois (CHO), glycoforme alpha;
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efrilacedasa alfa

enzyme humaine de conversion de I'angiotensine 2
(ACEZ2, homologue de I'enzyme de conversion de
I'angiotensine, ACEH, carboxypeptidase de type ACE,
métalloprotéase MPROT15, EC:3.4.17.23),
[PPNQPPVS (716-723)>del] domaines extracellulaires
solubles (1-715), fusionné avec un fragment Fc C-
terminal (229-peptide) de I'immunoglobuline G4
d'Homo sapiens [Homo sapiens IGHG4*01 (charniére
S72>P (716-727), CH2 (728-837), CH3 (838-942),
CHS (943-944))](716-944), dimére (723-723".726-
726')-bisdisulfure, produit dans des cellules ovariennes
de hamster chinois (CHO), glycoforme alfa

enzima convertidora de angiotensina humana 2
(ACE2, homdlogo de la enzima convertidora de
angiotensina, ACEH, carboxipeptidasa relacionada
con ACE, metaloproteasa MPROT15) fragmento (1-
715, que contiene dominios extracelulares solubles),
fusionado al fragmento Fc de la inmunoglobulina
humana G4 (716-944), dimero covalente unido al
disulfuro, producido en células ovaricas de hamster
chino (CHO), glicoforma alfa;

enzima convertidora de angiotensina humana 2
(ACE2, homodlogo de la enzima convertidora de
angiotensina, ACEH, carboxipeptidasa relacionada
con ACE, metaloproteasa MPROT15, EC:3.4.17.23),
[PPNQPPVS (716-723)>del] dominios extracelulares
solubles (1-715), fusionado con un fragmento Fc C-
terminal (229-péptido) de inmunoglobulina G4 de
Homo sapiens [Homo sapiens IGHG4*01 (bisagra
S™5>P (716-727), CH2 (728-837), CH3 (838-942),
CHS (943-944))]716-944), dimero (723-723':726-726')-
bisdisulfuro, producido en las células ovaricas de
hamster chino (CHO), glicoforma alfa

Sequence / Séquence / Secuencia

QSTIEEQAKT FLDKFNHEAE DLFYQSSLAS WNYNTNITEE NVQNMNNAGD 50
KWSAFLKEQS TLAQMYPLQE IQNLTVKLQL QALQQONGSSV LSEDKSKRLN 100
TILNTMSTIY STGKVCNPDN PQECLLLEPG LNEIMANSLD YNERLWAWES 150
WRSEVGKQLR PLYEEYVVLK NEMARANHYE DYGDYWRGDY EVNGVDGYDY 200
SRGQLIEDVE HTFEEIKPLY EHLHAYVRAK LMNAYPSYIS PIGCLPAHLL 250
GDMWGREWTN LYSLTVPFGQ KPNIDVTDAM VDQAWDAQRI FKEAEKFEVS 300
VGLPNMTQGF WENSMLTDPG NVQKAVCHPT AWDLGKGDFR ILMCTKVTMD 350
DFLTAHHEMG HIQYDMAYAA QPFLLRNGAN EGFHEAVGEI MSLSAATPKH 400
LKSIGLLSPD FQEDNETEIN FLLKQALTIV GTLPFTYMLE KWRWMVEFKGE 450
IPKDQWMKKW WEMKREIVGV VEPVPHDETY CDPASLFHVS NDYSFIRYYT 500
RTLYQFQFQE ALCQAAKHEG PLHKCDISNS TEAGQKLFNM LRLGKSEPWT 550
LALENVVGAK NMNVRPLLNY FEPLFTWLKD QNKNSEFVGWS TDWSPYADQS 600
IKVRISLKSA LGDKAYEWND NEMYLFRSSV AYAMRQYFLK VKNQMILFGE 650
EDVRVANLKP RISFNFFVTA PKNVSDIIPR TEVEKAIRMS RSRINDAFRL 700
NDNSLEFLGI QPTLGESKYG PPCPPCPAPE FLGGPSVFLF PPKPKDTLMI 750
SRTPEVTCVV VDVSQEDPEV QFNWYVDGVE VHNAKTKPRE EQFNSTYRVV 800
SVLTVLHODW LNGKEYKCKV SNKGLPSSIE KTISKAKGQP REPQVYTLPP 850
SQEEMTKNQV SLTCLVKGFY PSDIAVEWES NGQPENNYKT TPPVLDSDGS 900
FFLYSRLTVD KSRWQEGNVF SCSVMHEALH NHYTQKSLSL SLGK 944

Mutation / Mutation / Mutacion
S725, S725'>P

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-chain: 116-124, 327-344, 513-525, 758-818. 864-922;
116"-124', 327'-344', 513'-525', 758'-818', 864'-922";
(Cys-SH: C244, C481, C244', C481")
Inter-chain: 723-723', 726-726'
N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion
N36, N73, N86, N305, N415, N529, N673, N794;
N36', N73', N86', N305', N415', N529', N673', N794'
O-glycosylation sites / Sites de O-glycosylation / Posiciones de O-glicosilacion
T713, T713' (very low level)




elapomestrocel

élapomestrocel

elapomestrocel

elarekibep
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autologous mesenchymal progenitor cells derived from bone
marrow fluid. The cells are culture expanded in standard culture
media supplemented with autologous serum. The cells express
mesenchymal progenitor cell marker CD73, CD90, and CD105
(>90%) and do not express CD34 and CD45 (<5%). The cells
secrete neurotrophic factors (brain-derived neurotrophic factor
(BDNF), vascular endothelial growth factor (VEGF), placental
growth factor (PGF), and hepatocyte growth factor (HGF)). The
cells are capable to differentiate into osteoblasts, adipocytes
and chondrocytes under standard in vitro tissue culture-
differentiating conditions.

cellules progénitrices mésenchymateuses autologues dérivées
du liquide de la moelle osseuse. Les cellules sont mises en
culture dans un milieu de culture standard complémenté avec
du sérum autologue. Les cellules expriment les marqueurs de
cellules progénitrices mésenchymateuses CD73, CD90 et
CD105 (>90%) et n'expriment pas les marqueurs CD34 et
CD45 (<5%). Les cellules sécrétent des facteurs
neurotrophiques (facteur neurotrophique dérivé du cerveau
(BDNF), facteur de croissance endothélial vasculaire (VEGF),
facteur de croissance placentaire (PGF) et facteur de
croissance hépatocytaire (HGF)). Les cellules sont capables de
se différencier en ostéoblastes, en adipocytes et en
chondrocytes dans des conditions standard de différenciation
de culture tissulaire in vitro.

células progenitoras mesenquimales autdlogas derivadas del
fluido de médula ésea. Las células se expanden en medio de
cultivo estandar suplementado con suero autélogo. Las células
expresan los marcadores de células progenitoras
mesenquimales CD73, CD90 y CD105 (>90%) y no expresan
CD34 ni CD45 (<5%). Las células secretan factores
neurotréficos (factor neurotréfico derivado de cerebro (BDNF),
factor de crecimiento del endotelio vascular (VEGF), factor de
crecimiento placentario (PGF) y factor de crecimiento de
hepatocitos (HGF)). Las células son capaces de diferenciarse a
osteoblastos, adipocitos y condrocitos bajo condiciones de
diferenciacion estandar en cultivo in vitro.

engineered human lipocalin-1 binding protein (tear lipocalin,
tear prealbumin, von Ebner gland protein) (1-154) variant
(REF>%2SRC%, EMNLE>%RAVYN®, V>F* MLIS>5'AQRK%,
C>W57, EV>59KY60, A>L62, D>S76, K>R79, YC>96HSQ7,
ELH>'®LCP'%2, K>Q'%, R>P'Y7, K>W'°, C>S') anti-(human
interleukin 4 receptor subunit alpha (IL4Ra)), non-glycosylated,
produced in Corynebacterium glutamicum;

human lipocalin-1 (LCN1, tear lipocalin, Tlc, von Ebner gland
protein, VEG protein, VEGP, tear prealbumin, TP), des-(1-22)
pre-protein (1-154), [?’REF?*>SRC, ZEMNLE*>RAVYN, V*>F,
SIMLIS®>AQRK, C¥>W, EV>KY, A®%>, D76>S, K™*>R,
96Y097>HS‘ 1°°ELH1°2>LCP, K1°4>Q, R1°7>P, K11°>W, C149>S]-
mutant engineered for binding to the human interleukin 4
receptor subunit alpha (IL4Ra), non-glycosylated, produced in
Corynebacterium glutamicum
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protéine de liaison de la lipocaline-1 humaine modifiée
(lipocaline lacrymale, préalbumine lacrymale, protéine de la
glande de von Ebner) (1-154) variant (REF>?2SRC?,
EMNLE>%RAVYN?®, V>F4 MLIS>*'AQRK®%, C>W?%7,
EV>59KY60, A>L62, D>S76, K>R7g, YC>96HSQ7,
ELH>'%LCP2, K>Q'%*, R>P17 K>W'0, C>S"%) anti-(sous-
unité alpha du récepteur humain de l'interleukine 4 (IL4Ra)),
non glycosylée, produite dans Corynebacterium
glutamicum;

lipocaline-1 humaine (LCN1, lipocaline lacrymale, Tlc,
protéine de la glande de von Ebner, protéine vEG, VEGP,
préalbumine lacrymale humaine, TP), des-(1-22) pré-
protéine (1-154), mutant [??REF#>SRC,
BEMNLE>RAVYN, V*9>F, "MLIS*>AQRK, C*>W,
SEVEOSKY, AB2>L, D76>S, K'9R, %YCY>HS,
10ELH2>| CP, K'%>Q, R'>P, K'"'%>W, C'%*>S] congue
pour se lier a la sous-unité alpha du récepteur de
l'interleukine 4 (IL4Ra), non glycosylée, produite dans
Corynebacterium glutamicum

proteina humana modificada de union a la lipocalina-1
(lipocalina lagrimal, prealbumina lagrimal, proteina de la
glandula von Ebner) (1-154) variante (REF>?2SRC?,
EMNLE>®RAVYN?®, V>F*4, MLIS>5'AQRK®*, C>W?%,
EV>59KYS0 A>L 62, D>S76, K>R™®, YC>%HSY,
ELH>1UOLCP1OZ, K>Q104, R>P107, K>W110, C>S149) anti-
(interleukina humana 4 receptor subunidad alfa (IL4Ra)), no
glicosilada, producida en Corynebacterium glutamicum;
lipocalina-1 humana (LCN1, lipocalina lagrimal, Tlc,
proteina de la glandula de von Ebner, proteina vEG, VEGP,
prealbumina lagrimal humana, TP), des-(1-22) pre-proteina
(1-154), mutante [REF?*>SRC, 2EMNLE®*>RAVYN,
V4>F, SIMLIS®>AQRK, C¥>W, °EVE0>KY, A%2>|, D'6>S,
K™>R, %YCY>HS, 10EL H192>| CP, K'4>Q, R17>P, K>,
C'9>S] disefiada para unirse a la subunidad alfa del
receptor de interleukina 4 humano (IL4Ra), no glicosilada,
producida en Corynebacterium glutamicum

| /Séq /S
ASDEEIQDVS GTWYLKAMTV DSRCPRAVYN SVTPMTLTTL EGGNLEAKET 50
AQRKGRWOKY KLVLEKTDEP GKYTASGGRH VAYIIRSHVK DHYIFHSEGL 100
CPGQPVPGVW LVGRDPKNNL EALEDFEKAA GARGLSTESI LIPRQSETSS 150
PGSD 154

Mutation / Mutation / Mutacion
R22> S, E23> R, F24> C, E26> R, M27> A, N28> ¥V, 129> ¥,
E30> N, V49> F, M51> A, L52> @, I53> R, S54> K, C57> W,
E59> K, V60> ¥, A62> L, D76> S, K79> R, Y96> H, C97> 8,
E100>L, L101>C, H102>P, K104>Q, R107>P, K110>W, Cl49>8
Post-translational modifications
Disulfide bridge location / Position du pont disulfure / Posicion del puente disulfuro
24-101
Glycosylation sites / Sites de glycosylation / Posiciones de glicosilacion
none / aucun / ninguna

1,1,1,3,3,3-hexafluoropropan-2-yl 4-{[2-(pyrrolidin-1-yl)-4-
(trifluoromethyl)phenyllmethyl}piperazine-1-carboxylate

4-{[2-(pyrrolidin-1-yl)-4-
(trifluorométhyl)phényllméthyl}pipérazine-1-carboxylate de
1,1,1,3,3,3-hexafluoropropan-2-yle
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4-{[2-(pirrolidin-1-il)-4-(trifluorometil)fenillmetil}piperazina-1-
carboxilato de 1,1,1,3,3,3-hexafluoropropan-2-ilo

C20H2F9N;0;
CF3

FsC
’ CF,

N

A,
.
O

(6S)-12-amino-2-ethyl-4°-fluoro-6-methyl-9-oxo-5-oxa-2,8-diaza-
1(5,3)-pyrazolo[1,5-a]pyrimidina-4(1,2)-benzenacyclononaphane-4°-
carbonitrile

(6S)-12-amino-2-éthyl-4°-fluoro-6-méthyl-9-oxo-5-oxa-2,8-diaza-
1(5,3)-pyrazolo[1,5-a]pyrimidina-4(1,2)-benzénacyclononaphane-4°-
carbonitrile

(6S)-12-amino-2-etil-4°-fluoro-6-metil-9-oxo-5-oxa-2,8-diaza-1(5,3)-
pirazolo[1,5-a]pirimidina-4(1,2)-bencenaciclononafano-48-carbonitrilo

C20H20FN702
F
HsC  H
K(o CN
O« _NH
H,N N. _N_ _CHg

immunoglobulin scFv-G1-scFv-scFv_L-kappa, anti-[Homo sapiens
CD3E (CD3 epsilon, Leu-4)], anti-[Homo sapiens CD19 (B lymphocyte
surface antigen B4, Leu-12)], anti-[Homo sapiens CD274 (programmed
death ligand 1, PDL1, PD-L1, B7 homolog 1, B7H1)] and anti-[Homo
sapiens TNFRSF9 (tumor necrosis factor receptor (TNFR) superfamily
member 9, 4-1BB, CD137)], Homo sapiens and humanized monoclonal
antibody, tetraspecific;

scFv-G1-scFv-scFv fused heavy chain Homo sapiens and humanized
(1-1230) [scFv kappa-heavy anti-CD3E humanized (1-252) [V-KAPPA
(Homo sapiens IGKV1-5*01 (90.1%) -IGKJ4*01 (90.9%), CDR-IMGT
[6.3.14] (27-32.50-52.89-102)) (1-112) -20-mer tetrakis(tetraglycyl-
seryl) linker (113-132) -VH (Homo sapiens IGHV3-66*01 (86.6%) -
(IGHD) -IGHJ1*01 (100%), CDR-IMGT [8.7.14] (158-165.183-189.228-
241)) (133-252)] -10-mer bis(tetraglycyl-seryl) linker (253-262) -
gamma-1 heavy chain anti-CD19 Homo sapiens (263-712) [VH (Homo
sapiens IGHV5-51*01 (94.9%) -(IGHD) -IGHJ1*01 (100%), CDR-IMGT
[8.8.14] (288-295.313-320.359-372)) (263-383) -Homo sapiens
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1-15 (482-496), CH2 L1.3>A (500), L1.2>A (501), G1>A
(503), K105>A (588) (497-606), CH3 D12 (622), L14 (624)
(607-711), CHS K2>del (712)) (384-712)] -10-mer
bis(tetraglycyl-seryl) linker (713-722) -scFv heavy-kappa anti-
CD274 humanized (723-974) [VH (Homo sapiens IGHV3-
23*01 (84.0%) -(IGHD) -IGHJ1*01 (100%), CDR-IMGT
[9.8.13] (748-756.774-781.821-833)) (723-844) -20-mer
tetrakis(tetraglycyl-seryl) linker (845-864) -V-KAPPA (Homo
sapiens IGKV1-5*03 (91.5%) -IGKJ4*01 (100%), CDR-IMGT
[6.3.12] (891-896.914-916.953-964)) (865-974)] -10-mer
bis(tetraglycyl-seryl) linker (975-984) -scFv heavy-kappa anti-
TNFRSF9 humanized (985-1230) [VH (Homo sapiens
IGHV3-64*04 (82.1%) -(IGHD) -IGHJ1*01 (100%), CDR-
IMGT [8.7.10] (1009-1016.1034-1040.1079-1088)) (985-
1099) -20-mer tetrakis(tetraglycyl-seryl) linker (1100-1119) -
V-KAPPA (Homo sapiens IGKV1-12*01 (83.1%) -IGKJ4*01
(100%), CDR-IMGT [6.3.13] (1146-1151.1169-1171.1208-
1220)) (1120-1230)]]; (486-214")-disulfide with kappa light
chain anti-CD19 Homo sapiens (1'-214") [V-KAPPA (Homo
sapiens IGKV1-13*02 (100%) -IGKJ3*01 (100%), CDR-IMGT
[6.3.9] (27-32.50-52.89-97)) (1'-107") -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (153), V101 (191) (108'-214")];
dimer (492-492":495-495")-bisdisulfide, produced in Chinese
hamster ovary (CHO) cells, glycoform alfa

immunoglobuline scFv-G1-scFv-scFv_L-kappa, anti-[Homo
sapiens CD3E (CD3 epsilon, Leu-4)], anti-[Homo sapiens
CD19 (antigene de surface B4 des lymphocytes B, Leu-12)],
anti-[Homo sapiens CD274 (ligand 1 de mort programmée,
PDL1, PD-L1, homologue 1 de B7, B7H1)] et anti-[Homo
sapiens TNFRSF9 (membre 9 de la superfamille des
récepteurs du facteur de nécrose tumorale, 4-1BB, CD137)],
anticorps monoclonal Homo sapiens et humanisé,
tétraspécifique;

chaine lourde fusionnée scFv-G1-scFv-scFv Homo sapiens
et humanisée (1-1230) [scFv kappa-lourd anti-CD3E
humanisé (1-252) [V-KAPPA (Homo sapiens IGKV1-5*01
(90.1%) -IGKJ4*01 (90.9%), CDR-IMGT [6.3.14] (27-32.50-
52.89-102)) (1-112) -20-mer tétrakis(tétraglycyl-séryl) linker
(113-132) -VH (Homo sapiens IGHV3-66*01 (86.6%) -(IGHD)
-IGHJ1*01 (100%), CDR-IMGT [8.7.14] (158-165.183-
189.228-241)) (133-252)] -10-mer bis(tétraglycyl-séryl) linker
(253-262) -chaine lourde gamma-1 anti-CD19 Homo sapiens
(263-712) [VH (Homo sapiens IGHV5-51*01 (94.9%) -(IGHD)
-IGHJ1*01 (100%), CDR-IMGT [8.8.14] (288-295.313-
320.359-372)) (263-383) -Homo sapiens IGHG1*03, G1m3,
nG1m1, G1v14 CH2 A1.3, A1.2, G1v20 CH2 A105 (CH1
R120 (480) (384-481), charniere 1-15 (482-496), CH2
L1.3>A (500), L1.2>A (501), G1>A (503), K105>A (588)
(497-606), CH3 D12 (622), L14 (624) (607-711), CHS K2>del
(712)) (384-712)] -10-mer bis(tétraglycyl-séryl) linker (713-
722) -scFv lourd-kappa anti-CD274 humanisé (723-974) [VH
(Homo sapiens IGHV3-23*01 (84.0%) -(IGHD) -IGHJ1*01
(100%), CDR-IMGT [9.8.13] (748-756.774-781.821-833))
(723-844) -20-mer tétrakis(tétraglycyl-séryl) linker (845-864) -
V-KAPPA (Homo sapiens IGKV1-5*03 (91.5%) -IGKJ4*01
(100%), CDR-IMGT [6.3.12] (891-896.914-916.953-964))
(865-974)] -10-mer bis(tétraglycyl-séryl) linker (975-984) -
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scFv lourd-kappa anti-TNFRSF9 humanisé (985-1230) [VH
(Homo sapiens IGHV3-64*04 (82.1%) -(IGHD) -IGHJ1*01
(100%), CDR-IMGT [8.7.10] (1009-1016.1034-1040.1079-
1088)) (985-1099) -20-mer tétrakis(tétraglycyl-séryl) linker
(1100-1119) -V-KAPPA (Homo sapiens IGKV1-12*01
(83.1%) -IGKJ4*01 (100%), CDR-IMGT [6.3.13] (1146-
1151.1169-1171.1208-1220)) (1120-1230)]]; (486-214')-
disulfure avec la chaine Iégere kappa anti-CD19 Homo
sapiens (1'-214") [V-KAPPA (Homo sapiens IGKV1-13*02
(100%) -IGKJ3*01 (100%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1'-107') -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimere (492-492":495-
495")-bisdisulfure, produit dans des cellules ovariennes de
hamster chinois (CHO), glycoforme alfa

inmunoglobulina scFv-G1-scFv-scFv_L-kappa, anti-[Homo
sapiens CD3E (CD3 épsilon, Leu-4)], anti-[Homo sapiens
CD19 (antigeno de superficie B4 de los linfocitos B, Leu-12)],
anti-[Homo sapiens CD274 (ligando 1 de muerte
programada, PDL1, PD-L1, homélogo 1 de B7, B7H1)] y anti-
[Homo sapiens TNFRSF9 (miembro 9 de la superfamilia de
los receptores del factor de necrosis tumoral, 4-1BB,
CD137)], anticuerpo monoclonal Homo sapiens'y
humanizado, tetraespecifico;

cadena pesada fusionada scFv-G1-scFv-scFv Homo sapiens
y humanizada (1-1230) [scFv kappa-pesado anti-CD3E
humanizado (1-252) [V-KAPPA (Homo sapiens IGKV1-5*01
(90.1%) -IGKJ4*01 (90.9%), CDR-IMGT [6.3.14] (27-32.50-
52.89-102)) (1-112) -20-mer tetrakis(tetraglicil-seril) linker
(113-132) -VH (Homo sapiens IGHV3-66*01 (86.6%) -(IGHD)
-IGHJ1*01 (100%), CDR-IMGT [8.7.14] (158-165.183-
189.228-241)) (133-252)] -10-mer bis(tetraglicil-seril) linker
(253-262) -cadena pesada gamma-1 anti-CD19 Homo
sapiens (263-712) [VH (Homo sapiens IGHV5-51*01 (94.9%)
-(IGHD) -IGHJ1*01 (100%), CDR-IMGT [8.8.14] (288-
295.313-320.359-372)) (263-383) -Homo sapiens IGHG1*03,
G1m3, nG1m1, G1v14 CH2 A1.3, A1.2, G1v20 CH2 A105
(CH1 R120 (480) (384-481), bisagra 1-15 (482-496), CH2
L1.3>A (500), L1.2>A (501), G1>A (503), K105>A (588)
(497-606), CH3 D12 (622), L14 (624) (607-711), CHS K2>del
(712)) (384-712)] -10-mer bis(tetraglicil-seril) linker (713-722)
-scFv pesado-kappa anti-CD274 humanizado (723-974) [VH
(Homo sapiens IGHV3-23*01 (84.0%) -(IGHD) -IGHJ1*01
(100%), CDR-IMGT [9.8.13] (748-756.774-781.821-833))
(723-844) -20-mer tetrakis(tetraglicil-seril) linker (845-864) -
V-KAPPA (Homo sapiens IGKV1-5*03 (91.5%) -IGKJ4*01
(100%), CDR-IMGT [6.3.12] (891-896.914-916.953-964))
(865-974)] -10-mer bis(tetraglicil-seril) linker (975-984) -scFv
pesado-kappa anti-TNFRSF9 humanizado (985-1230) [VH
(Homo sapiens IGHV3-64*04 (82.1%) -(IGHD) -IGHJ1*01
(100%), CDR-IMGT [8.7.10] (1009-1016.1034-1040.1079-
1088)) (985-1099) -20-mer tetrakis(tetraglicil-seril) linker
(1100-1119) -V-KAPPA (Homo sapiens IGKV1-12*01
(83.1%) -IGKJ4*01 (100%), CDR-IMGT [6.3.13] (1146-
1151.1169-1171.1208-1220)) (1120-1230)]]; (486-214')-
disulfuro con la cadena ligera kappa anti-CD19 Homo
sapiens (1'-214") [V-KAPPA (Homo sapiens IGKV1-13*02
(100%) -IGKJ3*01 (100%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1'-107') -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimero (492-492":495-
495")-bisdisulfuro, producido en las células ovaricas de
hamster chino (CHO), forma glicosilada alfa
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Heavy chain / Chaine lourde / Cadena pesada [scFv (anti-CD3E)-G1 (anti-CD19)-scFv
(anti-CD274)-scFv (anti-TNFRSF9)]

DVVMTQSPST LSASVGDRVT INCQASESIS SWLAWYQQKP GKAPKLLIYE 50
ASKLASGVPS RFSGSGSGTE FTLTISSLQP DDFATYYCQG YFYFISRTYV 100
NSFGGGTKVE IKGGGGSGGG GSGGGGSGGG GSEVQLVESG GGLVQPGGSL 150
RLSCRASGFT ISTNAMSWVR QAPGKGLEWI GVITGRDITY YASWAKGRET 200
ISRDNSKNTL YLOMNSLRAE DTAVYYCARD GGSSAITSNN IWGQGTLVTV 250
SSGGGGSGGG GSEVQLVQSG AEVKKPGESL KISCKGSGYS FSSSWIGWVR 300
OAPGKGLEWM GIIYPDDSDT RYSPSFQGQV TISADKSIRT AYLQWSSLKA 350
SDTAMYYCAR HVTMIWGVII DFWGQGTLVT VSSASTKGPS VFPLAPSSKS 400
TSGGTAALGC LVKDYFPEPV TVSWNSGALT SGVHTFPAVL QSSGLYSLSS 450
VVTVPSSSLG TQTYICNVNH KPSNTKVDKR VEPKSCDKTH TCPPCPAPEA 500
AGAPSVFLFP PKPKDTLMIS RTPEVTCVVV DVSHEDPEVK FNWYVDGVEV 550
HNAKTKPREE QYNSTYRVVS VLTVLHQDWL NGKEYKCAVS NKALPAPIEK 600
TISKAKGQPR EPQVYTLPPS RDELTKNQVS LTCLVKGFYP SDIAVEWESN 650
GQPENNYKTT PPVLDSDGSF FLYSKLTVDK SRWQQGNVFS CSVMHEALHN 700
HYTQKSLSLS PGGGGGSGGG GSEVQLLESG GGLVQPGGSL RLSCAASGFS 750
FSSGYDMCWV RQAPGKGLEW IACIAAGSAG ITYDANWAKG RFTISRDNSK 800
NTLYLQMNSL RAEDTAVYYC ARSAFSFDYA MDLWGQGTLV TVSSGGGGSG 850
GGGSGGGGSG GGGSDIQMTQ SPSTLSASVG DRVTITCQAS QSISSHLNWY 900
QOKPGKAPKL LIYKASTLAS GVPSRFSGSG SGTEFTLTIS SLQPDDFATY 950
YCQQGYSWGN VDNVFGGGTK VEIKGGGGSG GGGSRSLVES GGGLVQPGGS 1000
LRLSCTASGF TISSYHMQWV RQAPGKGLEY IGTISSGGNV YYASSARGRF 1050
TISRPSSKNT VDLOMNSLRA EDTAVYYCAR DSGYSDPMWG QGTLVTVSSG 1100
GGGSGGGGSG GGGSGGGGSD VVMTQSPSSV SASVGDRVTI TCQASQNIRT 1150
YLSWYQQKPG KAPKLLIYAA ANLASGVPSR FSGSGSGTDF TLTISDLEPG 1200
DAATYYCQST YLGTDYVGGA FGGGTKVEIK 1230

Light chain / Chaine légére / Cadena ligera (anti-CD19)

ATQLTQSPSS LSASVGDRVT ITCRASQGIS SALAWYQQKP GKAPKLLIYD 50
ASSLESGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQQ FNSYPFTFGP 100
GTKVDIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 23-88 154-227  284-358 410-466 527-587
23"-88" 154"-227" 284"-358" 410"-466" 527"-587"
633-691  744-820  887-952  1005-1078  1142-1207
633"-691" 744"-820" 887"-952" 1005"-1078" 1142"-1207"
Intra-H (VH 40-55) 758-773 758"-773"
Intra-L (C23-C104) 23'-88'  134-194'
23"-88"™  134"-194™
Inter-H-L (h 5-CL 126) 486-214' 486"-214"
Inter-H-H (h 11, h 14) 492-492" 495-495"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacién

H CH2 N84.4: 563, 563"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi io: lej ilad,

recombinant live Limosilactobacillus reuteri bacteria
(previously known as Lactobacillus reuteri), strain
R2LC, transformed with a plasmid expressing a codon-
optimised human C-X-C motif chemokine ligand 12
isoform alpha (CXCL12-1a; also known as stromal
cell-derived factor 1 isoform alpha) with the native
secretion signal replaced with the secretion signal of
the L. reuteri collagen-binding protein, under control of
the inducible promoter Px (part of a peptide-based
quorum-sensing system).

bactéries vivantes recombinantes Limosilactobacillus
reuteri (précédemment connues sous le nom de
Lactobacillus reuteri), souche R2LC, transformées
avec un plasmide exprimant l'isoforme alpha du ligand
12 de la chimiokine humaine a motif C-X-C (CXCL12-
1a; également connue sous le nom d'isoforme alpha
du facteur 1 dérivé des cellules stromales) aux codons
optimisés, le signal de sécrétion natif remplacé par le
signal de sécrétion de la protéine de liaison au
collagene de L. reuteri, sous le contr6le du promoteur
inductible Pqx (qui fait partie d'un systéeme peptidique
de détection du quorum).



emilimogén sigulactibac

emirodatamab
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bacteria viva recombinante Limosilactobacillus reuteri
(antes conocida como Lactobacillus reuteri), cepa
R2LC, transformada con un plasmido que expresa la
isoforma alfa del ligando 12 de la quimoquina con
motivo C-X-C humana (CXCL12-1a; también conocida
como isoforma alfa del factor derivado de células
estromales 1), con codones optimizados, con la sefial
de secrecion nativa reemplazada con la sefial de
secrecion de la proteina de union a colageno de L.
reuteri, bajo el control del promotor inducible Pox
(parte del sistema de percepcién de cuérum (quorum
sensing) basado en péptidos).

immunoglobulin scFv-scFv-scFc, anti-[Homo sapiens
FLT3 (fms related receptor tyrosine kinase 3, STK1,
FLK2, CD135)] and anti-[Homo sapiens CD3E (CD3e,
CD3 epsilon)], single chain monoclonal antibody,
bispecific;

scFv-scFv-scFc fused single chain (1-989) [scFv
heavy-kappa anti-FLT3 (1-246) [VH (Homo sapiens
IGHV2-26*03 (92.0%) -(IGHD) -IGHJ4*01 (93.3%),
CDR-IMGT [10.7.16] (26-35.53-59.98-113)) (1-124) -
15-mer tris(tetraglycyl-seryl) linker (125-139) -V-
KAPPA (Homo sapiens IGKV1-17*01 (98.9%) -
IGKJ4*01 (91.7%) G120>C (239), CDR-IMGT [6.3.9]
(166-171.189-191.228-236)) (140-246)] -6-mer seryl-
tetraglycyl-seryl linker (247-252) -scFv heavy-lambda
anti-CD3E (253-501) [VH Musmus/Homsap (Mus
musculus IGHV10-1*02 (91.9%) -(IGHD) -IGHJ3*01
(92.9%)/Homo sapiens IGHV3-73*01 (87.0%) -(IGHD)
-IGHJ5*01 (100%), CDR-IMGT [8.10.16] (278-
285.303-312.351-366)) (253-377) -15-mer
tris(tetraglycyl-seryl) linker (378-392) -V-LAMBDA
(Homo sapiens IGLV7-43*01 (85.1%) -IGLJ3*02
(100%), CDR-IMGT [9.3.9] (418-426.444-446.483-
491)) (393-501)] -4-mer tetraglycyl linker (502-505) -
scFc gamma1 (h-CH2-CH3)-(h-CH2-CH3) (506-989)
[Homo sapiens IGHG1*03 h-CH2-CH3, nG1m1,
G1v30 CH2 N84.4>G (hinge 6-15 (506-515), CH2
R83>C (577), N84.4>G (582), V85>C (587) (516-625),
CH3 E12 (641), M14 (643) (626-730), CHS (731-732))
(506-732)] -30-mer hexakis(tetraglycyl-seryl) linker
(733-762) -Homo sapiens IGHG1*03 h-CH2-CH3,
nG1m1, G1v30 CH2 N84.4>G (hinge 6-15 (763-772),
CH2 R83>C (834), N84.4>G (839), V85>C (844) (773-
882), CH3 E12 (898), M14 (900) (883-987), CHS (988-
989)]], produced in Chinese hamster ovary (CHO)
cells, non-glycosylated

immunoglobuline scFv-scFv-scFc, anti-[Homo sapiens
FLT3 (récepteur tyrosine kinase 3 lié¢ a fms, STK1,
FLK2, CD135)] et anti-[Homo sapiens CD3E (CD3e,
CD3 epsilon)], anticorps monoclonal & chaine unique,
bispécifique;
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emirodatamab

chaine unique fusionnée scFv-scFv-scFc (1-989) [scFv
heavy-kappa anti-FLT3 (1-246) [VH (Homo sapiens
IGHV2-26*03 (92.0%) -(IGHD) -IGHJ4*01 (93.3%), CDR-
IMGT [10.7.16] (26-35.53-59.98-113)) (1-124) -15-mer
tris(tétraglycyl-séryl) linker (125-139) -V-KAPPA (Homo
sapiens IGKV1-17*01 (98.9%) -IGKJ4*01 (91.7%)
G120>C (239), CDR-IMGT [6.3.9] (166-171.189-191.228-
236)) (140-246)] -6-mer séryl-tétraglycyl-séryl linker (247-
252) -scFv heavy-lambda anti-CD3E (253-501) [VH
Musmus/Homsap (Mus musculus IGHV10-1*02 (91.9%) -
(IGHD) -IGHJ3*01 (92.9%)/Homo sapiens IGHV3-73*01
(87.0%) -(IGHD) -IGHJ5*01 (100%), CDR-IMGT [8.10.16]
(278-285.303-312.351-366)) (253-377) -15-mer
tris(tétraglycyl-séryl) linker (378-392) -V-LAMBDA (Homo
sapiens IGLV7-43*01 (85.1%) -IGLJ3*02 (100%), CDR-
IMGT [9.3.9] (418-426.444-446.483-491)) (393-501)] -4-
mer tétraglycyl linker (502-505) -scFc gamma1 (h-CH2-
CH3)-(h-CH2-CH3) (506-989) [Homo sapiens IGHG1*03
h-CH2-CH3, nG1m1, G1v30 CH2 N84.4>G (charniére 6-
15 (506-515), CH2 R83>C (577), N84.4>G (582), V85>C
(587) (516-625), CH3 E12 (641), M14 (643) (626-730),
CHS (731-732)) (506-732)] -30-mer hexakis(tétraglycyl-
séryl) linker (733-762) -[Homo sapiens IGHG1*03 h-CH2-
CH3, nG1m1, G1v30 CH2 N84.4>G (charniere 6-15 (763-
772), CH2 R83>C (834), N84.4>G (839), V85>C (844)
(773-882), CH3 E12 (898), M14 (900) (883-987), CHS
(988-989)]], produit dans des cellules ovariennes de
hamster chinois (CHO), non-glycosylé

inmunoglobulina scFv-scFv-scFc, anti-[Homo sapiens
FLT3 (receptor tirosina kinasa 3 relacionado con fms,
STK1, FLK2, CD135)] y anti-{[Homo sapiens CD3E (CD3e,
CD3 épsilon)], anticuerpo monoclonal con cadena Unica,
biespecifico;

cadena unica fusionada scFv-scFv-scFc (1-989) [scFv
pesada-kappa anti-FLT3 (1-246) [VH (Homo sapiens
IGHV2-26*03 (92.0%) -(IGHD) -IGHJ4*01 (93.3%), CDR-
IMGT [10.7.16] (26-35.53-59.98-113)) (1-124) -15-mer
tris(tetraglicil-seril) linker (125-139) -V-KAPPA (Homo
sapiens IGKV1-17*01 (98.9%) -IGKJ4*01 (91.7%)
G120>C (239), CDR-IMGT [6.3.9] (166-171.189-191.228-
236)) (140-246)] -6-mer seril-tetraglicil-seril linker (247-
252) -scFv pesado-lambda anti-CD3E (253-501) [VH
Musmus/Homsap (Mus musculus IGHV10-1*02 (91.9%) -
(IGHD) -IGHJ3*01 (92.9%)/Homo sapiens IGHV3-73*01
(87.0%) -(IGHD) -IGHJ5*01 (100%), CDR-IMGT [8.10.16]
(278-285.303-312.351-366)) (253-377) -15-mer
tris(tetraglicil-seril) linker (378-392) -V-LAMBDA (Homo
sapiens IGLV7-43*01 (85.1%) -IGLJ3*02 (100%), CDR-
IMGT [9.3.9] (418-426.444-446.483-491)) (393-501)] -4-
mer tetraglicil linker (502-505) -scFc gamma1 (h-CH2-
CH3)-(h-CH2-CH3) (506-989) [Homo sapiens IGHG1*03
h-CH2-CH3, nG1m1, G1v30 CH2 N84.4>G (bisagra 6-15
(506-515), CH2 R83>C (577), N84.4>G (582), V85>C
(587) (516-625), CH3 E12 (641), M14 (643) (626-730),
CHS (731-732)) (506-732)] -30-mer hexakis(tetraglicil-
seril) linker (733-762) -[Homo sapiens IGHG1*03 h-CH2-
CH3, nG1m1, G1v30 CH2 N84.4>G (bisagra 6-15 (763-
772), CH2 R83>C (834), N84.4>G (839), V85>C (844)
(773-882), CH3 E12 (898), M14 (900) (883-987), CHS
(988-989)]], producido en las células ovaricas de hamster
chino (CHO), no glicosilado
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emprumapimodum
emprumapimod

emprumapimod

emprumapimod

enbezotinibum
enbezotinib

Sequence / Séquence / Secuencia

QVTLKESGPT LVKPTETLTL TCTLSGFSLN NARMGVSWIR QPPGKCLEWL 50
AHIFSNDEKS YSTSLKNRLT ISKDSSKTQV VLTMTNVDPV DTATYYCARI 100
VGYGSGWYGF FDYWGQGTLV TVSSGGGGSG GGGSGGGGSD IQMTQSPSSL 150
SASVGDRVTI TCRASQGIRN DLGWYQQKPG KAPKRLIYAA STLQSGVPSR 200
FSGSGSGTEF TLTISSLQPE DFATYYCLQH NSYPLTFGCG TKVEIKSGGG 250
GSEVQLVESG GGLVQPGGSL KLSCAASGFT FNKYAMNWVR QAPGKGLEWV 300
ARIRSKYNNY ATYYADSVKD RFTISRDDSK NTAYLQMNNL KTEDTAVYYC 350
VRHGNFGNSY ISYWAYWGQG TLVTVSSGGG GSGGGGSGGG GSQTVVTQEP 400
SLTVSPGGTV TLTCGSSTGA VTSGNYPNWV QQKPGQAPRG LIGGTKFLAP 450
GTPARFSGSL LGGKAALTLS GVQPEDEAEY YCVLWYSNRW VFGGGTKLTV 500
LGGGGDKTHT CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD 550
VSHEDPEVKF NWYVDGVEVH NAKTKPCEEQ YGSTYRCVSV LTVLHQDWLN 600
GKEYKCKVSN KALPAPIEKT ISKAKGQPRE PQVYTLPPSR EEMTKNQVSL 650
TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDSDGSFF LYSKLTVDKS 700
RWQQGNVFSC SVMHEALHNH YTQKSLSLSP GKGGGGSGGG GSGGGGSGGG 750
GSGGGGSGGG GSDKTHTCPP CPAPELLGGP SVFLFPPKPK DTLMISRTPE 800
VTCVVVDVSH EDPEVKFNWY VDGVEVHNAK TKPCEEQYGS TYRCVSVLTV 850
LHQDWLNGKE YKCKVSNKAL PAPIEKTISK AKGQPREPQV YTLPPSREEM 900
TKNQVSLTCL VKGFYPSDIA VEWESNGQPE NNYKTTPPVL DSDGSFFLYS 950
KLTVDKSRWQ QGNVFSCSVM HEALHNHYTQ KSLSLSPGK 989

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posicil de los puentes di:
Intra-domain (C23 C104) 22-97 162-227 274-350 414-482
546-606 652-710 803-863 909-967
Inter-V (49-120) 46-239
Inter-h (h11), (h14)  511-768 514-771
Inter-CH2 (83), (85) 577-587 834-844

Ifi

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacién del
glutaminilo N-terminal
H VH Q1 > pyroglutamyl (pE, 5-oxoprolyl): 1

No N-glycosylation sites / pas de sites de N-glycosylation / ningan posicion de N-glicosilacion
CH2 N84.4>G (G1v30): 582, 839
Agl d / aglycosylé / agl; ilad

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 989

N-[(2S)-1-amino-4-(dimethylamino)-1-oxobutan-2-yl]-5-(2,4-
difluorophenoxy)-1-(2-methylpropyl)-1H-indazole-6-
carboxamide

N-[(2S)-1-amino-4-(diméthylamino)-1-oxobutan-2-yl]-5-(2,4-
difluorophénoxy)-1-(2-méthylpropyl)-1H-indazole-6-
carboxamide

N-[(2S)-1-amino-4-(dimetilamino)-1-oxobutan-2-il]-5-(2,4-
difluorofenoxi)-1-(2-metilpropil)-1H-indazol-6-carboxamida

CZ4H29F2N503

F H3C\N/CH3
o} O
F

N

NH,

o
CHj3

\
N—N
\/(CH3

(1%2R,1828,5S)-35-fluoro-5-methyl-1%2,17,18,1%-tetrahydro-1°H-
4-oxa-7-aza-1(5,3)-
cyclopenta[b]pyrazolo[1',5":1,2]pyrimido[4,5-¢][1,4]oxazina-
3(3,2)-pyridinacyclooctaphan-8-one

737
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enbézotinib

enbezotinib

engabexagene cincesparvovec

engabexagéne cincesparvovec

engabexagén cincesparvovec

(1R, 1823,55)-3%-fluoro-5-méthyl-1%2,17,18 18-
tétrahydro-18H-4-oxa-7-aza-1(5,3)-
cyclopenta[b]pyrazolo[1',5":1,2]pyrimido[4,5-
e][1,4]oxazina-3(3,2)-pyridinacyclooctaphan-8-one

(1%2R,182S,5S5)-3%-fluoro-5-metil-1%2,17,18,18-tetrahidro-
18H-4-oxa-7-aza-1(5,3)-
ciclopenta[b]pirazolo[1',5":1,2]pirimido[4,5-
e][1,4]oxazina-3(3,2)-piridinaciclooctafan-8-ona

C21H21FNsO3
F
=
Hic H N |
o X
Oy __NH
N _NY
X
N—N
Z o
H

recombinant, non-replicating adeno-associated virus
serotype 9 (rAAV9) vector, encoding codon-optimised
human B-hexosaminidase subunits 8 and a, joined by
a porcine teschovirus 2A peptide linker, under control
of a synthetic promoter (cytomegalovirus (CMV)
enhancer, chicken -actin promoter and B-actin intron)
and terminated with the simian virus 40 (SV40)
polyadenylation (polyA) signal, flanked by adeno-
associated virus serotype 2 (AAV2) inverted terminal
repeats (ITRs).

vecteur recombinant et non réplicant du virus adéno-
associé de sérotype 9 (rAAV9) codant les sous-unités
B et a de la B-hexosaminidase humaine aux codons
optimisés, reliées par une liaison peptidique du
teschovirus 2A porcin, sous le contréle d'un promoteur
synthétique (amplificateur du cytomégalovirus (CMV),
promoteur et intron de la B-actine de poulet) et terminé
par le signal de polyadénylation (polyA) du virus
simien 40 (SV40), flanqué de répétitions terminales
inversées (ITR) du virus adéno-associé de sérotype 2
(AAV2).

vector de virus adenoasociado recombinante de
serotipo 9 (rAAV9) no replicativo que codifica para las
subunidades B y a de la B-hexosaminidasa humana,
con codones optimizados, unidas por un péptido
conector 2A del teschovirus porcino, bajo el control de
un promotor sintético (potenciador de citomegalovirus
(CMV), promotor de la B-actina de pollo y un intrén de
la B-actina) y terminado con la sefial de poliadenilacién
(polyA) del virus simio 40 (SV40), flanqueado por las
repeticiones terminales invertidas (ITRs) del virus
adenoasociado de serotipo 2 (AAV2).
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enitociclib (S)-[(2-{[5-fluoro-4-(4-fluoro-2-methoxyphenyl)pyridin-
2-yllamino}pyridin-4-yl)methyl](imino)(methyl)-AS-
sulfanone

énitociclib (S)-[(2-{[5-fluoro-4-(4-fluoro-2-méthoxyphényl)pyridin-
2-yllamino}pyridin-4-yl)méthyl](imino)(méthyl)-AS-
sulfanone

enitociclib (S)-[(2-{[5-fluoro-4-(4-fluoro-2-metoxifenil)piridin-2-
illamino}piridin-4-il)metil](imino)(metil)-A8-sulfanona

C19H1gF2N4O,S

F
F o N g_NH
N\ / ‘_
—\ CHj

/O HN \ /
HsC N

ensitrelvir (6E)-6-[(6-chloro-2-methyl-2H-indazol-5-yl)imino]-3-[(1-
methyl-1H-1,2,4-triazol-3-yl)methyl]-1-[(2,4,5-
trifluorophenyl)methyl]-1,3,5-triazinane-2,4-dione

ensitrelvir (6E)-6-[(6-chloro-2-méthyl-2H-indazol-5-yl)imino]-3-[(1-
méthyl-1H-1,2,4-triazol-3-yl)méthyl]-1-[(2,4,5-
trifluorophényl)méthyl]-1,3,5-triazinane-2,4-dione

ensitrelvir (6E)-6-[(6-cloro-2-metil-2H-indazol-5-il)imino]-3-[(1-
metil-1H-1,2,4-triazol-3-il)metil]-1-[(2,4,5-
trifluorofenil)metil]-1,3,5-triazinano-2,4-diona

C2H17CIF3NgO,

F F

envonalkib 5-[(1R)-1-(2,6-dichloro-3-fluorophenyl)ethoxy]-4'-
methoxy-6'-[(2S)-2-methylpiperazin-1-yl][3,3'-bipyridin]-
6-amine

envonalkib 5-[(1R)-1-(2,6-dichloro-3-fluorophényl)éthoxy]-4'-
méthoxy-6'-[(2S)-2-méthylpipérazin-1-yl][3,3'-bipyridin]-
6-amine
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envonalkib

esmethadone
esméthadone

esmetadona

evencaleucel

évencaleucel

5-[(1R)-1-(2,6-dicloro-3-fluorofenil)etoxi]-6"-[(2S)-2-
metilpiperazin-1-il]-4'-metoxi[3,3'-bipiridin]-6-amina

C24H26C12FN5O2
HN /\ F

N N Cl
X

H CH3| A0
OCHg Sy | :'2 CHs ¢
(6S)-6-(dimethylamino)-4,4-diphenylheptan-3-one
(6S)-6-(diméthylamino)-4,4-diphénylheptan-3-one
(6S)-6-(dimetilamino)-4,4-difenilheptan-3-ona

Ca1Hz7NO

autologous lymphocytes enriched in activated natural killer cells
(NK), derived from peripheral blood mononuclear cells
(PBMCs). The cells are cultured in medium supplemented with
human serum and interleukin 2 (IL-2), and activated by addition
of the anti-CD3 antibody muromonab-CD3. At least 10% of the
cells are NK cells (CD3-CD56+), but the substance also
contains T cells (CD3+CD56-) and NK-like T cells
(CD3+CD56+). At least 30% of the NK cells show cytotoxic
activity and respond in a functional test against the leukemia
cell line K562 with surface expression of lysosomal-associated
membrane protein 1 (LAMP-1, CD107a).

lymphocytes autologues enrichis en cellules tueuses naturelles
(NK) activées, dérivés de cellules mononucléaires de sang
périphérique (PBMC). Les cellules sont cultivées dans un milieu
complémenté de sérum humain et d'interleukine 2 (IL-2), et
activées par I'ajout d'anticorps anti-CD3 muromonab-CD3. Au
moins 10% des cellules sont des cellules NK (CD3-CD56+),
mais la substance contient également des lymphocytes T
(CD3+CD56-) et des lymphocytes T de type NK (CD3+CD56+).
Au moins 30% des cellules NK présentent une activité
cytotoxique et répondent, dans un test fonctionnel, contre la
lignée cellulaire leucémique K562 avec une expression de
surface de protéines de membrane associées aux lysosomes 1
(LAMP-1, CD107a).



evencaleucel

evorpacept

évorpacept
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linfocitos autélogos enriquecidos en células natural killer (NK)
activadas, derivados de células mononucleares de sangre
periférica (PBMCs). Las células se cultivan en medio
suplementado con suero humano e interleukina 2 (IL-2), y se
activan afiadiendo el anticuerpo anti-CD3 muromonab-CD3. Al
menos el 10% de las células son células NK (CD3-CD56+),
pero la substancia también contiene linfocitos T (CD3+CD56-)
y linfocitos T similares a NK (CD3+CD56+). Al menos el 30%
de las células NK muestran actividad citotéxica y responden en
un test funcional contra la linea celular leucémica K562 con la
expresion en la superficie de la proteina de membrana
asociada al lisosoma 1 (LAMP-1, CD107a).

human signal-regulatory protein alpha (Sirp-a, tyrosine-protein
phosphatase non-receptor type substrate 1, inhibitory receptor
SHPS-1) N-terminal fragment (1-119) variant (V>1, A>I1%, I>F31,
K>R53, H>P%, L>T® N>A®8) fused to a human immunoglobulin
G1 C-terminal Fc fragment (120-345) (L>A'®, L>A34, G>A3,
N>A'%, C-terminal K3*¢ deleted), covalent disulfide bridged
dimer, produced in Chinese hamster ovary (CHO) cells,
glycoform alfa;

human signal-regulatory protein alpha (SIRPa, tyrosine-protein
phosphatase non-receptor type substrate 1, inhibitory receptor
SHPS-1) [VE>1, A?Z7>|, IB'>F, K®¥>R, H%>P, L>T, N&0>A]-
mutant, N-terminal (1-119)-fragment [binding domain for CD47
(inhibitor of phagocytosis by macrophages)], fused to a human
immunoglobulin G1 C-terminal Fc fragment (CH2-CH3-CHS
domains) [Homo sapiens IGHG1*03 (hinge (120-129,
N-terminal hinge residues EPKSC deleted), CH2 L'3>A, L34>A,
G™36>A, N'96>A (130-239), CH3 (240-344), CHS K*¥¢>del (345))]
(120-345), dimer (125-125":128-128")-bisdisulfide, produced in
Chinese hamster ovary (CHO) cells, glycoform alfa

fragment N-terminal (1-119) de la protéine humaine de
régulation du signal alpha (Sirp-a, substrat 1 de la tyrosine-
protéine-phosphatase de type non-récepteur, récepteur
inhibiteur SHPS-1) variant (V>I8, A>1?, [>F%, K>R%3, H>P%,
L>T®, N>A®%) fusionné & un fragment Fc C-terminal de
l'immunoglobuline G1 humaine (120-345) (L>A"3, L>A"34,
G>A38, N>A'%, C-terminal K3*¢ supprimé), dimére covalent a
pont disulfure, produit dans des cellules ovariennes de hamster
chinois (CHO), glycoforme alfa;

protéine humaine de régulation de signal alpha (SIRPaq,
substrat 1 de type non-récepteur de la tyrosine-protéine
phosphatase, récepteur inhibiteur SHPS-1), [V8>I, AZ7>|, I3'>F,
K%>R, H%>P, L>T, N8°>A]-mutant, fragment N-terminal (1-
119) [domaine se liant au CD47 (inhibiteur de la phagocytose
par les macrophages)], fusionnée au fragment Fc C-terminal de
I'immunoglobuline G1 (domaines CH2-CH3-CHS) [Homo
sapiens IGHG1*03 (charniére (120-129, sans les résidus
N-terminaux EPKSC), CH2 L'33>A, L'#>A, G™*>A, N'9%>A
(130-239), CH3 (240-344), CHS K3%>del (345))] (120-345),
dimere (125-125"128-128'")-bisdisulfure, produit dans des
cellules ovariennes de hamster chinois (CHO), glycoforme alfa
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evorpacept

fasedienol
fasédiénol

fasedienol

proteina reguladora de sefial alfa humana (Sirp-q,
sustrato 1 de tipo no-receptor de la tirosina-proteina
fosfatasa, receptor inhibidor SHPS-1) fragmento
terminal N (1-119) variante (V>16, A>127, I>F31,
K>R53, H>P56, L>T66, N>A80) fusionada con el
fragment Fc del terminal C de la inmunoglobulina
humana G1 (120-345) (L>A'3, L>A', G>A%, N>A'%,
terminal C K3 eliminado), dimero covalente acortado
disulfuro, producido en células ovaricas de hamster
chino (CHO), glicoforma alfa;

proteina reguladora de sefial alfa, humana (SIRPa,
sustrato 1 de tipo no-receptor de la tirosina-proteina
fosfatasa, receptor inhibidor SHPS-1), [V®>1, A?">I,
B'>F, KS®>R, H%>P, L%>T, N8>A]-mutante, fragmento
N-terminal (1-119) [dominio unido al CD47 (inhibidor
de la fagocitosis por los macrofagos)], fusionada con
el fragmento Fc C-terminal de la inmunoglobulina G1
(dominios CH2-CH3-CHS) [Homo sapiens IGHG1*03
(bisagra (120-129, sin residuos N-terminales EPKSC),
CH2 L"3%>A, L'3>A, G™¥>A, N'%>A (130-239), CH3
(240-344), CHS K3¥>del (345))] (120-345), dimero
(125-125:128-128")-bisdisulfuro, producido en las
células ovaricas de hamster chino (CHO), glicoforma
alfa

Sequence / Séquence / Secuencia

EEELQITIQPD KSVLVAAGET ATLRCTITSL FPVGPIQWFR GAGPGRELIY 50
NOQREGPFPRV TTVSDTTKRN NMDFSIRIGA ITPADAGTYY CVKFRKGSPD 100
DVEFKSGAGT ELSVRAKPSD KTHTCPPCPA PEAAGAPSVF LFPPKPKDTL 150
MISRTPEVTC VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYASTYR 200
VVSVLTVLHQ DWLNGKEYKC KVSNKALPAP IEKTISKAKG QPREPQVYTL 250
PPSREEMTKN QVSLTCLVKG FYPSDIAVEW ESNGQPENNY KTTPPVLDSD 300
GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL SLSPG 345

Mutation / Mutation / Mutacién

v6,6'>I, A27,27'>I, 131,31'>F, K53,53'>R, H56,56'>P,
L66,66'>T, N80,80'>A; L133,133'>A, L134,134'>A, G136,136'>A,
N196,196'>A, K346,346'>del

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-chain  25-91 160-220  266-324
25-91'  160'-220' 266'-324'

Inter-chain  125-125' 128-128'
N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

none / aucun / ninguna (N196,196'>A)
O-glycosylation sites / Sites de O-glycosylation / Posiciones de O-glicosilacion

S119, S119" (GalNAc, HexNAc-Hex-NeuAc)

androsta-4,16-dien-33-ol
androsta-4,16-dién-33-ol
androsta-4,16-dien-3f-ol

C1oH20
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all-P-ambo-0-[(2R,3S)-2-(hydroxymethyl)oxolan-3-yl] hydrogen
5-0-({[(2R,3S)-3-({[(cis-4-{(3S,8S)-17-[(2-acetamido-2-deoxy-f-
D-galactopyranosyl)oxy]-3,8-bis[(2-{2-[(2-acetamido-2-deoxy-B-
D-galactopyranosyl)oxylethoxy}ethyl)carbamoyl]-6,11-dioxo-15-
oxa-2,7,12-triazaheptadecan-1-
oyl}cyclohexyl)oxylhydroxyphosphorothioyl}oxy)oxolan-2-
yllmethoxy}hydroxyphosphorothioyl)-2'-O-methyladenylyl-
(3'—>5")-2'-0O-methylguanylyl-(3'—5')-2'-O-methylcytidylyl-
(3'>5')-2'-0-methylguanylyl-(3'—>5')-2'-O-methyluridylyl-(3'—>5')-
2'-O-methyluridylyl-(3'—5")-2'-O-methyluridylyl-(3'—>5')-2'-O-
methyladenylyl-(3'—5')-2'-deoxy-2'-fluoroguanylyl-(3'—5')-2'-
deoxy-2'-fluoroguanylyl-(3'—5')-2'-deoxy-2'-fluorocytidylyl-
(3'>5')-2'-0O-methyladenylyl-(3'—5')-2'-O-methyluridylyl-(3'—5')-
2'-O-methylguanylyl-(3'—5')-2'-O-methyluridylyl-(3'-5')-2'-O-
methyluridylyl-(3'—5')-2'-O-methyluridylyl-(3'—5')-2'-O-
methyladenylyl-(3'—5')-2'-O-methyladenylyl-(3'—5")-2'-O-
methylcytidylyl-(3'—>5')-2"-O-methyl-P-thio-3'-adenylate,

duplex with all-P-ambo-2'-O-methyl-P-thiouridylyl-(3'>5')-2'-
deoxy-2'-fluoro-P-thioguanylyl-(3'—5')-2'-O-methyluridylyl-
(3'—>5")-2'-deoxy-2'-fluorouridylyl-(3'—5')-2'-O-methyladenylyl-
(3'—>5")-2'-deoxy-2'-fluoroadenylyl-(3'—-5')-2'-O-methyladenylyl-
(3'>5")-2'-O-methylcytidylyl-(3'—5')-2'-O-methyladenylyl-
(3'—>5")-2'-0O-methyluridylyl-(3'—5')-2'-O-methylguanylyl-(3'—-5')-
2'-deoxy-2'-fluorocytidylyl-(3'—5')-2'-O-methylcytidylyl-(3'>5')-
2'-deoxy-2'-fluorouridylyl-(3'—>5')-2'-O-methyladenylyl-(3'—5')-2'-
deoxy-2'-fluoroadenylyl-(3'—5')-2'-O-methyladenylyl-(3'—5')-2'-
deoxy-2'-fluorocytidylyl-(3'—5')-2'-O-methylguanylyl-(3'—5')-2'-
deoxy-2'-fluoro-P-thiocytidylyl-(3'—5")-2'-O-methyluridine

tout-P-ambo-5"-O-({[(2R,3S)-3-({[(cis-4-{(3S,8S)-17-[(2-
acétamido-2-désoxy-f-D-galactopyranosyl)oxy]-3,8-bis[(2-{2-
[(2-acétamido-2-désoxy-B-D-
galactopyranosyl)oxy]éthoxy}éthyl)carbamoyl]-6,11-dioxo-15-
oxa-2,7,12-triazaheptadécan-1-
oyl}cyclohexyl)oxy]hydroxyphosphorothioyl}oxy)oxolan-2-
yllméthoxy}hydroxyphosphorothioyl)-2'-O-méthyladénylyl-
(3'>5")-2'-O-méthylguanylyl-(3'—5')-2'-O-méthylcytidylyl-
(3'>5')-2'-0-méthylguanylyl-(3'—>5')-2'-O-méthyluridylyl-(3'—>5')-
2'-O-méthyluridylyl-(3'—5')-2'-O-méthyluridylyl-(3'—5')-2'-O-
méthyladénylyl-(3'—5')-2'-désoxy-2'-fluoroguanylyl-(3'—5')-2'-
désoxy-2'-fluoroguanylyl-(3'—5')-2'-désoxy-2'-fluorocytidylyl-
(3'—5')-2'-0O-méthyladénylyl-(3'—5')-2'-O-méthyluridylyl-(3'—5')-
2'-O-méthylguanylyl-(3'—5')-2'-O-méthyluridylyl-(3'—5')-2'"-O-
méthyluridylyl-(3'—>5')-2'-O-méthyluridylyl-(3'>5')-2'-O-
méthyladénylyl-(3'—>5')-2'-O-méthyladénylyl-(3'—5')-2"-O-
méthylcytidylyl-(3'>5")-hydrogéno-2'-O-méthyl-P-thio-3'-
adénylate de O-[(2R,3S)-2-(hydroxyméthyl)oxolan-3-yle],
duplex avec tout-P-ambo-2'-O-méthyl-P-thiouridylyl-(3'—5')-2'-
désoxy-2'-fluoro-P-thioguanylyl-(3'—5')-2'-O-méthyluridylyl-
(3'—>5")-2'-désoxy-2'-fluorouridylyl-(3'—5')-2'-O-méthyladénylyl-
(3'—>5")-2'-désoxy-2'-fluoroadénylyl-(3'—5')-2'-O-méthyladénylyl-
(3'>5')-2'-0-méthylcytidylyl-(3'—5')-2'-O-méthyladénylyl-
(3'—>5")-2'-0O-méthyluridylyl-(3'—5')-2'-O-méthylguanylyl-(3'=5')-
2'-désoxy-2'-fluorocytidylyl-(3'—5')-2'-O-méthylcytidylyl-(3'—>5')-
2'-désoxy-2'-fluorouridylyl-(3'>5')-2'-O-méthyladénylyl-(3'—5')-
2'-désoxy-2'-fluoroadénylyl-(3'—5')-2'-O-méthyladénylyl-(3'—5')-
2'-désoxy-2'-fluorocytidylyl-(3'>5')-2'-O-méthylguanylyl-(3'—5')-
2'-désoxy-2'-fluoro-P-thiocytidylyl-(3'—5')-2'-O-méthyluridine
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todo-P-ambo-5"-O-({[(2R,3S)-3-({[(cis-4-[(3S,8S)-17-[(2-acetamido-2-desoxi-B3-D-
galactopiranosil)oxi]-3,8-bis[(2-{2-[(2-acetamido-2-desoxi-B-D-
galactopiranosil)oxi]etoxi}etil)carbamoil]-6,11-dioxo-15-oxa-2,7,12-
triazaheptadecan-1-oil}ciclohexil)oxilhidroxifosforotioil}oxi)oxolan-2-
illmetoxithidroxifosforotioil)-2'-O-metiladenilil-(3'>5')-2'-O-metilguanilil-(3'-5')-
2'-O-metilcitidilil-(3'—5')-2'-O-metilguanilil-(3'>5")-2"- O-metiluridilil-(3'>5')-2'-O-
metiluridilil-(3'—5')-2'-O-metiluridilil-(3'>5")-2'-O-metiladenilil-(3'—>5')-2'-desoxi-
2'fluoroguanilil-(3'-5')-2'-desoxi-2'-fluoroguanilil-(3'>5')-2'-desoxi-2'-
fluorocitidilil-(3'—5')-2'-O-metiladenilil-(3'>5')-2"-O-metiluridilil-(3'>5')-2'-O-
metilguanilil-(3'—5')-2'-O-metiluridilil-(3'>5'")-2'-O-metiluridilil-(3'>5')-2'-O-
metiluridilil-(3'—5')-2'-O-metiladenilil-(3'>5')-2'-O-metiladenilil-(3'>5')-2'-O-
metilcitidilil-(3'—5')-hidrégeno-2'-O-metil-P-tio-3'-adenilato de O-[(2R,3S)-2-
(hidroximetil)oxolan-3-ilo],

duplex con todo-P-ambo-2'-O-metil-P-tiouridilil-(3'—5')-2"-desoxi-2'-fluoro-P-
tioguanilil-(3'—>5')-2'-O-metiluridilil-(3'>5")-2'-desoxi-2'-fluorouridilil-(3'>5')-2"-O-
metiladenilil-(3'—>5')-2'-desoxi-2'-fluoroadenilil-(3'-5')-2'-O-metiladenilil-(3'>5')-
2'-O-metilcitidilil-(3'>5')-2'-O-metiladenilil-(3'—>5')-2"-O-metiluridilil-(3'>5')-2'-O-
metilguanilil-(3'—>5')-2'-desoxi-2'-fluorocitidilil-(3'—5")-2'- O-metilcitidilil-(3'>5")-2'-
desoxi-2'-fluorouridilil-(3'—5")-2'-O-metiladenilil-(3'>5')-2'-desoxi-2'-
fluoroadenilil-(3'—5')-2'-O-metiladenilil-(3'>5')-2'-desoxi-2'-fluorocitidilil-(3'>5')-
2'-O-metilguanilil-(3'—>5')-2'-desoxi-2'-fluoro-P-tiocitidilil-(3'>5')-2'-O-metiluridina

C493H653F1 1 N1630312P4386

N : nucleoside / nucléoside / nucledsido
N : 2-deoxy-2"-fluoro-N / 2'-désoxy-2'-fluoro-N / 2'-desoxi-2'-fluoro-N
N : 2'-O-methyl-N / 2'-O-méthyl-N / 2'-O-metil-N
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immunoglobulin G1-kappa, anti-[Homo sapiens KLB (klotho beta, b-Klotho)]
and anti-[Homo sapiens FGFR1 (fibroblast growth factor receptor 1, FLT2,
KAL2)], monoclonal antibody, bispecific;

gamma heavy chain anti-KLB (1-450) [VH (Homo sapiens IGHV3-66*01
(77.3%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.14] (26-33.51-58.96-109))
(1-120) -Homo sapiens IGHG1*03v, G1m3>G1m17, nG1m1, G1v30 CH2
N84.4>G, G1v33 CH3 S22, A24, V86 (CH1 R120>K (217) (121-218), hinge 1-
15 (219-233), CH2 N84.4>G (300) (234-343), CH3 E12 (359), M14 (361),
T22>S (369), L24>A (371), Y86>V (410) (344-448), CHS (449-450)) (121-
450)], (223-218'")-disulfide with kappa light chain anti-KLB (1'-218") [V-KAPPA
Musmus/Homsap (Mus musculus IGKV3-5*01 (81.8%) -IGKJ1*01 (83.3%)
G120>Q (104), L124>V (108)/Homo sapiens IGKV4-1*01 (79.2%) -IGKJ1*01
(100%), CDR-IMGT [10.3.9] (27-36.54-56.93-101)) (1'-111') -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (157), V101 (195) (112'-218")];
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gamma heavy chain anti-FGFR1 (1"-446") [VH (Homo sapiens IGHV3-
66*01 (86.6%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.9] (26-33.51-
58.97-105)) (1"-116") -Homo sapiens IGHG1*03v, G1m3>G1m17,
nG1m1, G1v30 CH2 N84.4>G, G1v32 CH3 W22 (CH1 R120>K (213)
(117"-214"), hinge 1-15 (215"-229"), CH2 N84.4>G (296) (230"-339"),
CH3 E12 (355), M14 (357), T22>W (365) (340"-444"), CHS (445"-446"))
(117"-446")], (219"-214")-disulfide with kappa light chain anti-FGFR1 (1"-
214™) [V-KAPPA (Homo sapiens IGKV1-39*01 (89.5%) -IGKJ1*01
(100%), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1"-107"") -Homo
sapiens IGKC*01 (100%), Km3 A45.1 (153), V101 (191) (108™-214""];
dimer (229-225":232-228")-bisdisulfide, produced in Chinese hamster
ovary (CHO) cells, cell line CHO-K1, non-glycosylated

immunoglobuline G1-kappa, anti-[Homo sapiens KLB (klotho béta, b-
Klotho)] et anti-[Homo sapiens FGFR1 (récepteur 1 du facteur de
croissance des fibroblastes, FLT2, KAL2)], anticorps monoclonal,
bispécifique;

chaine lourde gamma1 anti-KLB (1-450) [VH (Homo sapiens IGHV3-
66*01 (77.3%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.14] (26-33.51-
58.96-109)) (1-120) -Homo sapiens IGHG1*03v, G1m3>G1m17, nG1m1,
G1v30 CH2 N84.4>G, G1v33 CH3 S22, A24, V86 (CH1 R120>K (217)
(121-218), charniére 1-15 (219-233), CH2 N84.4>G (300) (234-343), CH3
E12 (359), M14 (361), T22>S (369), L24>A (371), Y86>V (410) (344-448),
CHS (449-450)) (121-450)], (223-218")-disulfure avec la chaine légére
kappa anti-KLB (1'-218") [V-KAPPA Musmus/Homsap (Mus musculus
IGKV3-5*01 (81.8%) -IGKJ1*01 (83.3%) G120>Q (104), L124>V
(108)/Homo sapiens IGKV4-1*01 (79.2%) -IGKJ1*01 (100%), CDR-IMGT
[10.3.9] (27-36.54-56.93-101)) (1'-111") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (157), V101 (195) (112'-218")];

chaine lourde gamma1 anti-FGFR1 (1"-446") [VH (Homo sapiens IGHV3-
66*01 (86.6%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.9] (26-33.51-
58.97-105)) (1"-116") -Homo sapiens IGHG1*03v, G1m3>G1m17,
nG1m1, G1v30 CH2 N84.4>G, G1v32 CH3 W22 (CH1 R120>K (213)
(117"-214"), charniere 1-15 (215"-229"), CH2 N84.4>G (296) (230"-339"),
CH3 E12 (355), M14 (357), T22>W (365) (340"-444"), CHS (445"-446"))
(117"-446")], (219"-214"")-disulfure avec la chaine légére kappa anti-
FGFR1 (1"-214") [V-KAPPA (Homo sapiens IGKV1-39*01 (89.5%) -
IGKJ1*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1"-107") -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101 (191) (108"-
214™)]; dimére (229-225":232-228")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), lignée cellulaire CHO-K1, non-
glycosylé

inmunoglobulina G1-kappa, anti-[Homo sapiens KLB (klotho beta, b-
Klotho)] y anti-[Homo sapiens FGFR1 (receptor 1 del factor de
crecimiento de los fibroblastos, FLT2, KAL2)], anticuerpo monoclonal,
biespecifico;

cadena pesada gamma1 anti-KLB (1-450) [VH (Homo sapiens IGHV3-
66*01 (77.3%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.14] (26-33.51-
58.96-109)) (1-120) -Homo sapiens IGHG1*03v, G1m3>G1m17, nG1m1,
G1v30 CH2 N84.4>G, G1v33 CH3 S22, A24, V86 (CH1 R120>K (217)
(121-218), bisagra 1-15 (219-233), CH2 N84.4>G (300) (234-343), CH3
E12 (359), M14 (361), T22>S (369), L24>A (371), Y86>V (410) (344-448),
CHS (449-450)) (121-450)], (223-218")-disulfuro con la cadena ligera
kappa anti-KLB (1'-218") [V-KAPPA Musmus/Homsap (Mus musculus
IGKV3-5*01 (81.8%) -IGKJ1*01 (83.3%) G120>Q (104), L124>V
(108)/Homo sapiens IGKV4-1*01 (79.2%) -IGKJ1*01 (100%), CDR-IMGT
[10.3.9] (27-36.54-56.93-101)) (1'-111") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (157), V101 (195) (112'-218")];
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cadena pesada gamma1 anti-FGFR1 (1"-446") [VH (Homo sapiens
IGHV3-66*01 (86.6%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.9]
(26-33.51-58.97-105)) (1"-116") -Homo sapiens IGHG1*03yv,
G1m3>G1m17, nG1m1, G1v30 CH2 N84.4>G, G1v32 CH3 W22 (CH1
R120>K (213) (117"-214"), bisagra 1-15 (215"-229"), CH2 N84.4>G
(296) (230"-339"), CH3 E12 (355), M14 (357), T22>W (365) (340"-444"),
CHS (445"-446")) (117"-446")], (219"-214™)-disulfuro con la cadena
ligera kappa anti-FGFR1 (1"-214™) [V-KAPPA (Homo sapiens IGKV1-
39*01 (89.5%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-
97)) (1"-107") -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101
(191) (108™-214")]; dimere (229-225":232-228")-bisdisulfuro, producido
en las células ovaricas de hamster chino (CHO), linea celular CHO-K1,
no glicosilado

Heavy chain / Chaine lourde / Cadena pesada (anti-KLB)

EVQLVESGGG LVQPGGSLRL SCAASDFSLT TYGVHWVRQA PGKGLEWLGV 50
IWSGGSTDYN AAFISRLTIS KDNSKNTVYL QOMNSLRAEDT AVYYCARDYG 100
STYVDAIDYW GQGTLVTVSS ASTKGPSVFP LAPSSKSTSG GTAALGCLVK 150
DYFPEPVTVS WNSGALTSGV HTFPAVLQSS GLYSLSSVVT VPSSSLGTQT 200
YICNVNHKPS NTKVDKKVEP KSCDKTHTCP PCPAPELLGG PSVFLFPPKP 250
KDTLMISRTP EVTCVVVDVS HEDPEVKFNW YVDGVEVHNA KTKPREEQYG 300
STYRVVSVLT VLHQDWLNGK EYKCKVSNKA LPAPIEKTIS KAKGQPREPQ 350
VYTLPPSREE MTKNQVSLSC AVKGFYPSDI AVEWESNGQP ENNYKTTPPV 400
LDSDGSFFLV SKLTVDKSRW QQGNVFSCSV MHEALHNHYT QKSLSLSPGK 450

Heavy chain / Chaine lourde / Cadena pesada (anti-FGFR1)

EVQLVESGGG LVQPGGSLRL SCAASGFTFT SNYISWVRQA PGKGLEWVGE 50
IDPYDGDTYY ADSVKGRFTI SADTSKNTAY LQMNSLRAED TAVYYCATGT 100
DVMDYWGQGT LVTVSSASTK GPSVFPLAPS SKSTSGGTAA LGCLVKDYFP 150
EPVTVSWNSG ALTSGVHTFP AVLQSSGLYS LSSVVTVPSS SLGTQTYICN 200
VNHKPSNTKV DKKVEPKSCD KTHTCPPCPA PELLGGPSVF LFPPKPKDTL 250
MISRTPEVTC VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYGSTYR 300
VVSVLTVLHQ DWLNGKEYKC KVSNKALPAP IEKTISKAKG QPREPQVYTL 350
PPSREEMTKN QVSLWCLVKG FYPSDIAVEW ESNGQPENNY KTTPPVLDSD 400
GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL SLSPGK 446

Light chain / Chaine légére / Cadena ligera (anti-KLB)

DIVLTQSPDS LAVSLGERAT INCRASESVE SYGNRYMTWY QQKPGQPPKL 50
LIYRAANLQS GVPDRFSGSG SGTDFTLTIS SLQAEDVAVY YCQQSNEDPW 100
TFGQGTKVEI KRTVAAPSVF IFPPSDEQLK SGTASVVCLL NNFYPREAKV 150
QWKVDNALQS GNSQESVTEQ DSKDSTYSLS STLTLSKADY EKHKVYACEV 200
THQGLSSPVT KSFNRGEC 218

Light chain / Chaine légére / Cadena ligera (anti-FGFR1)

DIQMTQSPSS LSASVGDRVT ITCRASQDVS TAVAWYQQKP GKAPKLLIYS 50
ASFLYSGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYTTPPTFGQ 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-95  147-203  264-324  370-428
22"-96" 143"-199" 260"-320" 366"-424"
Intra-L (C23-C104) 23-92' 138-198"
23"-88™ 134"-194"
Inter-H-L (h 5-CL 126) 223-218' 219"-214"
Inter-H-H (h 11, h 14)  229-225" 232-228"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion
H CH2 N84.4>G (G1v30): 300, 296"
Aglycosylated / aglycosylé / aglicosilado

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 450, 446"

feniralstat N-[(3-fluoro-4-methoxypyridin-2-yl)methyl]-1-({4-[(5-fluoro-2-oxopyridin-
1(2H)-yl)methyl]phenyl}methyl)-3-(methoxymethyl)-1H-pyrazole-4-
carboxamide

féniralstat N-[(3-fluoro-4-méthoxypyridin-2-yl)méthyl]-1-({4-[(5-fluoro-2-oxopyridin-
1(2H)-yl)méthyl]phényl}méthyl)-3-(méthoxyméthyl)-1H-pyrazole-4-
carboxamide



feniralstat

fidrisertib

fidrisertib

fidrisertib

fipaxalparant

fipaxalparant

fipaxalparant
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N-[(3-fluoro-4-metoxipiridin-2-il)metil]-1-({4-[(5-fluoro-2-
oxopiridin-1(2H)-il)metillfenil}metil)-3-(metoximetil)-1H-
pirazol-4-carboxamida

CZGH25F2N504
H3CO .
F
( ‘ - OCHs
/ N

(3R)-oxolan-3-yl 4-(6-{5-[4-ethoxy-1-(propan-2-
yl)piperidin-4-yl]pyridin-2-yl}pyrrolo[1,2-b]pyridazin-4-
yl)piperazine-1-carboxylate

4-(6-{5-[4-éthoxy-1-(propan-2-yl)pipéridin-4-yl]pyridin-
2-yl}pyrrolo[1,2-b]pyridazin-4-yl)pipérazine-1-
carboxylate de (3R)-oxolan-3-yle

4-(6-{5-[4-etoxi-1-(propan-2-il)piperidin-4-il]piridin-2-
il}pirrolo[1,2-b]piridazin-4-il)piperazina-1-carboxilato de
(3R)-oxolan-3-ilo

C31H42NgO4

2-{4-methoxy-3-[2-(3-
methylphenyl)ethoxy]benzamido}-2,3-dihydro-1H-
indene-2-carboxylic acid

acide 2-{4-méthoxy-3-[2-(3-
méthylphényl)éthoxy]benzamido}-2,3-dihydro-1H-
indéne-2-carboxylique

acido 2-{3-[2-(3-metilfenil)etoxi]-4-metoxibenzamido}-
2,3-dihidro-1H-indeno-2-carboxilico

Ca7H27NOs
o}

o CH,
HN

CH
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fipravirimat

fipravirimat

fipravirimat

fiztasovimab

fiztasovimab

(1R)-4-[17-{[2-(1,1-dioxo-1A®-thiomorpholin-4-yl)ethyllamino}-28-
norlupa-2,20(29)-dien-3-yl]-1-(fluoromethyl)cyclohex-3-ene-1-carboxylic
acid

acide (1R)-4-[17-{[2-(1,1-dioxo-1A®-thiomorpholin-4-yl)éthylJamino}-28-
norlupa-2,20(29)-dién-3-yl]-1-(fluorométhyl)cyclohex-3-éne-1-
carboxylique

acido (1R)-4-[17-{[2-(1,1-dioxo-1A®-tiomorfolin-4-il)etilJamino}-28-
norlupa-2,20(29)-dien-3-il]-1-(fluorometil)ciclohex-3-eno-1-carboxilico

C43H67FN204S

immunoglobulin G1-lambda2, anti-[human betaherpesvirus 5 (HHV-5,
human cytomegalovirus, HCMV) envelope glycoprotein B (gB) domain
1 (AD-1)], Homo sapiens monoclonal antibody;

gamma1 heavy chain Homo sapiens (1-454) [VH (Homo sapiens
IGHV4-34*01 (93.8%) -(IGHD) -IGHJ6*04 (93.8%), CDR-IMGT [8.7.18]
(26-33.51-57.96-113)) (1-124) -Homo sapiens IGHG1*07p (100%),
G1m17,1,2 (CH1 K120 (221) (125-222), hinge 1-15 (223-237), CH2
(238-347), CH3 D12 (363), L14 (365), G110 (438) (348-452), CHS
(453-454)) (125-454)], (227-215")-disulfide with lambda2 light chain
Homo sapiens (1'-216') [V-LAMBDA (Homo sapiens IGLV1-47*01
(93.9%) -IGLJ1*01 (100%), CDR-IMGT [8.3.11] (26-33.51-53.90-100))
(1'-110") -Homo sapiens IGLC2*01 (100%) (111'-216")]; dimer (233-
233":236-236")-bisdisulfide, produced in Chinese hamster ovary (CHO)
cells, cell line CHO-K1SV, glycoform alfa

immunoglobuline G1-lambdaZ2, anti-[domaine 1 (AD-1) de la
glycoprotéine d'enveloppe B (gB) du bétaherpésvirus humain 5 (HHV-
5, cytomégalovirus humain, HCMV)], anticorps monoclonal Homo
sapiens;

chaine lourde gamma1 Homo sapiens (1-454) [VH (Homo sapiens
IGHV4-34*01 (93.8%) -(IGHD) -IGHJ6*04 (93.8%), CDR-IMGT [8.7.18]
(26-33.51-57.96-113)) (1-124) -Homo sapiens IGHG1*07p (100%),
G1m17,1,2 (CH1 K120 (221) (125-222), charniére 1-15 (223-237), CH2
(238-347), CH3 D12 (363), L14 (365), G110 (438) (348-452), CHS
(453-454)) (125-454)], (227-215")-disulfure avec la chaine légere
lambda2 Homo sapiens (1'-216') [V-LAMBDA (Homo sapiens IGLV1-
47*01 (93.9%) -IGLJ1*01 (100%), CDR-IMGT [8.3.11] (26-33.51-53.90-
100)) (1'-110") -Homo sapiens IGLC2*01 (100%) (111'-216'")]; dimére
(233-233":236-236")-bisdisulfure, produit dans des cellules ovariennes
de hamster chinois (CHO), lignée cellulaire CHO-K1SV, glycoforme
alfa
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fiztasovimab inmunoglobulina G1-lambda2, anti-[dominio 1 (AD-1) de la
glicoproteina de cubierta B (gB) del betaherpesvirus humano 5 (HHV-5,
citomegalovirus humano, HCMV)], anticuerpo monoclonal Homo
sapiens;
cadena pesada gamma’1 Homo sapiens (1-454) [VH (Homo sapiens
IGHV4-34*01 (93.8%) -(IGHD) -IGHJ6*04 (93.8%), CDR-IMGT [8.7.18]
(26-33.51-57.96-113)) (1-124) -Homo sapiens IGHG1*07p (100%),
G1m17,1,2 (CH1 K120 (221) (125-222), bisagra 1-15 (223-237), CH2
(238-347), CH3 D12 (363), L14 (365), G110 (438) (348-452), CHS
(453-454)) (125-454)], (227-215")-disulfuro con la cadena ligera
lambda2 Homo sapiens (1'-216') [V-LAMBDA (Homo sapiens IGLV1-
47*01 (93.9%) -IGLJ1*01 (100%), CDR-IMGT [8.3.11] (26-33.51-53.90-
100)) (1'-110') -Homo sapiens IGLC2*01 (100%) (111'-216")]; dimero
(233-233":236-236")-bisdisulfuro, producido en las células ovaricas de
hamster chino (CHO), linea celular CHO-K1SV, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLQOQWGAG LLKPSETLSL TCAVYGGSFS GYYWGWIRQP PGKGLEWIGE 50
INHSGSANSN PSLKSRVTMS VDTSKNQFSL KVSSVTAADT AVYFCARVTR 100
DLEWIPGDYY MDVWGKGTTV TVSSASTKGP SVFPLAPSSK STSGGTAALG 150
CLVKDYFPEP VTVSWNSGAL TSGVHTFPAV LQSSGLYSLS SVVTVPSSSL 200
GTQTYICNVN HKPSNTKVDK KVEPKSCDKT HTCPPCPAPE LLGGPSVFLF 250
PPKPKDTLMI SRTPEVTCVV VDVSHEDPEV KFNWYVDGVE VHNAKTKPRE 300
EQYNSTYRVV SVLTVLHQDW LNGKEYKCKV SNKALPAPIE KTISKAKGQP 350
REPQVYTLPP SRDELTKNQV SLTCLVKGFY PSDIAVEWES NGQPENNYKT 400
TPPVLDSDGS FFLYSKLTVD KSRWQQGNVF SCSVMHEGLH NHYTQKSLSL 450
SPGK 454

Light chain / Chaine légere / Cadena ligera

QOSVLTQPPSA SGTPGQRVSI SCSGSLSNIG TNYVYWYQQL PGTAPKLLIF 50
KNNQRPSGVP DRFSGSKSGT SASLAISGLR SEDEADYYCA AWDDSLNGYV 100
FGTGTKVTVL GQPKANPTVT LFPPSSEELQ ANKATLVCLI SDFYPGAVTV 150
AWKADGSPVK AGVETTKPSK QSNNKYAASS YLSLTPEQWK SHRSYSCQVT 200
HEGSTVEKTV APTECS 216

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-95  151-207  268-328  374-432
22"-95" 151"-207" 268"-328" 374"-432"
Intra-L (C23-C104) 22'-89" 138-197'
22"-89" 138"-197"
Inter-H-L (h 5-CL 126) 227-215' 227"-215"
Inter-H-H (h 11, h 14)  233-233" 236-236"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal

Q > pyroglutamyl (pE, 5-oxoprolyl)

HVHQI: 1, 1"

LVLQL: I, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 304, 304"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 454, 454"

florquinitau (*8F) 6-("®F)fluoro-3-(1H-pyrrolo[2,3-c]pyridin-1-yl)isoquinolin-5-amine
florquinitau (*¢F) 6-("®F)fluoro-3-(1H-pyrrolo[2,3-c]pyridin-1-yl)isoquinoléin-5-amine
florquinitau (*®F) 6-(*®F)fluoro-3-(1H-pirrolo[2,3-c]piridin-1-il)isoquinolein-5-amina
CroH11"*FN,
H,N 8
N X
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frexalimab

frexalimab

frexalimab

immunoglobulin G1-kappa, anti-[Homo sapiens CD40LG (CD40 ligand,
CDA40L, tumor necrosis factor ligand superfamily member 5, TNFSF5,
tumor necrosis factor related activation protein, TRAP, CD154)],
monoclonal antibody;

gamma1 heavy chain (1-450) [VH Musmus/Homsap (Mus musculus
IGHV3-8*02 (82.3%) -(IGHD) -IGHJ2*01 (100%)/Homo sapiens IGHV4-
59*11 (81.2%) -(IGHD) -IGHJ4*01 (86.7%) L123>T (115), V124>L
(116), CDR-IMGT [8.7.14] (26-33.51-57.96-109)) (1-120) -Homo
sapiens IGHG1*01, G1m17,1, G1v20 CH2 A105 (CH1 K120 (217)
(121-218), hinge 1-15 (219-233), CH2 E31>R (272), K105>A (325)
(234-343), CH3 D12 (359), L14 (361) (344-448), CHS (449-450)) (121-
450)], (223-214'")-disulfide with kappa light chain (1'-214') [V-KAPPA
Musmus/Homsap (Mus musculus IGKV6-13*01 (83.2%) -IGKJ2*01
(100%)/Homo sapiens IGKV1-33*01 (76.8%) -IGKJ2*01 (91.7%)
Q120>G (100), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107') -Homo
sapiens IGKC*01 (100%), Km3 A45.1 (153), V101 (191) (108'-214")];
dimer (229-229":232-232")-bisdisulfide, produced in Chinese hamster
ovary (CHO) cells, derived from the cell line CHO-DXB11, glycoform
alfa

immunoglobuline G1-kappa, anti-[Homo sapiens CD40LG (CD40
ligand, CD40L, membre 5 de la superfamille des ligands facteurs de
nécrose tumorale, TNFSF5, protéine d'activation apparentée au facteur
de nécrose tumorale, TRAP, CD154)], anticorps monoclonal;

chaine lourde gamma1 (1-450) [VH Musmus/Homsap (Mus musculus
IGHV3-8*02 (82.3%) -(IGHD) -IGHJ2*01 (100%)/Homo sapiens IGHV4-
59*11 (81.2%) -(IGHD) -IGHJ4*01 (86.7%) L123>T (115), V124>L
(116), CDR-IMGT [8.7.14] (26-33.51-57.96-109)) (1-120) -Homo
sapiens IGHG1*01, G1m17,1, G1v20 CH2 A105 (CH1 K120 (217)
(121-218), charniere 1-15 (219-233), CH2 E31>R (272), K105>A (325)
(234-343), CH3 D12 (359), L14 (361) (344-448), CHS (449-450)) (121-
450)], (223-214")-disulfure avec la chaine légére kappa (1'-214") [V-
KAPPA Musmus/Homsap (Mus musculus IGKV6-13*01 (83.2%) -
IGKJ2*01 (100%)/Homo sapiens IGKV1-33*01 (76.8%) -IGKJ2*01
(91.7%) Q120>G (100), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-
107') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101 (191)
(108'-214")]; dimére (229-229":232-232")-bisdisulfure, produit dans des
cellules ovariennes de hamster chinois (CHO), dérivant de la lignée
cellulaire CHO-DXB11, glycoforme alfa

inmunoglobulina G1-kappa, anti-[Homo sapiens CD40LG (CD40
ligando, CD40L, miembro 5 de la superfamilia de los ligandos factores
de necrosis tumoral, TNFSF5, proteina de activacion relacionada con
el factor de necrosis tumoral, TRAP, CD154)], anticuerpo monoclonal;
cadena pesada gamma1 (1-450) [VH Musmus/Homsap (Mus musculus
IGHV3-8*02 (82.3%) -(IGHD) -IGHJ2*01 (100%)/Homo sapiens IGHV4-
59*11 (81.2%) -(IGHD) -IGHJ4*01 (86.7%) L123>T (115), V124>L
(116), CDR-IMGT [8.7.14] (26-33.51-57.96-109)) (1-120) -Homo
sapiens IGHG1*01, G1m17,1, G1v20 CH2 A105 (CH1 K120 (217)
(121-218), bisagra 1-15 (219-233), CH2 E31>R (272), K105>A (325)
(234-343), CH3 D12 (359), L14 (361) (344-448), CHS (449-450)) (121-
450)], (223-214")-disulfuro con la cadena ligera kappa (1'-214") [V-
KAPPA Musmus/Homsap (Mus musculus IGKV6-13*01 (83.2%) -
IGKJ2*01 (100%)/Homo sapiens IGKV1-33*01 (76.8%) -IGKJ2*01
(91.7%) Q120>G (100), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-
107') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101 (191)
(108'-214")]; dimero (229-229":232-232")-bisdisulfuro, producido en las
células ovaricas de hamster chino (CHO), linea celular derivada de
CHO-DXB11, forma glicosilada alfa



gallium (%8Ga) boclatixafortide

gallium (%8Ga) boclatixafortide

galio (%Ga) boclatixafortida

garsorasib
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Heavy chain / Chaine lourde / Cadena pesada

EVQLQESGPG LVKPSETLSL TCTVSGDSIT NGFWIWIRKP PGNKLEYMGY 50
ISYSGSTYYN PSLKSRISIS RDTSKNQFSL KLSSVTAADT GVYYCAYRSY 100
GRTPYYFDYW GQGTTLTVSS ASTKGPSVFP LAPSSKSTSG GTAALGCLVK 150
DYFPEPVTVS WNSGALTSGV HTFPAVLQSS GLYSLSSVVT VPSSSLGTQT 200
YICNVNHKPS NTKVDKKAEP KSCDKTHTCP PCPAPELLGG PSVFLFPPKP 250
KDTLMISRTP EVTCVVVDVS HRDPEVKFNW YVDGVEVHNA KTKPREEQYN 300
STYRVVSVLT VLHQDWLNGK EYKCAVSNKA LPAPIEKTIS KAKGQPREPQ 350
VYTLPPSRDE LTKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV 400
LDSDGSFFLY SKLTVDKSRW QQGNVFSCSV MHEALHNHYT QKSLSLSPGK 450

Light chain / Chaine légére / Cadena ligera

DIVMTQSPSF LSASVGDRVT ITCKASSNLG HAVAWYQQKP GKSPKLLIYS 50
ASNRYTGVPD RFSGSGSGTD FTLTISSLQP EDFADYFCQQ YDDYPYTFGG 100
GTKLEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-95  147-203  264-324  370-428
22"-95" 147"-203" 264"-324" 370"-428"
Intra-L (C23-C104) 23'-88'  134-194'
23"-88" 134"-194"
Inter-H-L (h 5-CL 126) 223-214' 223"-214"
Inter-H-H (h 11, h 14)  229-229" 232-232"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 300, 300"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 450, 450"

(1,5-anhydro{3-(naphthalen-2-yl)-L-alanylglycyl-D-
tyrosyl-N?-methyl-N5-[4-({2-[4,7,10-tris(carboxylato-k O-
methyl)-1,4,7,10-tetraazacyclododecan-1-yl-

K*N', N, N7, N'®Jacetamido-k O}methyl)benzoyl]-D-
ornithyl-L-arginine})(®®Ga)gallium

(1,5-anhydro{3-(naphtalén-2-yl)-L-alanylglycyl-D-
tyrosyl-N?-méthyl-N5-[4-({2-[4,7,10-tris(carboxylato-k O-
méthyl)-1,4,7,10-tétraazacyclododécan-1-yl-

KN, N, N7, N'®Jacétamido-k Oyméthyl)benzoyl]-D-
ornithyl-L-arginine})(®®Ga)gallium

(1,5-anhidro{3-(naftalen-2-il)-L-alanilglicil-D-tirosil-N?-
metil-N5-[4-({2-[4,7,10-tris(carboxilato-k O-metil)-
1,4,7,10-tetraazaciclododecan-1-il-

K*N',N*, N7, N'®Jacetamido-k O}metil)benzoil]-D-ornitil-L-
arginina})(%®Ga)galio

CeoH77°8GaN 14044
'OZC/\N\ N coy
I6) 68543+ j
)K/N/ N _coy
u NEVARNY 2
o
3 CHs

C IR
rAIa — Gly —b-Tyr —Db-Orn— Argw

7-(2-amino-6-fluorophenyl)-1-(4,6-
dicyclopropylpyrimidin-5-yl)-4-[(2S,5R)-2,5-dimethyl-4-
(prop-2-enoyl)piperazin-1-yl]-6-fluoropyrido[2,3-
d]pyrimidin-2(1H)-one
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garsorasib

garsorasib

gebasaxturev

gébasaxturev

gebasaxturev

gefurulimab

géfurulimab

7-(2-amino-6-fluorophényl)-1-(4,6-
dicyclopropylpyrimidin-5-yl)-4-[(2S,5R)-2,5-diméthyl-4-
(prop-2-énoyl)pipérazin-1-yl]-6-fluoropyrido[2,3-
d]pyrimidin-2(1H)-one

7-(2-amino-6-fluorofenil)-1-(4,6-diciclopropilpirimidin-5-
i)-4-[(2S,5R)-2,5-dimetil-4-(prop-2-enoil)piperazin-1-il]-
6-fluoropirido[2,3-d]pirimidin-2(1H)-ona

C32H32F2N802
o) HsC.
Mg S SR,
<\ )N N—N N
N < o
CH,

oncolytic genetically unmodified human
Coxsackievirus A21 (CVA21)

virus Coxsackie A21 (CVA21) humain oncolytique
génétiquement non modifié

virus Coxsackie A21 (CVA21) oncolitico humano sin
ninguna modificacion genética.

immunoglobulin single chain VH-VH', anti-[Homo
sapiens C5 (complement C5, CPAMD4, C5a, C5b)]
and anti-[Homo sapiens ALB (albumin, human serum
albumin, HAS)], humanized monoclonal antibody
single chain, bispecific;

IG single chain VH-VH' anti-ALB and anti-C5 chimeric
(1-264) [VH anti-ALB Vicpac/Homsap (Vicugna pacos
IGHV3-3*01 (80.6%) -(IGHD) -IGHJ3*01
(92.3%)/Homo sapiens IGHV3-23*04 (79.4%) -(IGHD)
-IGHJ4*01 (92.9%), CDR-IMGT [8.8.17] (26-33.51-
58.96-112)) (1-123) -15-mer bis(tetraglycyl-alanyl)-
tetraglycyl-seryl linker (124-138) -VH' anti-C5
Vicpac/Homsap (Vicugna pacos IGHV3-3*01 (82.7%) -
(IGHD) -IGHJ4*01 (92.9%) Q123>L (259)/Homo
sapiens IGHV3-23*04 (81.4%) -(IGHD) -IGHJ4*01
(92.9%), CDR-IMGT [8.8.19] (164-171.189-196.235-
253)) (139-264)], produced in Chinese hamster ovary
(CHO) cells, non-glycosylated

immunoglobuline a chaine unique VH-VH', anti-[Homo
sapiens C5 (C5 complément, CPAMD4, C5a, C5b)] et
anti-[Homo sapiens ALB (albumine, sérum albumine
humaine, SAH)], anticorps monoclonal a chaine
unique humanisé, bispécifique;
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IG a chaine unique VH-VH' anti-ALB et anti-C5
chimérique (1-264) [VH anti-ALB Vicpac/Homsap
(Vicugna pacos IGHV3-3*01 (80.6%) -(IGHD) -
IGHJ3*01 (92.3%)/Homo sapiens IGHV3-23*04
(79.4%) -(IGHD) -IGHJ4*01 (92.9%), CDR-IMGT
[8.8.17] (26-33.51-58.96-112)) (1-123) -15-mer
bis(tétraglycyl-alanyl)-tétraglycyl-séryl linker (124-138)
-VH' anti-C5 Vicpac/Homsap (Vicugna pacos IGHV3-
3*01 (82.7%) -(IGHD) -IGHJ4*01 (92.9%) Q123>L
(259)/Homo sapiens IGHV3-23*04 (81.4%) -(IGHD) -
IGHJ4*01 (92.9%), CDR-IMGT [8.8.19] (164-171.189-
196.235-253)) (139-264)], produit dans des cellules
ovariennes de hamster chinois (CHO), non-glycosylé

gefurulimab inmunoglobulina con una cadena unica VH-VH', anti-
[Homo sapiens C5 (C5 complemento, CPAMD4, C5a,
C5b)] y anti-[Homo sapiens ALB (albumina, albumina
sérica humana, SAH)], anticuerpo monoclonal con
cadena Unica humanizada, biespecifica ;
IG con cadena unica VH-VH' anti-ALB y anti-C5
quimérica (1-264) [VH anti-ALB Vicpac/Homsap
(Vicugna pacos IGHV3-3*01 (80.6%) -(IGHD) -
IGHJ3*01 (92.3%)/Homo sapiens IGHV3-23*04
(79.4%) -(IGHD) -IGHJ4*01 (92.9%), CDR-IMGT
[8.8.17] (26-33.51-58.96-112)) (1-123) -15-mer
bis(tetraglicil-alanil)-tetraglicil-seril linker (124-138) -
VH' anti-C5 Vicpac/Homsap (Vicugna pacos IGHV3-
3*01 (82.7%) -(IGHD) -IGHJ4*01 (92.9%) Q123>L
(259)/Homo sapiens IGHV3-23*04 (81.4%) -(IGHD) -
IGHJ4*01 (92.9%), CDR-IMGT [8.8.19] (164-171.189-
196.235-253)) (139-264)], producido en las células
ovaricas de hamster chino (CHO), no glicosilado

Sequence / Séquence / Secuencia

EVQLVESGGG LVKPGGSLRL SCAASGRPVS NYAARAWFRQA PGKEREFVSA 50
INWQKTATYA DSVKGRFTIS RDNAKNSLYL QMNSLRAEDT AVYYCAAVFR 100
VVAPKTQYDY DYWGQGTLVT VSSGGGGAGG GGAGGGGSEV QLVESGGGLV 150
QPGGSLRLSC AASGRAHSDY AMAWFRQAPG QEREFVAGIG WSGGDTLYAD 200
SVRGRFTNSR DNSKNTLYLQ MNSLRAEDTA VYYCAARQGQ YIYSSMRSDS 250
YDYWGQGTLV TVSS 264

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-chain (C23 C104) 22-95 160-234

No N-glycosylation sites / pas de sites de N-glycosylation / ningim posicion de N-glycosilacion
Aglycosylated / aglycosylé / aglicosilado

gersizangitide collagen alpha-5(1V) chain (human collagen IV a-5
chain, COL4A5) (1484-1503)-peptide (1-20), [M™9>A7,
M1493>A10, C1495>|12, N1496>D13, N1499>D16, C1501>|18]_
modified, 20-amide;
L-leucyl-L-arginyl-L-arginyl-L-phenylalanyl-L-seryl-L-
threonyl-L-alanyl-L-prolyl-L-phenylalanyl-L-alanyl-L-
phenylalanyl-L-isoleucyl-L-a-aspartyl-L-isoleucyl-L-
asparaginyl-L-a-aspartyl-L-valyl-L-isoleucyl-L-
asparaginyl-L-phenylalaninamide

gersizangitide chaine alpha-5(1V) de collagéne (chaine a-5 de
collagene IV humain, COL4AS5), peptide 1484-1503 (1-
20)’ [M1490>A7, M1493>A10, C1495>|12, N1496>D13,
N™9>D16 C1501>18.modifié, 20-amide;



Recommended INN: List 88

L-leucyl-L-arginyl-L-arginyl-L-phénylalanyl-L-seryl-L-
thréonyl-L-alanyl-L-prolyl-L-phénylalanyl-L-alanyl-L-
phénylalanyl-L-isoleucyl-L-a-aspartyl-L-isoleucyl-L-
asparaginyl-L-a-aspartyl-L-valyl-L-isoleucyl-L-
asparaginyl-L-phénylalaninamide

gersizangitida cadena alfa-5(1V) de colageno (cadena a-5 de
colageno IV humano, COL4A5), péptido 1484-1503 (1-
20), [M149°>A7, M1493>A1°, C1495>|12, N1496>D13‘
N™9>D'6 C1501>]'8|-modificado, 20-amida;
L-leucil-L-arginil-L-arginil-L-fenilalanil-L-seril-L-treonil-L-
alanil-L-prolil-L-fenilalanil-L-alanil-L-fenilalanil-L-
isoleucil-L-a-aspartil-L-isoleucil-L-asparaginil-L-a-
aspartil-L-valil-L-isoleucil-L-asparaginil-L-
fenilalaninamida

C111H167N29028

Sequence / Séquence / Secuencia
LRRFSTAPFA FIDINDVINE 20

Modified residue / Résidu modifié / Resto modificado

E
20
L-Phenylalanamide
NH
~N 2
H
O
gilmelisib 2-chloro-N-(5-{3-[2-(dimethylamino)ethoxy]-4-oxo-4 H-

pyrido[1,2-a]pyrimidin-7-yl}-2-methoxypyridin-3-yl)-4-
fluorobenzene-1-sulfonamide

gilmélisib 2-chloro-N-(5-{3-[2-(diméthylamino)éthoxy]-4-ox0-4 H-
pyrido[1,2-a]pyrimidin-7-yl}-2-méthoxypyridin-3-yl)-4-
fluorobenzéne-1-sulfonamide

gilmelisib 2-cloro-N-(5-{3-[2-(dimetilamino)etoxi]-4-oxo-4 H-
pirido[1,2-a]pirimidin-7-il}-2-metoxipiridin-3-il)-4-
fluorobenceno-1-sulfonamida

Cz4H230|FN505S

F. N
9y 7 ~\Z ‘ (%H3
N N N
A - 07 CHs
cl 00 N o
N

H3CO

golocdacimab immunoglobulin G1-lambda2, anti-[Homo sapiens
OLR1 (oxidized low density lipoprotein receptor 1,
LOX-1, SCARE1, CLEC8A)], Homo sapiens
monoclonal antibody;



golocdacimab

golocdacimab
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gamma heavy chain Homo sapiens (1-459) [VH
(Homo sapiens IGHV1-24*01 (93.8%) -(IGHD) -
IGHJ6*01 (100%), CDR-IMGT [8.8.22] (26-33.51-
58.97-118)) (1-129) -Homo sapiens IGHG1*03, G1m3,
nG1m1, G1v39 CH2 F1.3, E1.2, S116 (CH1 R120
(226) (130-227), hinge 1-15 (228-242), CH2 L1.3>F
(246), L1.2>E (247), P116>S (343) (243-352), CH3
E12 (368), M14 (370) (353-457), CHS (458-459)) (130-
459)], (232-216")-disulfide with lambda2 light chain
Homo sapiens (1'-217') [V-LAMBDA (Homo sapiens
IGLV1-40*02 (100%) -IGLJ3*02 (100%), CDR-IMGT
[9.3.11] (26-34.52-54.91-101)) (1'-111') -Homo sapiens
IGLC2*01 (100%) (112'-217")]; dimer (238-238":241-
241")-bisdisulfide, produced in Chinese hamster ovary
(CHO) cells, glycoform alfa

immunoglobuline G1-lambda2, anti-[Homo sapiens
OLR1 (récepteur 1 de lipoprotéines de basse densité
oxydées, LOX-1, SCARE1, CLEC8A)], anticorps
monoclonal Homo sapiens;

chaine lourde gamma1 Homo sapiens (1-459) [VH
(Homo sapiens IGHV1-24*01 (93.8%) -(IGHD) -
IGHJ6*01 (100%), CDR-IMGT [8.8.22] (26-33.51-
58.97-118)) (1-129) -Homo sapiens IGHG1*03, G1m3,
nG1m1, G1v39 CH2 F1.3, E1.2, S116 (CH1 R120
(226) (130-227), charniére 1-15 (228-242), CH2
L1.3>F (246), L1.2>E (247), P116>S (343) (243-352),
CH3 E12 (368), M14 (370) (353-457), CHS (458-459))
(130-459)], (232-216")-disulfure avec la chaine légere
lambda2 Homo sapiens (1'-217') [V-LAMBDA (Homo
sapiens IGLV1-40*02 (100%) -IGLJ3*02 (100%), CDR-
IMGT [9.3.11] (26-34.52-54.91-101)) (1'-111') -Homo
sapiens IGLC2*01 (100%) (112'-217")]; dimere (238-
238":241-241")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), glycoforme alfa

inmunoglobulina G1-lambda2, anti-[Homo sapiens
OLR1 (receptor 1 de lipoproteinas de baja densidad
oxidadas, LOX-1, SCARE1, CLEC8A)], anticuerpo
monoclonal Homo sapiens;

cadena pesada gamma1 Homo sapiens (1-459) [VH
(Homo sapiens IGHV1-24*01 (93.8%) -(IGHD) -
IGHJ6*01 (100%), CDR-IMGT [8.8.22] (26-33.51-
58.97-118)) (1-129) -Homo sapiens IGHG1*03, G1m3,
nG1m1, G1v39 CH2 F1.3, E1.2, S116 (CH1 R120
(226) (130-227), bisagra 1-15 (228-242), CH2 L1.3>F
(246), L1.2>E (247), P116>S (343) (243-352), CH3
E12 (368), M14 (370) (353-457), CHS (458-459)) (130-
459)], (232-216')-disulfuro con la cadena ligera
lambda2 Homo sapiens (1'-217') [V-LAMBDA (Homo
sapiens IGLV1-40*02 (100%) -IGLJ3*02 (100%), CDR-
IMGT [9.3.11] (26-34.52-54.91-101)) (1'-111') -Homo
sapiens IGLC2*01 (100%) (112'-217")]; dimero (238-
238":241-241")-bisdisulfuro, producido en las células
ovaricas de hamster chino (CHO), forma glicosilada
alfa
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hemoglobin sucistil (bovine)

hémoglobine sucistil (bovine)

hemoglobina sucistilo (bovina)

Heavy chain / Chaine lourde / Cadena pesada

QVQLVQSGAE VKKPGASVKV SCKVSGYTLT ELSMHWVRQA PGKGLEWMGG 50
FDPEDFKYHT HQKFQGRVTM TEDTSTDTAY MELSSLRSED TAVYYCALVW 100
GTQGKGVRGW DYYYGMDVWG QGTTVTVSSA STKGPSVFPL APSSKSTSGG 150
TAALGCLVKD YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSVVTV 200
PSSSLGTQTY ICNVNHKPSN TKVDKRVEPK SCDKTHTCPP CPAPEFEGGP 250
SVFLFPPKPK DTLMISRTPE VTCVVVDVSH EDPEVKENWY VDGVEVHNAK 300
TKPREEQYNS TYRVVSVLTV LHQDWLNGKE YKCKVSNKAL PASIEKTISK 350
AKGQPREPQV YTLPPSREEM TKNQVSLTCL VKGFYPSDIA VEWESNGQPE 400
NNYKTTPPVL DSDGSFFLYS KLTVDKSRWQ QGNVESCSVM HEALHNHYTQ 450
KSLSLSPGK 459

Light chain / Chaine Iégére / Cadena ligera

QSVVTQPPSV SGAPGQRVTI SCTGSSSNIG AGYDVHWYQQ LPGTAPKLLI 50
YGNSNRPSGV PDRFSGSKSG TSASLAITGL QAEDEADYYC QSYDSSLSGW 100
VFGGGTKLTV LGQPKAAPSV TLFPPSSEEL QANKATLVCL ISDFYPGAVT 150
VAWKADSSPV KAGVETTTPS KQSNNKYAAS SYLSLTFEQW KSHRSYSCQV 200
THEGSTVEKT VAPTECS 217

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96 156212 273-333  379-437
22"-96" 156"-212" 273"-333" 379"-437"
Intra-L (C23-C104) 22'-90' 139-198'
22"-90™ 139"-198"
Inter-H-L (h 5-CL 126) 232-216' 232"-216"
Inter-H-H (h 11, h 14)  238-238" 241-241"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal

Q > pyroglutamyl (pE, 5-oxoprolyl)

HVHQI: 1, 1"

LVLQI: 11"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 309, 309"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi. ios lejos fucosi

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 459, 459"

hemoglobin (Bos taurus)(a,, tetramer) with about
95% of the B subunits covalently linked via L-cystein-S-
ylsuccinyl bridges connecting either N MB;" - N° KB,®!
or N6 KB®' - N MB," or N® KB+2" - N® KB,%';

NB1’N6.B'81_’ I\'G.[381’NB'1_ and N6.BB1’NG.B'81_[(2RS)_2_(L_
cystein-S-yl)butanedioyllhemoglobin (Bos taurus, a,f3;
tetramer)

hémoglobine (Bos taurus) (a,f3, tétramere) avec
environ 95% des sous-unités B liées de maniére
covalente par des ponts L-cystéine-S-ylsuccinyle
connectant soit N MB4" - N° KB, ou N6 KB4®' - N MB,'
ou N6 KB81 - N6 KRB,

NB1’N6.B'81_’ I\'G.[381’NB'1_ et NG'W,Ns'Bm-[(ZRS)-Z-(L-
cystéin-S-yl)butanedioyllhémoglobine (Bos taurus,
tétramere a,3;)

hemoglobina (Bos taurus) (0,3, tetramero) con un 95%
de subunidades B covalentemente unidas a través de
puentes de L-cisteina-S-ilsuccinil conectando cualquier
N MB," - N6 KB.%" o N6 KB8' - N MB,' o N6 KB8' - NE
Kl3281:

NP1 NBEBI. NBBBT By NB-BET NBEEI[(DRS)-2-(L-cistein-
S-il)butanodioillhemoglobina (Bos taurus, tetramero

a232)



ifinatamab

ifinatamab
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alpha and alpha' chains / chaines alpha et alpha' / cadenas alfay alfa'

VLSAADKGNV KAAWGKVGGH AAEYGAEALE RMFLSFPTTK TYFPHFDLSH 50
GSAQVKGHGA KVAAALTKAV EHLDDLPGAL SELSDLHAHK LRVDPVNFKL 100
LSHSLLVTLA SHLPSDFTPA VHASLDKFLA NVSTVLTSKY R 150

beta and beta' chains / chaines béta et béta' / cadenas beta y beta'

MLTAEEKAAV TAFWGKVKVD EVGGEALGRL LVVYPWTQRF FESFGDLSTA 50
DAVMNNPKVK AHGKKVLDSF SNGMKHLDDL KGTFAALSEL HCDKLHVDPE 100
NFKLLGNVLV VVLARNFGKE FTPVLQADFQ KVVAGVANAL AHRYH 150

Crosslinks: ~95% of the a3, tetramers with one crosslink each,
mainly either N9(KB81)-NO(KpB'81) or NX(MB1)-N(KB'81)

NB-B81 \B.BBI. crosslink NPT NP1 crosslink
HC=S
o o P2
/
~n s Y S
ol H co "os H x N
S( o s o
HN™ H COH
XX orX'X=H—s 3
HN' H

immunoglobulin G1-kappa, anti-[Homo sapiens CD276
(B7H3, B7-H3, B7-related protein 2, B7TRP2, B7TRP-2,
B7 homolog 3, B7 homologue 3)], humanized
monoclonal antibody;

gamma1 heavy chain humanized (1-452) [VH (Homo
sapiens IGHV1-3*01 (83.7%) -(IGHD) -IGHJ4*01
(100%), CDR-IMGT [8.8.15] (26-33.51-58.97-111)) (1-
122) -Homo sapiens IGHG1*03 (100%), G1m3,
nG1m1 (CH1 R120 (219) (123-220), hinge 1-15 (221-
235), CH2 (236-345), CH3 E12 (361), M14 (363) (346-
450), CHS (451-452)) (123-452)], (225-213')-disulfide
with kappa light chain humanized (1'-213') [V-KAPPA
(Homo sapiens IGKV3D-11*02 (85.6%) -IGKJ1*01
(100%), CDR-IMGT [5.3.9] (27-31.49-51.88-96)) (1'-
106') -Homo sapiens IGKC*01 (100%), Km3 A45.1
(152), V101 (190) (107'-213")]; dimer (231-231":234-
234")-bisdisulfide, produced in Chinese hamster ovary
(CHO) cells, cell line CHO-K1SV, glycoform alfa

immunoglobuline G1-kappa, anti-[Homo sapiens
CD276 (B7H3, B7-H3, protéine 2 liée a B7, BTRP2,
B7RP-2, B7 homologue 3, B7 homologue 3)],
anticorps monoclonal humanisé;

chaine lourde gamma1 humanisée (1-452) [VH (Homo
sapiens IGHV1-3*01 (83.7%) -(IGHD) -IGHJ4*01
(100%), CDR-IMGT [8.8.15] (26-33.51-58.97-111)) (1-
122) -Homo sapiens IGHG1*03 (100%), G1m3,
nG1m1 (CH1 R120 (219) (123-220), charniére 1-15
(221-235), CH2 (236-345), CH3 E12 (361), M14 (363)
(346-450), CHS (451-452)) (123-452)], (225-213')-
disulfure avec la chaine Iégére kappa humanisée (1'-
213") [V-KAPPA (Homo sapiens IGKV3D-11*02
(85.6%) -IGKJ1*01 (100%), CDR-IMGT [5.3.9] (27-
31.49-51.88-96)) (1'-106') -Homo sapiens IGKC*01
(100%), Km3 A45.1 (152), V101 (190) (107'-213")];
dimere (231-231":234-234")-bisdisulfure, produit dans
des cellules ovariennes de hamster chinois (CHO),
lignée cellulaire CHO-K1SV, glycoforme alfa
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ifinatamab

ifinatamab deruxtecan

inmunoglobulina G1-kappa, anti-{[Homo sapiens
CD276 (B7H3, B7-H3, proteina 2 relacionada con B7,
B7RP2, B7RP-2, B7 homdlogo 3, B7 homdlogo 3)],
anticuerpo monoclonal humanizado;

cadena pesada gamma1 humanizada (1-452) [VH
(Homo sapiens IGHV1-3*01 (83.7%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.15] (26-33.51-
58.97-111)) (1-122) -Homo sapiens IGHG1*03 (100%),
G1m3, nG1m1 (CH1 R120 (219) (123-220), bisagra 1-
15 (221-235), CH2 (236-345), CH3 E12 (361), M14
(363) (346-450), CHS (451-452)) (123-452)], (225-
213')-disulfuro con la cadena ligera kappa humanizada
(1'-213') [V-KAPPA (Homo sapiens IGKV3D-11*02
(85.6%) -IGKJ1*01 (100%), CDR-IMGT [5.3.9] (27-
31.49-51.88-96)) (1'-106') -Homo sapiens IGKC*01
(100%), Km3 A45.1 (152), V101 (190) (107'-213")];
dimero (231-231":234-234")-bisdisulfuro, producido en
las células ovaricas de hamster chino (CHO), linea
celular CHO-K1SV, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLVQSGAE VKKPGSSVKV SCKASGYTEFT NYVMHWVRQA PGQGLEWMGY 50
INPYNDDVKY NEKFKGRVTI TADESTSTAY MELSSLRSED TAVYYCARWG 100
YYGSPLYYFD YWGQGTLVTV SSASTKGPSV FPLAPSSKST SGGTAALGCL 150
VKDYFPEPVT VSWNSGALTS GVHTFPAVLQ SSGLYSLSSV VTVPSSSLGT 200
QTYICNVNHK PSNTKVDKRV EPKSCDKTHT CPPCPAPELL GGPSVEFLFPP 250
KPKDTLMISR TPEVTCVVVD VSHEDPEVKF NWYVDGVEVH NAKTKPREEQ 300
YNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KALPAPIEKT ISKAKGQPRE 350
PQVYTLPPSR EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP 400
PVLDSDGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTQKSLSLSP 450
GK 452

Light chain / Chaine Iégére / Cadena ligera

EIVLTQSPAT LSLSPGERAT LSCRASSRLI YMHWYQQKPG QAPRPLIYAT 50
SNLASGIPAR FSGSGSGTDF TLTISSLEPE DFAVYYCQQW NSNPPTFGQG 100
TKVEIKRTVA APSVFIFPPS DEQLKSGTAS VVCLLNNFYP REAKVQWKVD 150
NALQSGNSQE SVTEQDSKDS TYSLSSTLTL SKADYEKHKV YACEVTHQGL 200
SSPVTKSEFNR GEC 213

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96 149-205  266-326 372-430
22"-96" 149"-205" 266"-326" 372"-430"
Intra-L (C23-C104) 23'-87' 133-193"
23"-87" 133"-193"
Inter-H-L (h 5-CL 126) 225-213' 225"-213"
Inter-H-H (h 11, h 14)  231-231" 234-234"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH Q1> pyroglutamyl (pE, S-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 302, 302"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi. i0s lejos fucosi

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 452, 452"

immunoglobulin G1-kappa, anti-[Homo sapiens CD276
(B7H3, B7-H3, B7-related protein 2, B7TRP2, B7RP-2,
B7 homolog 3, B7 homologue 3)], humanized
monoclonal antibody, conjugated to deruxtecan,
comprising a linker and a camptothecin derivative;



ifinatamab déruxtécan

ifinatamab deruxtecan
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gamma heavy chain humanized (1-452) [VH (Homo sapiens
IGHV1-3*01 (83.7%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.15]
(26-33.51-58.97-111)) (1-122) -Homo sapiens IGHG1*03 (100%),
G1m3, nG1m1 (CH1 R120 (219) (123-220), hinge 1-15 (221-235),
CH2 (236-345), CH3 E12 (361), M14 (363) (346-450), CHS (451-
452)) (123-452)], (225-213')-disulfide with kappa light chain
humanized (1'-213") [V-KAPPA (Homo sapiens IGKV3D-11*02
(85.6%) -IGKJ1*01 (100%), CDR-IMGT [5.3.9] (27-31.49-51.88-96))
(1'-106') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (152), V101
(190) (107'-213")]; dimer (231-231":234-234")-bisdisulfide, produced
in Chinese hamster ovary (CHO) cells, cell line CHO-K1SV,
glycoform alfa, conjugated, on an average of 4 cysteinyl, each via a
thioether bond, to deruxtecan, comprising a linker and a

camptothecin derivative.
For the deruxtecan part, please refer to the Proposed INN List 116, published in the WHO
Drug Information, Vol.30, No.4, 2016.

immunoglobuline G1-kappa, anti-[Homo sapiens CD276 (B7H3, B7-
H3, protéine 2 liée a B7, B7TRP2, B7TRP-2, B7 homolog 3, B7
homologue 3)], anticorps monoclonal humanisé, conjugué au
déruxtécan, qui comprend un linker et un dérivé de la
camptothécine;

chaine lourde gamma1 humanisée (1-452) [VH (Homo sapiens
IGHV1-3*01 (83.7%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.15]
(26-33.51-58.97-111)) (1-122) -Homo sapiens IGHG1*03 (100%),
G1m3, nG1m1 (CH1 R120 (219) (123-220), charniére 1-15 (221-
235), CH2 (236-345), CH3 E12 (361), M14 (363) (346-450), CHS
(451-452)) (123-452)], (225-213")-disulfure avec la chaine légére
kappa humanisée (1'-213') [V-KAPPA (Homo sapiens IGKV3D-11*02
(85.6%) -IGKJ1*01 (100%), CDR-IMGT [5.3.9] (27-31.49-51.88-96))
(1'-106') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (152), V101
(190) (107'-213")]; dimere (231-231":234-234")-bisdisulfure, produit
dans des cellules ovariennes de hamster chinois (CHO), lignée
cellulaire CHO-K1SV, glycoforme alfa, conjugué, sur une moyenne
de 4 cystéinyl, chacune via une liaison thioéther, au déruxtécan, qui

comprend un linker et un dérivé de la camptothécine.
Pour la partie déruxtécan, veuillez-vous référer a la Liste 116 des DCI proposées, publiée
dans le WHO Drug Information, Vol.30, No.4, 2016.

inmunoglobulina G1-kappa, anti-[Homo sapiens CD276 (B7H3, B7-
H3, proteina 2 relacionada con B7, B7TRP2, B7RP-2, B7 homélogo 3,
B7 homdlogo 3)], anticuerpo monoclonal humanizado, conjugado
con deruxtecan, que consta de un enlace y un derivado de la
camptotecina;

cadena pesada gamma1 humanizada (1-452) [VH (Homo sapiens
IGHV1-3*01 (83.7%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.15]
(26-33.51-58.97-111)) (1-122) -Homo sapiens IGHG1*03 (100%),
G1m3, nG1m1 (CH1 R120 (219) (123-220), bisagra 1-15 (221-235),
CH2 (236-345), CH3 E12 (361), M14 (363) (346-450), CHS (451-
452)) (123-452)], (225-213")-disulfuro con la cadena ligera kappa
humanizada (1'-213') [V-KAPPA (Homo sapiens IGKV3D-11*02
(85.6%) -IGKJ1*01 (100%), CDR-IMGT [5.3.9] (27-31.49-51.88-96))
(1'-106') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (152), V101
(190) (107'-213")]; dimero (231-231":234-234")-bisdisulfuro,
producido en las células ovéricas de hamster chino (CHO), linea
celular CHO-K1SV, forma glicosilada alfa, conjugado, en 4 restos
cisteinil por término medio, cada uno a través de un enlace tioéter, al
deruxtecan, que consta de un enlace y un derivado de la
camptotecina.

Para la parte deruxtecan, por favor vaya a la Lista 116 de los DCI propuestas,
publicada en el WHO Drug Information, Vol.30, No.4, 2016.
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Heavy chain / Chaine lourde / Cadena pesada

QVQLVQSGAE VKKPGSSVKV SCKASGYTFT NYVMHWVRQA PGQGLEWMGY 50
INPYNDDVKY NEKFKGRVTI TADESTSTAY MELSSLRSED TAVYYCARWG 100
YYGSPLYYFD YWGQGTLVTV SSASTKGPSV FPLAPSSKST SGGTAALGCL 150
VKDYFPEPVT VSWNSGALTS GVHTFPAVLQ SSGLYSLSSV VTVPSSSLGT 200
QTYICNVNHK PSNTKVDKRV EPKSCDKTHT CPPCPAPELL GGPSVFLFPP 250
KPKDTLMISR TPEVTCVVVD VSHEDPEVKF NWYVDGVEVH NAKTKPREEQ 300
YNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KALPAPIEKT ISKAKGQPRE 350
PQVYTLPPSR EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP 400
PVLDSDGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTQKSLSLSP 450
GK 452

Light chain / Chaine légére / Cadena ligera

EIVLTQSPAT LSLSPGERAT LSCRASSRLI YMHWYQQKPG QAPRPLIYAT 50
SNLASGIPAR FSGSGSGTDF TLTISSLEPE DFAVYYCQQW NSNPPTFGQG 100
TKVEIKRTVA APSVFIFPPS DEQLKSGTAS VVCLLNNFYP REAKVQWKVD 150
NALQSGNSQE SVTEQDSKDS TYSLSSTLTL SKADYEKHKV YACEVTHQGL 200
SSPVTKSENR GEC 213

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  149-205  266-326  372-430

22"-96" 149"-205" 266"-326" 372"-430"
Intra-L (C23-C104) 23'-87'  133-193'

23"-87" 133"-193"
Inter-H-L (h 5-CL 126)* 225-213' 225"-213"
Inter-H-H (h 11, h 14)*  231-231" 234-234"
*The four inter-chain disulfide bridges are not present, an average of 4 cysteinyl being conjugated each
via a thioether bond to a drug linker.
*Les quatre ponts disulfures inter-chaines ne sont pas présents, 4 cystéinyl en moyenne étant chacun
conjugué via une liaison thioéther & un linker-principe actif.
*Faltan los cuatro puentes disulfuro inter-catenarios, una media de 4 cisteinil esta conjugada a conectores
de principio activo.
N-terminal i yclization / Cyclisation du inyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH Q1 > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacién

H CH2 N84.4: 302, 302"

Fucosylated complex bi-antennary CHO-type glycans / gly\,ancs dc lypc CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi io:

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 452, 452"

Potential modified residues / résidus modifiés potentiels / restos modificados potenciales

0 o]

H
GlnyIy*Phe*Gly*NvO\)LNH o
i H

(5R)-5-(4-{2-[3-(fluoromethyl)azetidin-1-yllethoxy}phenyl)-8-
(trifluoromethyl)-5H-[1]benzopyrano[4,3-c]quinolin-2-ol

(5R)-5-(4-{2-[3-(fluorométhyl)azétidin-1-yl]éthoxy}phényl)-8-
(trifluorométhyl)-5H-[1]benzopyrano[4,3-c]quinoléin-2-ol

(5R)-5-(4-{2-[3-(fluorometil)azetidin-1-il]etoxi}fenil)-8-
(trifluorometil)-5H-[1]benzopirano[4,3-c]quinolein-2-ol

Ca9H24F4N,O3

FaC O O /3/\ F
O/\/ N
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immunoglobulin M-kappa cyclic pentamer
bisdisulfide with a fused scFv -JCHAIN (joining
chain of multimeric IgA and IgM) -ALB (albumin)
chain, anti-[Homo sapiens MS4A1 (membrane-
spanning 4-domains subfamily A member 1, CD20)]
(decavalent) and anti-[Homo sapiens CD3E (CD3e,
CD3 epsilon)] (monovalent), monoclonal antibody,
bispecific;

mu heavy chain anti-MS4A1 (1-575) [VH (Homo
sapiens IGHV5-51*01 (99.0%) -(IGHD) -IGHJ4*01
(100%), CDR-IMGT [8.8.15] (26-33.51-58.97-111))
(1-122) -Homo sapiens IGHM*03 (CH1 (123-226),
CH2 (227-338), CH3 (339-444), CH4 (445-555),
CHS (556-575)) (123-575)], (136-219")-disulfide with
kappa light chain anti-MS4A1 (1'-219") [V-KAPPA
(Homo sapiens IGKV2-24*01 (98.0%) -IGKJ4*01
(100%), CDR-IMGT [11.3.9] (27-37.55-57.94-102))
(1-112") -Homo sapiens IGKC*01 (100%), Km3
A45.1 (158), V101 (196) (113'-219'")]; dimer (336-
336":413-413")-bisdisulfide, 5 [mu_kappa]2 dimers
forming a cyclic pentamer, disulfide 4 x (574"-574),
and 1x (574"-271"":325""-574)-bisdisulfide with
scFv-JCHAIN-ALB (1"-993"") [scFv heavy-kappa
anti-CD3E (1"'-241"") [VH Musmus/Homsap (Mus
musculus IGHV1-4*01 (83.7%) -(IGHD) -IGHJ3*01
(92.9%) A128>S (120)/Homo sapiens IGHV1-46*04
(82.7%) -(IGHD) -IGHJ4*01 (92.9%), CDR-IMGT
[8.8.13] (26-33.51-58.97-109)) (1""-120"") -15-mer
tris(tetraglycyl-seryl) linker (121""'-135"") -V-KAPPA
(Homo sapiens IGKV1-39*01 (86.3%) -IGKJ4*01
(100%), CDR-IMGT [5.3.9] (162-166.184-186.223-
231)) (136""-241"")] -15-mer tris(tetraglycyl-seryl)
linker (242""-256"") -JCHAIN (257""-393"") -15-mer
tris(tetraglycyl-seryl) linker (394""-408"") -Homo
sapiens ALB (albumin) (409""-993"")], produced in
Chinese hamster ovary (CHO) cells, derived from
CHO-K1 cell line, lacking the glutamine synthetase
(GS-KO) gene, glycoform alfa

immunoglobuline M-kappa pentamére cyclique
bisdisulfure avec une chaine fusionnée scFv -
JCHAIN (chaine de jonction des IgA et IgM
multimériques) -ALB (albumine), anti-[Homo sapiens
MS4A1 (membre 1 de la sous-famille A a 4
domaines transmembranaires, CD20)] (décavalent)
et anti-[Homo sapiens CD3E (CD3e, CD3 epsilon)]
(monovalent), anticorps monoclonal, bispécifique;
chaine lourde mu anti-MS4A1 (1-575) [VH (Homo
sapiens IGHV5-51*01 (99.0%) -(IGHD) -IGHJ4*01
(100%), CDR-IMGT [8.8.15] (26-33.51-58.97-111))
(1-122) -Homo sapiens IGHM*03 (CH1 (123-226),
CH2 (227-338), CH3 (339-444), CH4 (445-555),
CHS (556-575)) (123-575)], (136-219')-disulfure
avec la chaine légére kappa anti-MS4A1 (1'-219')
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[V-KAPPA (Homo sapiens IGKV2-24*01 (98.0%) -
IGKJ4*01 (100%), CDR-IMGT [11.3.9] (27-37.55-
57.94-102)) (1'-112") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (158), V101 (196) (113'-219")]; dimére
(336-336":413-413")-bisdisulfure, 5 diméres
[mu_kappa]2 formant un pentamere cyclique disulfure
4x (574"-574) et 1x (574-271"":325""-574")-bisdisulfure
avec la protéine de fusion scFv-JCHAIN-ALB (1"'-
993"") [scFv heavy-kappa anti-CD3E (1""-241™") [VH
Musmus/Homsap (Mus musculus IGHV1-4*01 (83.7%)
-(IGHD) -IGHJ3*01 (92.9%) A128>S (120)/Homo
sapiens IGHV1-46*04 (82.7%) -(IGHD) -IGHJ4*01
(92.9%), CDR-IMGT [8.8.13] (26-33.51-58.97-109))
(1""-120"") -15-mer tris(tétraglycyl-séryl) linker (121""-
135™") -V-KAPPA (Homo sapiens IGKV1-39*01
(86.3%) -IGKJ4*01 (100%), CDR-IMGT [5.3.9] (162-
166.184-186.223-231)) (136""-241"")] -15-mer
tris(tétraglycyl-séryl) linker (242""-256"") -JCHAIN
(257""-393"")] -15-mer tris(tétraglycyl-séryl) linker
(394""-408"") -Homo sapiens ALB (albumine) (409""-
993", produit dans des cellules ovariennes de
hamster chinois (CHO), dérivant de la lignée cellulaire
CHO-K1, ne présentant pas le géne de la glutamine
synthétase (GS-KO), glycoforme alfa

inmunoglobulina M-kappa pentamero ciclico
bisdisulfuro con una cadena fusionada scFv -JCHAIN
(cadena de unién de las IgA e IgM multiméricas) -ALB
(albumina), anti-[Homo sapiens MS4A1 (miembro 1 de
la subfamilia A con 4 dominios transmembranarios,
CD20)] (decavalente) y anti-[Homo sapiens CD3E
(CD3e, CD3 épsilon)] (monovalente), anticuerpo
monoclonal, biespecifico;

cadena pesada mu anti-MS4A1 (1-575) [VH (Homo
sapiens IGHV5-51*01 (99.0%) -(IGHD) -IGHJ4*01
(100%), CDR-IMGT [8.8.15] (26-33.51-58.97-111)) (1-
122) -Homo sapiens IGHM*03 (CH1 (123-226), CH2
(227-338), CH3 (339-444), CH4 (445-555), CHS (556-
575)) (123-575)], (136-219')-disulfuro con la cadena
ligera kappa anti-MS4A1 (1'-219') [V-KAPPA (Homo
sapiens IGKV2-24*01 (98.0%) -IGKJ4*01 (100%),
CDR-IMGT [11.3.9] (27-37.55-57.94-102)) (1'-112') -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (158),
V101 (196) (113'-219")]; dimero (336-336":413-413")-
bisdisulfuro, 5 dimeros [mu_kappa]2 formando un
pentamero ciclico disulfuro 4x (574"-574) et 1x (574-
271":325""-574")-bisdisulfuro con la proteina de
fusion scFv-JCHAIN-ALB (1"'-993"") [scFv pesado-
kappa anti-CD3E (1"'-241"") [VH Musmus/Homsap
(Mus musculus IGHV1-4*01 (83.7%) -(IGHD) -
IGHJ3*01 (92.9%) A128>S (120)/Homo sapiens
IGHV1-46*04 (82.7%) -(IGHD) -IGHJ4*01 (92.9%),
CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1"-120"") -
15-mer tris(tetraglicil-seril) linker (121""-135"") -V-
KAPPA (Homo sapiens IGKV1-39*01 (86.3%) -
IGKJ4*01 (100%), CDR-IMGT [5.3.9] (162-166.184-
186.223-231)) (136""-241"")] -15-mer tris(tetraglicil-
seril) linker (242"'-256"") -JCHAIN (257""-393"")] -15-
mer tris(tetraglicil-seril) linker (394""-408"") -Homo
sapiens ALB (albumina) (409""-993™)], producido en
las células ovaricas de hamster chino (CHO), linea
celular derivada de CHO-K1, en ausencia del gen
glutamina sintetasa (GS-KO), forma glicosilada alfa
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Heavy chain / Chaine lourde / Cadena pesada (anti-MS4A1) (x10)

EVQLVQSGAE VKKPGESLKI SCKGSGYSFT SYWIGWVRQM PGKGLEWMGI 50
IYPGDSDTRY SPSFQGQVTI SADKSITTAY LQWSSLKASD TAMYYCARHP 100
SYGSGSPNFD YWGQGTLVTV SSGSASAPTL FPLVSCENSP SDTSSVAVGC 150
LAQDFLPDSI TFSWKYKNNS DISSTRGFPS VLRGGKYAAT SQVLLPSKDV 200
MQGTDEHVVC KVQHPNGNKE KNVPLPVIAE LPPKVSVEFVP PRDGFFGNPR 250
KSKLICQATG FSPRQIQVSW LREGKQVGSG VTTDQVQAEA KESGPTTYKV 300
TSTLTIKESD WLSQSMFTCR VDHRGLTFQQ NASSMCVPDQ DTAIRVFAIP 350
PSFASIFLTK STKLTCLVTD LTTYDSVTIS WTRONGEAVK THTNISESHP 400
NATFSAVGEA SICEDDWNSG ERFTCTVTHT DLPSPLKQTI SRPKGVALHR 450
PDVYLLPPAR EQLNLRESAT ITCLVTGFSP ADVFVQWMQR GQPLSPEKYV 500
TSAPMPEPQA PGRYFAHSIL TVSEEEWNTG ETYTCVVAHE ALPNRVTERT 550
VDKSTGKPTL YNVSLVMSDT AGTCY 575

Light chain / Chaine légére / Cadena ligera (anti-MS4A1) (x10)

DIVMTQTPLS SPVTLGQPAS ISCRSSQSLV YSDGNTYLSW LQQRPGQPPR 50
LLIYKISNRF SGVPDRFSGS GAGTDFTLKI SRVEAEDVGV YYCVQATQFP 100
LTFGGGTKVE IKRTVAAPSV FIFPPSDEQL KSGTASVVCL LNNFYPREAK 150
VQWKVDNALQ SGNSQESVTE QDSKDSTYSL SSTLTLSKAD YEKHKVYACE 200
VTHQGLSSPV TKSFNRGEC 219

Joining chain / Chaine de jonction / Cadena de union scFv (anti-CD3E)-JCHAIN-ALB (x1)
QVQLVQSGAE VKKPGASVKV SCKASGYTFI SYTMHWVRQA PGQGLEWMGY 50
INPRSGYTHY NQKLKDKATL TADKSASTAY MELSSLRSED TAVYYCARSA 100
YYDYDGFAYW GQGTLVTVSS GGGGSGGGGS GGGGSDIQMT QSPSSLSASV 150
GDRVTITCSA SSSVSYMNWY QQKPGKAPKR LIYDTSKLAS GVPSRFSGSG 200
SGTDFTLTIS SLQPEDFATY YCQQWSSNPP TFGGGTKVEI KGGGGSGGGG 250
SGGGGSQEDE RIVLVDNKCK CARITSRIIR SSEDPNEDIV ERNIRIIVPL 300
NNRENISDPT SPLRTRFVYH LSDLCKKCDP TEVELDNQIV TATQSNICDE 350
DSATETCYTY DRNKCYTAVV PLVYGGETKM VETALTPDAC YPDGGGGSGG 400
GGSGGGGSDA HKSEVAHRFK DLGEENFKAL VLIAFAQYLQ QCPFEDHVKL 450
VNEVTEFAKT CVADESAENC DKSLHTLFGD KLCTVATLRE TYGEMADCCA 500
KQEPERNECF LQHKDDNPNL PRLVRPEVDV MCTAFHDNEE TFLKKYLYEI 550
ARRHPYFYAP ELLFFAKRYK AAFTECCQAA DKAACLLPKL DELRDEGKAS 600
SAKQRLKCAS LQKFGERAFK AWAVARLSQR FPKAEFAEVS KLVTDLTKVH 650
TECCHGDLLE CADDRADLAK YICENQDSIS SKLKECCEKP LLEKSHCIAE 700
VENDEMPADL PSLAADFVES KDVCKNYAEA KDVFLGMFLY EYARRHPDYS 750
VVLLLRLAKT YETTLEKCCA AADPHECYAK VFDEFKPLVE EPQNLIKQNC 800
ELFKQLGEYK FQONALLVRYT KKVPQVSTPT LVEVSRNLGK VGSKCCKHPE 850
AKRMPCAEDY LSVVLNQLCV LHEKTPVSDR VTKCCTESLV NRRPCFSALE 900
VDETYVPKEF NAETFTFHAD ICTLSEKERQ IKKQTALVEL VKHKPKATKE 950
QLKAVMDDFA AFVEKCCKAD DKETCFAEEG KKLVAASQAA LGL 993

Post-translational modifications

Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro

Intra-H (C23-C104) (10x5=50) 22-96  150-210  256-319  366-425  473-535

22"-96" 150"-210" 256"-319" 366"-425" 473"-535"

Intra-L (C23-C104) (4x520) 23-93'  139-199'

23"-93" 139"-199"

Intra-J (C23-C104) (2) 22"-96™  158™-222"

Intra-J (JCHAIN) (3)  269"-357"™  328"-348"" 365"-390""

Intra-] (ALB) (17)  461"™-470"™ 483"-499™ 498"-509™ 532"-577" 576"-585™
608"-654"™ 653"-661" 673"-687" 686™-697" 724"-769™
768™-777" 800™-846" 845™-856™ 869™-885" 884™-895™
922"-967"" 966"-975""

Inter-H-L (CHI 10-CL 126) (2x5=10)  136219' 136"-219"

Inter-H-H (CH2 125, CH3 92) (2x5=10) 336-336" 413-413"

Inter-H-H (CHS 147) (4) 574"-574
Inter-H-1 (CHS 147-J) (-CHS 147) 2) 574"-271™ 325"-574
Total: 118 S-S

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
JscFv VH QI > pyroglutamyl (pE, 5-oxoprolyl): 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CHI N45, CH2 N120, CH3 N81 (6 per dimer): 168, 331, 394, 168", 331", 394"

JJCHAIN (1x): 305"

Fucosylated complex bi-antennary CHO-type glycan% / g]ycane% de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO t ios

H CH3 N84.4, CHS N135 (4 per dimer): 401, 562, 401", 562"

High mannose glycans / glycanes riche en mannose / glicanos ricos en manosa

immunoglobulin G1-scFv_L-lambda2 dimer, anti-
[Homo sapiens CD40 (tumor necrosis factor receptor
superfamily member 5, TNFRSF5)] and anti-[Homo
sapiens MSLN (mesothelin, pre-pro-megakaryocyte-
potentiating factor, megakaryocyte-potentiating factor,
MPF, CAK1)], Homo sapiens monoclonal antibody,
tetravalent, bispecific;

763
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G1-scFv fused chain Homo sapiens (1-698) [gamma1 heavy chain anti-CD40
Homo sapiens (1-448) [VH (Homo sapiens IGHV3-23*01 (93.9%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1-120) -Homo
sapiens IGHG1*03v, G1m3>G1m17, nG1m1, G1v30 CH2 N84.4>G (CH1
R120>K (217) (121-218), hinge 1-15 (219-233), CH2 R83>C (295), N84.4>G
(300), V85>C (305) (234-343), CH3 E12 (359), M14 (361) (344-448),
CHS>del)) (121-448)] -10-mer bis(tetraglycyl-seryl) linker (449-458) -scFv
heavy-kappa anti-MSLN Homo sapiens (459-698) [VH (Homo sapiens IGHV3-
11*01 (93.9%) G49>C -(IGHD) -IGHJ4*01 (93.3%), CDR-IMGT [8.8.10] (484-
491.509-516.555-564)) (459-575) -15-mer tris(tetraglycyl-seryl) linker (576-
590) -V-KAPPA (Homo sapiens IGKV1-12*01 (93.7%) -IGKJ1*01 (90.9%)
Q120>C (690), CDR-IMGT [6.3.9] (617-622.640-642.679-687)) (591-698)],
(223-216'")-disulfide with lambda2 light chain anti-CD40 Homo sapiens (1'-217")
[V-LAMBDA (Homo sapiens IGLV2-14*01 (90.8%) -IGLJ2*01 (91.7%), CDR-
IMGT [9.3.11] (26-34.52-54.91-101)) (1'-111") -Homo sapiens IGLC2*01
(100%) (112'-217")]; dimer (229-229":232-232")-bisdisulfide, produced in
Chinese hamster ovary (CHO) cells, non-glycosylated

immunoglobuline G1-scFv_L-lambda2 dimére, anti-[Homo sapiens CD40
(membre 5 de la superfamille des récepteurs du TNF, TNFRSF5)] and anti-
[Homo sapiens MSLN (mésothéline, facteur de potentialisation du pré-pro-
mégacaryocyte, facteur de potentialisation des mégacaryocytes, MPF, CAK1)],
anticorps monoclonal Homo sapiens, tétravalent, bispécifique;

chaine lourde fusionnée G1-scFv Homo sapiens (1-698) [gamma1 anti-CD40
Homo sapiens (1-448) [VH (Homo sapiens IGHV3-23*01 (93.9%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1-120) -Homo
sapiens IGHG1*03v, G1m3>G1m17, nG1m1, G1v30 CH2 N84.4>G (CH1
R120>K (217) (121-218), charniére 1-15 (219-233), CH2 R83>C (295),
N84.4>G (300), V85>C (305) (234-343), CH3 E12 (359), M14 (361) (344-448),
CHS>del)) (121-448)] -10-mer bis(tétraglycyl-séryl) linker (449-458) -scFv
heavy-kappa anti-MSLN Homo sapiens (459-698) [VH (Homo sapiens IGHV3-
11*01 (93.9%) G49>C -(IGHD) -IGHJ4*01 (93.3%), CDR-IMGT [8.8.10] (484-
491.509-516.555-564)) (459-575) -15-mer tris(tétraglycyl-séryl) linker (576-
590) -V-KAPPA (Homo sapiens IGKV1-12*01 (93.7%) -IGKJ1*01 (90.9%)
Q120>C (690), CDR-IMGT [6.3.9] (617-622.640-642.679-687)) (591-698)],
(223-216'")-disulfure avec la chaine légére lambda2 anti-CD40 Homo sapiens
(1'-217") [V-LAMBDA (Homo sapiens IGLV2-14*01 (90.8%) -IGLJ2*01 (91.7%),
CDR-IMGT [9.3.11] (26-34.52-54.91-101)) (1'-111') -Homo sapiens IGLC2*01
(100%) (112'-217")]; dimére (229-229":232-232")-bisdisulfure, produit dans des
cellules ovariennes de hamster chinois (CHO), non-glycosylé

inmunoglobulina G1-scFv_L-lambda2 dimero, anti-[Homo sapiens CD40
(miembro 5 de la superfamilia de los receptores del TNF, TNFRSF5)] y anti-
[Homo sapiens MSLN (mesotelina, factor de potenciacion del pre-pro-
megacariocito, factor de potenciacién de los megacariocitos, MPF, CAK1)],
anticuerpo monoclonal Homo sapiens, tetravalente, biespecifico;

cadena pesada fusionada G1-scFv Homo sapiens (1-698) [gamma1 anti-CD40
Homo sapiens (1-448) [VH (Homo sapiens IGHV3-23*01 (93.9%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1-120) -Homo
sapiens IGHG1*03v, G1m3>G1m17, nG1m1, G1v30 CH2 N84.4>G (CH1
R120>K (217) (121-218), bisagra 1-15 (219-233), CH2 R83>C (295), N84.4>G
(300), V85>C (305) (234-343), CH3 E12 (359), M14 (361) (344-448),
CHS>del)) (121-448)] -10-mer bis(tetraglicil-seril) linker (449-458) -scFv
pesada-kappa anti-MSLN Homo sapiens (459-698) [VH (Homo sapiens
IGHV3-11*01 (93.9%) G49>C -(IGHD) -IGHJ4*01 (93.3%), CDR-IMGT [8.8.10]
(484-491.509-516.555-564)) (459-575) -15-mer tris(tetraglicil-seril) linker (576-
590) -V-KAPPA (Homo sapiens IGKV1-12*01 (93.7%) -IGKJ1*01 (90.9%)
Q120>C (690), CDR-IMGT [6.3.9] (617-622.640-642.679-687)) (591-698)],
(223-216'")-disulfuro con la cadena ligera lambda2 anti-CD40 Homo sapiens
(1'-217") [V-LAMBDA (Homo sapiens IGLV2-14*01 (90.8%) -IGLJ2*01 (91.7%),
CDR-IMGT [9.3.11] (26-34.52-54.91-101)) (1'-111") -Homo sapiens IGLC2*01
(100%) (112'-217")]; dimero (229-229":232-232")-bisdisulfuro, producido en las
células ovaricas de hamster chino (CHO), no glicosilado
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Heavy chain / Chaine lourde / Cadena pesada (anti-CD40, anti-MSLN)

EVQLLESGGG LVQPGGSLRL SCAASGFTFS RNAMSWVRQA PGKGLEWVSA 50
TGGSGISTYY ADSVKGRFTI SRDNSKNTLY LQMNSLRAED TAVYYCARGY 100
SNSWWYFDYW GQGTLVTVSS ASTKGPSVFP LAPSSKSTSG GTAALGCLVK 150
DYFPEPVTVS WNSGALTSGV HTFPAVLQSS GLYSLSSVVT VPSSSLGTQT 200
YICNVNHKPS NTKVDKKVEP KSCDKTHTCP PCPAPELLGG PSVFLFPPKP 250
KDTLMISRTP EVTCVVVDVS HEDPEVKFNW YVDGVEVHNA KTKPCEEQYG 300
STYRCVSVLT VLHQDWLNGK EYKCKVSNKA LPAPIEKTIS KAKGQPREPQ 350
VYTLPPSREE MTKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV 400
LDSDGSFFLY SKLTVDKSRW QQGNVFSCSV MHEALHNHYT QKSLSLSPGG 450
GGSGGGGSQV QLVESGGGLV KPGGSLRLSC AASGFTFSDY YMSWIRQAPG 500
KCLEWISYIS SSESIIYYVD AVKGRFTISR DNAKNSLYLQ MNSLRAEDTA 550
VYYCARDVGS HFDYWGQGTL VTVSSGGGGS GGGGSGGGGS DIQMTQSPSS 600
VSASVGDRVT ITCRASQDIS RWLAWYQQKP GKAPKLLISA ASRLQSGVPS 650
RFSGSGSGTD FTLTISSLQP EDFAIYYCQQ AKSFPRTFGC GTKVEIKR 698

Light chain / Chaine légére / Cadena ligera (anti-CD40)

QSALTQPASV SGSPGQSITI SCTGTSSDVG NYNLVSWYQQ HPGKAPKLMI 50
FEVNQRPSGV SNRFSGSKSG TTASLTISGL QAADEADYFC SSYTTSSTYV 100
IFGGGTKLTV LGQPKAAPSV TLFPPSSEEL QANKATLVCL ISDFYPGAVT 150
VAWKADSSPV KAGVETTTPS KQSNNKYAAS SYLSLTPEQW KSHRSYSCQV 200
THEGSTVEKT VAPTECS 217

Post-translational modifications

Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro

Intra-H (C23-C104) 22-96  147-203  264-324  370-428  480-554 613-678
22"-96" 147"-203" 264"-324" 370"-428" 480"-554" 613"-678"

CH2 C83-C85 295-305 295"-305"
scFv VH C49-VL C120 502-690 502"-690"
Intra-L (C23-C104) 22-90" 139198

22".90™ 139"-198"
Inter-H-L (h 5-CL 126) 223-216' 223"-216™
Inter-H-H (h 11, h 14) 229-229" 232-232"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
L VL QI > pyroglutamyl (pE, 5-oxoprolyl): 1', 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion
H CH2 N84.4>G (G1v30): 300, 300"
Aglycosylated / aglycosylé / aglicosilado

iopofosine (') 18-[4-("*"l)iodophenyl]octadecyl 2-
(trimethylazaniumyl)ethyl
iopofosine (') phosphate de 18-[4-("*"l)iodophényl]octadécyle et de

2-(triméthylazaniumyl)éthyle

iopofosina (') fosfato de 18-[4-("*'l)iodofenilJoctadecilo y de 2-
(trimetilazaniumil)etilo

CooHs3"'INO,P

151y
\O\W 0\\"/0 HJC\N/CHJ
07 N0 4 CH,

iruplinalkib [2-({5-chloro-2-[2-methoxy-4-(9-methyl-3,9-
diazaspiro[5.5]undecan-3-yl)anilino]pyrimidin-4-
yl}amino)phenyl]ldimethyl-AS-phosphanone

iruplinalkib [2-({5-chloro-2-[2-méthoxy-4-(9-méthyl-3,9-
diazaspiro[5.5]undécan-3-yl)anilino]pyrimidin-4-
yl}amino)phényl]diméthyl-A°-phosphanone

iruplinalkib [2-({5-cloro-2-[4-(9-metil-3,9-diazaspiro[5.5]undecan-3-
il)-2-metoxianilino]pirimidin-4-il}amino)fenilldimetil-A°-
fosfanona
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ispectamab debotansine

ispectamab débotansine

Ca9H35CINO,P

CHj
S/
SP—CH;,

H H
N N N

N ? & Cl
CHs3

(0]

P4

-

H;C

immunoglobulin G1-kappa, anti-[Homo sapiens
TNFRSF17 (TNF receptor superfamily member 17,
tumor necrosis factor receptor superfamily, member
17, B cell maturation antigen, BCMA, BCM,
TNFRSF13A, CD269)], humanized monoclonal
antibody, conjugated at C-4 of four specific
phenylalanine residues with N?-deacetylmaytansine
via a noncleavable linker;

gamma1 heavy chain humanized (1-453) [VH (Homo
sapiens IGHV3-66*01 (82.7%) -(IGHD) -IGHJ4*01
(92.9%), CDR-IMGT [8.8.15] (27-34.52-59.98-112))
(1-123) -Homo sapiens IGHG1*03v, G1m3>G1m17,
nG1m1 (CH1 Y85.2>F (pAMF) (186), R120>K (220)
(124-221), hinge 1-15 (222-236), CH2 (237-346),
CH3 E12 (362), M14 (364), F85.2>F (pAMF) (410)
(347-451), CHS (452-453)) (124-453)], (226-215")-
disulfide with kappa light chain humanized (1'-215")
[V-KAPPA (Homo sapiens IGKV1-39*01 (84.2%) -
IGKJ1*01 (100%), CDR-IMGT [6.3.9] (28-33.51-
53.90-98)) (1'-108') -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (154), V101 (192) (109'-215")]; dimer
(232-232":235-235")-bisdisulfide, produced by a cell-
free protein synthesis system based on Escherichia
coli lysate, non-glycosylated, substituted at C-4 of the
L-phenylalanyl residues 186, 410, 186" and 410" with
{8-[(2S)-1-{[(1*S,18S,2R,32S,3%S,4S,10E,12E,14R)-
85-chloro-14-hydroxy-8°,14-dimethoxy-2,32,7,10-
tetramethyl-12,6-dioxo-7-aza-1(6,4)-[1,3]oxazinana-
3(2,3)-oxirana-8(1,3)-benzenacyclotetradecaphane-
10,12-dien-4-ylJoxy}-2,3,9-trimethyl-1,4,8,24-tetraoxo-
12,15,18,21-tetraoxa-3,9,25-triazaoctacosan-28-oyl]-
8,9-dihydro-1H(or 3H)-dibenzo[b,f][1,2,3]triazolo[4,5-
d]azocin-1(or 3)-yl}methyl (debotansine) groups

immunoglobuline G1-kappa, anti-[Homo sapiens
TNFRSF17 (membre 17 de la superfamille des
récepteurs du TNF, membre 17 de la superfamille
des récepteurs du facteur de nécrose tumorale,
antigéne de maturation de cellule B, BCMA, BCM,
TNFRSF13A, CD269)], anticorps monoclonal
humanisé, conjugué en C-4 de quatre résidus
phénylalanine spécifiques avec N?-
déacétylmaytansine via un linker non-clivable;
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chaine lourde gamma1 humanisée (1-453) [VH (Homo
sapiens IGHV3-66*01 (82.7%) -(IGHD) -IGHJ4*01
(92.9%), CDR-IMGT [8.8.15] (27-34.52-59.98-112)) (1-
123) -Homo sapiens IGHG1*03v, G1m3>G1m17,
nG1m1 (CH1 Y85.2>F (pAMF) (186), R120>K (220)
(124-221), charniere 1-15 (222-236), CH2 (237-346),
CH3 E12 (362), M14 (364), F85.2>F (pAMF) (410)
(347-451), CHS (452-453)) (124-453)], (226-215')-
disulfure avec la chaine légere kappa humanisée (1'-
215") [V-KAPPA (Homo sapiens IGKV1-39*01 (84.2%)
-IGKJ1*01 (100%), CDR-IMGT [6.3.9] (28-33.51-
53.90-98)) (1'-108') -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (154), V101 (192) (109'-215")]; dimére
(232-232":235-235")-bisdisulfure, produit par une
systéme acellulaire de synthése de protéines a base
de lysat d'Escherichia coli, non-glycosylé, substitué en
C-4 des résidus L-phénylalanyle 186, 410, 186" et
410" par des groupes {8-[(2S)-1-
{[(14S,15S,2R,32S,3%S,4S,10E,12E,14R)-8%-chloro-14-
hydroxy-8°,14-diméthoxy-2,3%,7,10-tétraméthyl-12,6-
dioxo-7-aza-1(6,4)-[1,3]oxazinana-3(2,3)-oxirana-
8(1,3)-benzénacyclotétradécaphane-10,12-dién-4-
ylloxy}-2,3,9-triméthyl-1,4,8,24-tétraoxo-12,15,18,21-
tétraoxa-3,9,25-triazaoctacosan-28-oyl]-8,9-dihydro-
1H(ou 3H)-dibenzolb,f|[1,2,3]triazolo[4,5-d]azocin-1(ou
3)-yl}méthyle (débotansine)

inmunoglobulina G1-kappa, anti-[Homo sapiens
TNFRSF17 (miembro 17 de la superfamilia de los
receptores del TNF, miembro 17 de la superfamillia de
los receptores del factor de necrosis tumoral, antigeno
de maduracion de célula B, BCMA, BCM,
TNFRSF13A, CD269)], anticuerpo monoclonal
humanizado, conjugado en C-4 de cuatro residuos
fenilalanina especificos con N?-deacetiimaitansina a
través de un enlace no escindible;

cadena pesada gamma1 humanizada (1-453) [VH
(Homo sapiens IGHV3-66*01 (82.7%) -(IGHD) -
IGHJ4*01 (92.9%), CDR-IMGT [8.8.15] (27-34.52-
59.98-112)) (1-123) -Homo sapiens IGHG1*03v,
G1m3>G1m17, nG1m1 (CH1 Y85.2>F (pAMF) (186),
R120>K (220) (124-221), bisagra 1-15 (222-236), CH2
(237-346), CH3 E12 (362), M14 (364), F85.2>F
(PAMF) (410) (347-451), CHS (452-453)) (124-453)],
(226-215'")-disulfuro con la cadena ligera kappa
humanizada (1'-215') [V-KAPPA (Homo sapiens
IGKV1-39*01 (84.2%) -IGKJ1*01 (100%), CDR-IMGT
[6.3.9] (28-33.51-53.90-98)) (1'-108') -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (154), V101 (192) (109'-
215")]; dimero (232-232":235-235")-bisdisulfuro,
producido por un sistema de sintesis de proteinas sin
células basado en lisado de Escherichia coli, no
glicosilado, sustituido en C-4 de los residuos de L-
fenilalanilo 186, 410, 186" y 410" con grupos {8-[(2S)-
1-{[(1*S,18S,2R,32S,33S,4S,10E,12E,14R)-8%-cloro-1*-
hidroxi-2,3%,7,10-tetrametil-8°,14-dimetoxi-12,6-dioxo-7-
aza-1(6,4)-[1,3]oxazinana-3(2,3)-oxirana-8(1,3)-
bencenaciclotetradecafano-10,12-dien-4-ilJoxi}-2,3,9-
trimetil-1,4,8,24-tetraoxo-12,15,18,21-tetraoxa-3,9,25-
triazaoctacosan-28-0il]-8,9-dihidro-1H(o 3H)-
dibenzo[b,f][1,2,3]triazolo[4,5-d]azocin-1(o 3)-il}metil
(debotansina)
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Heavy chain / Chaine lourde / Cadena pesada

MEVQLVESGG GLVQPGGSLR LSCAASGFNI SAPGIHWVRQ APGKGLEWVG 50
FINPAGGYTD YADSVKGRFT ISADTSKNTA YLQMNSLRAE DTAVYYCARD 100
YIRQYWTYVL DYWGQGTLVT VSSASTKGPS VFPLAPSSKS TSGGTAALGC 150
LVKDYFPEPV TVSWNSGALT SGVHTFPAVL QSSGLESLSS VVTVPSSSLG 200
TQTYICNVNH KPSNTKVDKK VEPKSCDKTH TCPPCPAPEL LGGPSVFLFP 250
PKPKDTLMIS RTPEVTCVVV DVSHEDPEVK FNWYVDGVEV HNAKTKPREE 300
QYNSTYRVVS VLTVLHQDWL NGKEYKCKVS NKALPAPIEK TISKAKGQPR 350
EPQVYTLPPS REEMTKNQVS LTCLVKGFYP SDIAVEWESN GQPENNYKTT 400
PPVLDSDGSE FLYSKLTVDK SRWQQGNVFS CSVMHEALHN HYTQKSLSLS 450
PGK 453

Light chain / Chaine légére / Cadena ligera

MDIQMTQSPS SLSASVGDRV TITCRASQDV NTAVAWYQQK PGKAPKLLIY 50
SASFLYSGVP SRFSGSRSGT DFTLTISSLQ PEDFATYYCQ QHYTTPPTFG 100
QGTKVEIKRT VAAPSVFIFP PSDEQLKSGT ASVVCLLNNF YPREAKVQWK 150
VDNALQSGNS QESVTEQDSK DSTYSLSSTL TLSKADYEKH KVYACEVTHQ 200
GLSSPVTKSF NRGEC 215

F indicates non-natural amino acid p-azidomethyl-L-phenyalanine (pAMF)

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes dist
Intra-H (C23-C104) 23-97 150-206 ~ 267-327  373-431
23"-97" 150"-206" 267"-327" 373"-431"
Intra-L (C23-C104) 24'-89' 135-195'
24™-89" 135™M-195"
Inter-H-L (h 5-CL 126) 226-215' 226"-215"
Inter-H-H (h 11, h 14)  232-232" 235-235"

N-terminal methionine / Méthionine N-terminale / Metionina N-terminal

HVHMI.1: 1, 1"

L V-KAPPA ML.1: 1', 1"

No N-terminal methionine clipping (expressed in a cell-free expression system) / Pas d
coupure de la méthionine N-terminale (exprimé dans un systéme d'expression acellulair
Sin recorte de metionina N-terminal (expresado en un sistema de expresion libre de céli

Conjugation sites / Sites de conjugation / Posiciones de conjugacion

E: p-azidomethyl-L-phenyalanine (p)AMF) used as conjugation specific site /

E: p-azidométhyl-L-phényalanine (pAMF) utilisé comme site spécifique de conjugaisor
E: p-azidometil-L-fenialanina (pAMF) utilizada como sitio especifico de conjugacion
H CHI Y85.2>F: 186, 186"

H CH3 F85.2>F: 410, 410" CH,

%*HJUY

-0 ﬁi@

pregn-4-en-20-yn-3-one

prégn-4-én-20-yn-3-one
pregn-4-en-20-in-3-ona

C21H280
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ivarmacitinib (3aR,5s,6aS)-N-(3-methoxy-1,2,4-thiadiazol-5-yl)-5-
[methyl(7H-pyrrolo[2,3-d]pyrimidin-4-
yl)amino]hexahydrocyclopenta[c]pyrrole-2(1H)-carboxamide

ivarmacitinib (3aR,5s,6aS)-N-(3-méthoxy-1,2,4-thiadiazol-5-yl)-5-
[méthyl(7 H-pyrrolo[2,3-d]pyrimidin-4-
yl)amino]hexahydrocyclopenta[c]pyrrole-2(1H)-carboxamide

ivarmacitinib (3aR,5s,6aS)-5-[metil(7H-pirrolo[2,3-d]pirimidin-4-il)amino]-
N-(3-metoxi-1,2,4-tiadiazol-5-il)hexahidrociclopenta[c]pirrol-
2(1H)-carboxamida

C18H22NSOZS

izalontamab immunoglobulin G1-scFv_L-kappa dimer, anti-[Homo
sapiens EGFR (epidermal growth factor receptor, receptor
tyrosine-protein kinase erbB-1, ERBB1, HER1, HER-1,
ERBB)] and anti-[Homo sapiens ERBB3 (receptor
tyrosine-protein kinase erbB-3, HER3)], monoclonal
antibody, tetravalent, bispecific;
G1-scFv fused chain (1-702) [gamma1 heavy chain anti-
EGFR (1-448) [VH (Mus musculus IGHV2-2*03 (93.8%) -
(IGHD) -IGHJ3*01 (92.9%) A128>S (119), CDR-IMGT
[8.7.13] (26-33.51-57.96-108)) (1-119) -Homo sapiens
IGHG1*08p (100%), G1m3,1 (CH1 1103 (201), R120 (216)
(120-217), hinge 1-15 (218-232), CH2 (233-342), CH3 D12
(358), L14 (360) (343-447), CHS K2>del (448)) (120-448)]
-10-mer bis(tetraglycyl-seryl) linker (449-458) -scFv heavy-
lambda anti-ERBB3 (459-702) [VH (Homo sapiens IGHV3-
7*01 (91.8%) -(IGHD) -IGHJ2*01 (100%), CDR-IMGT
[8.8.11] (484-491.509-516.555-565)) (459-576) -15-mer
tris(tetraglycyl-seryl) linker (577-591) -V-LAMBDA (Homo
sapiens IGLV2-14*03 (93.9%) -IGLJ2*01 (83.3%) L124>V
(699), CDR-IMGT [9.3.11] (617-625.643-645.682-692))
(592-702)]], (222-214")-disulfide with kappa light chain anti-
EGFR (1'-214") [V-KAPPA (Mus musculus IGKV5-48*01
(95.8%) -IGKJ5*01 (100%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1'-107') -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimer (228-228":231-
231")-bisdisulfide, produced in Chinese hamster ovary
(CHO) cells, glycoform alfa

izalontamab immunoglobuline G1-scFv_L-kappa dimere, anti-[Homo
sapiens EGFR (récepteur du facteur de croissance
épidermique, récepteur tyrosine-protéine kinase erb-1,
ERBB1, HER1, HER-1, ERBB)), et anti-[Homo sapiens
ERBB3 (récepteur a activité tyrosine kinase erbB-3,
HERS3)], anticorps monoclonal, tétravalent, bispécifique;
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izalontamab

chaine lourde fusionnée G1-scFv (1-702) [gammat
anti-EGFR chimérique (1-448) [VH (Mus musculus
IGHV2-2*03 (93.8%) -(IGHD) -IGHJ3*01 (92.9%)
A128>S (119), CDR-IMGT [8.7.13] (26-33.51-57.96-
108)) (1-119) -Homo sapiens IGHG1*08p (100%),
G1m3,1 (CH1 1103 (201), R120 (216) (120-217),
charniére 1-15 (218-232), CH2 (233-342), CH3 D12
(358), L14 (360) (343-447), CHS K2>del (448)) (120-
448)] -10-mer bis(tétraglycyl-séryl) linker (449-458) -
scFv lourde-lambda anti-ERBB3 (459-702) [VH (Homo
sapiens IGHV3-7*01 (91.8%) -(IGHD) -IGHJ2*01
(100%), CDR-IMGT [8.8.11] (484-491.509-516.555-
565)) (459-576) -15-mer tris(tétraglycyl-séryl) linker
(577-591) -V-LAMBDA (Homo sapiens IGLV2-14*03
(93.9%) -IGLJ2*01 (83.3%) L124>V (699), CDR-IMGT
[9.3.11] (617-625.643-645.682-692)) (592-702)]], (222-
214")-disulfure avec la chaine légére kappa anti-EGFR
(1-214") [V-KAPPA (Mus musculus IGKV5-48*01
(95.8%) -IGKJ5*01 (100%), CDR-IMGT [6.3.9] (27-
32.50-52.89-97)) (1'-107") -Homo sapiens IGKC*01
(100%), Km3 A45.1 (153), V101 (191) (108'-214")];
dimere (228-228":231-231")-bisdisulfure, produit dans
des cellules ovariennes de hamster chinois (CHO),
glycoforme alfa

inmunoglobulina G1-scFv_L-kappa dimero, anti-{[Homo
sapiens EGFR (receptor del factor de crecimiento
epidérmico, receptor tirosina-proteina kinasa erb-1,
ERBB1, HER1, HER-1, ERBB)], y anti-[Homo sapiens
ERBB3 (receptor con actividad tirosina kinasa erbB-3,
HERS3)], anticuerpo monoclonal, tetravalente,
biespecifico;

cadena pesada fusionada G1-scFv (1-702) [gamma
anti-EGFR (1-448) [VH (Mus musculus IGHV2-2*03
(93.8%) -(IGHD) -IGHJ3*01 (92.9%) A128>S (119),
CDR-IMGT [8.7.13] (26-33.51-57.96-108)) (1-119) -
Homo sapiens IGHG1*08p (100%), G1m3,1 (CH1 1103
(201), R120 (216) (120-217), bisagra 1-15 (218-232),
CH2 (233-342), CH3 D12 (358), L14 (360) (343-447),
CHS K2>del (448)) (120-448)] -10-mer bis(tetraglicil-
seril) linker (449-458) -scFv pesado-lambda anti-
ERBB3 (459-702) [VH (Homo sapiens IGHV3-7*01
(91.8%) -(IGHD) -IGHJ2*01 (100%), CDR-IMGT
[8.8.11] (484-491.509-516.555-565)) (459-576) -15-
mer tris(tetraglicil-seril) linker (577-591) -V-LAMBDA
(Homo sapiens IGLV2-14*03 (93.9%) -IGLJ2*01
(83.3%) L124>V (699), CDR-IMGT [9.3.11] (617-
625.643-645.682-692)) (592-702)]], (222-214')-
disulfuro con la cadena ligera kappa anti-EGFR (1'-
214") [V-KAPPA (Mus musculus IGKV5-48*01 (95.8%)
-IGKJ5*01 (100%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1'-107') -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (153), V101 (191) (108'-214")]; dimero
(228-228":231-231")-bisdisulfuro, producido en las
células ovaricas de hamster chino (CHO), forma
glicosilada alfa
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Heavy chain / Chaine lourde / Cadena pesada (anti-EGFR, anti-ERBB3)

QVQLKQSGPG LVQPSQSLSI TCTVSGFSLT NYGVHWVRQS PGKGLEWLGV 50
IWSGGNTDYN TPFTSRLSIN KDNSKSQVFF KMNSLQSNDT AIYYCARALT 100
YYDYEFAYWG QGTLVTVSSA STKGPSVFPL APSSKSTSGG TAALGCLVKD 150
YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSVVTV PSSSLGTQTY 200
ICNVNHKPSN TKVDKRVEPK SCDKTHTCPP CPAPELLGGP SVFLFPPKPK 250
DTLMISRTPE VTCVVVDVSH EDPEVKFNWY VDGVEVHNAK TKPREEQYNS 300
TYRVVSVLTV LHQDWLNGKE YKCKVSNKAL PAPIEKTISK AKGQPREPQV 350
YTLPPSRDEL TKNQVSLTCL VKGFYPSDIA VEWESNGQPE NNYKTTPPVL 400
DSDGSFFLYS KLTVDKSRWQ QGNVFSCSVM HEALHNHYTQ KSLSLSPGGG 450
GGSGGGGSQV QLQESGGGLV KPGGSLRLSC AASGFTFSSY WMSWVRQAPG 500
KGLEWVANIN RDGSASYYVD SVKGRFTISR DDAKNSLYLQ MNSLRAEDTA 550
VYYCARDRGV GYFDLWGRGT LVTVSSGGGG SGGGGSGGGG SQSALTQPAS 600
VSGSPGQSIT ISCTGTSSDV GGYNFVSWYQ QHPGKAPKLM IYDVSDRPSG 650
VSDRFSGSKS GNTASLIISG LQADDEADYY CSSYGSSSTH VIFGGGTKVT 700
VL 702

Light chain / Chaine légére / Cadena ligera (anti-EGFR)

DILLTQSPVI LSVSPGERVS FSCRASQSIG TNIHWYQQRT NGSPRLLIKY 50
ASESISGIPS RFSGSGSGTD FTLSINSVES EDIADYYCQQ NNNWPTTFGA 100
GTKLELKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-95 146-202  263-323  369-427 480-554  613-681
22"-95" 146"-202" 263"-323" 369"-427" 480"-554" 613"-681"
Intra-L (C23-C104) 23'-88'  134-194'
23"-88™ 134"-194"
Inter-H-L (h 5-CL 126) 222-214' 222"-214"
Inter-H-H (h 11, h 14)  228-228" 231-231"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH QI > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H VH N97: 88, 838"

H CH2 N84.4: 299, 299"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

immunoglobulin G2-kappa, anti-[Canis lupus familiaris NGF (nerve
growth factor beta polypeptide, NGFB)], caninized monoclonal antibody;
gamma2 heavy chain caninized (1-453) [VH (Canis lupus familiaris
IGHV3-67*01 (82.7%) -(IGHD) -IGHJ4*01 (92.9%), CDR-IMGT [8.8.11]
(26-33.51-58.97-107)) (1-118) -Canis lupus familiaris IGHG2*02 (CH1
(119-215), hinge 1-19 (216-234), CH2 M1.3>A (238), L1.2>A (239),
G1>A (241) (235-344), CH3 (345-451), CHS (452-453)) (119-453)],
(133-213")-disulfide with kappa light chain caninized (1'-213") [V-KAPPA
(Canis lupus familiaris IGKV3-18*02 (85.7%) -IGKJ3*01 (100%), CDR-
IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107') -Canis lupus familiaris
IGKC*01 (100%) (108'-213")]; dimer (230-230":233-233")-bisdisulfide,
produced in Chinese hamster ovary (CHO) cells, cell line CHO-K1SV
lacking the glutamine synthetase (GS-KO) gene, glycoform alfa

immunoglobuline G2-kappa, anti-[Canis lupus familiaris NGF (facteur de
croissance du nerf polypeptide béta, NGFB)], anticorps monoclonal
caninisé;

chaine lourde gammaz2 caninisée (1-453) [VH (Canis lupus familiaris
IGHV3-67*01 (82.7%) -(IGHD) -IGHJ4*01 (92.9%), CDR-IMGT [8.8.11]
(26-33.51-58.97-107)) (1-118) -Canis lupus familiarislGHG2*02 (CH1
(119-215), charniere 1-19 (216-234), CH2 M1.3>A (238), L1.2>A (239),
G1>A (241) (235-344), CH3 (345-451), CHS (452-453)) (119-453)],
(133-213')-disulfure avec la chaine légere kappa caninisée (1'-213') [V-
KAPPA (Canis lupus familiaris IGKV3-18*02 (85.7%) -IGKJ3*01 (100%),
CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107") -Canis lupus familiaris
IGKC*01 (100%) (108'-213")]; dimére (230-230":233-233")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois (CHO), lignée
cellulaire CHO-K1SV ne présentant pas le géne de la glutamine
synthétase (GS-KO), glycoforme alfa
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inmunoglobulina G2-kappa, anti-[Canis lupus familiaris
NGF (factor de crecimiento del nervio polipéptio beta,
NGFB)], anticuerpo monoclonal caninizado;

cadena pesada gamma2 caninizada (1-453) [VH
(Canis lupus familiaris IGHV3-67*01 (82.7%) -(IGHD) -
IGHJ4*01 (92.9%), CDR-IMGT [8.8.11] (26-33.51-
58.97-107)) (1-118) -Canis lupus familiaris IGHG2*02
(CH1 (119-215), bisagra 1-19 (216-234), CH2 M1.3>A
(238), L1.2>A (239), G1>A (241) (235-344), CH3 (345-
451), CHS (452-453)) (119-453)], (133-213')-disulfuro
con la cadena ligera kappa caninizada (1'-213') [V-
KAPPA (Canis lupus familiaris IGKV3-18*02 (85.7%) -
IGKJ3*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-
97)) (1'-107") -Canis lupus familiaris IGKC*01 (100%)
(108'-213")]; dimero (230-230":233-233")-bisdisulfuro,
producido en las células ovaricas de hamster chino
(CHO), linea celular CHO-K1SV en ausencia del gen
glutamina sintetasa (GS-KO), forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGD LVKPGGSLRL SCVASGFTFS NYWMHWVRQA PGKGLQWVAR 50
IDPYGGGTKH NEKFKRRFTI SRDNAKNTLY LOMNSLRAED TAMYYCVRSG 100
YDYYFDVWGQ GTLVTVSSAS TTAPSVFPLA PSCGSTSGST VALACLVSGY 150
FPEPVTVSWN SGSLTSGVHT FPSVLQSSGL YSLSSMVTVP SSRWPSETFT 200
CNVAHPASKT KVDKPVPKRE NGRVPRPPDC PKCPAPEAAG APSVFIFPPK 250
PKDTLLIART PEVTCVVVDL DPEDPEVQIS WEFVDGKQMQT AKTQPREEQF 300
NGTYRVVSVL PIGHQDWLKG KQFTCKVNNK ALPSPIERTI SKARGQAHQP 350
SVYVLPPSRE ELSKNTVSLT CLIKDFFPPD IDVEWQSNGQ QEPESKYRTT 400
PPQLDEDGSY FLYSKLSVDK SRWQRGDTFI CAVMHEALHN HYTQESLSHS 450
PGK 453

Light chain / Chaine Iégére / Cadena ligera

EIVMTQSPAS LSLSQEEKVT ITCRASENIY SFLAWYQQKP GQAPKLLIYN 50
ANTLAEGVPS RFSGSGSGTD FSFTISSLEP EDVAVYYCQH HFGTPFTFGQ 100
GTKLEIKRND AQPAVYLFQP SPDQLHTGSA SVVCLLNSFY PKDINVKWKV 150
DGVIQDTGIQ ESVTEQDKDS TYSLSSTLTM SSTEYLSHEL YSCEITHKSL 200
PSTLIKSFQR SEC 213

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  145-201  265-325 371-431
22"-96" 145"-201" 265"-325" 371"-431"
Intra-L, (C23-C104) 23'-88' 134-193'
23"-88"™ 134"-193"
Inter-H-L (CHI 11-CL 126) 133-213' 133"-213"
Inter-H-H (h 15, h 19) 230-230" 233-233"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 301, 301"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi: ios lej ilad.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 453, 453"

tert-butyl 4-({1-[(4-chlorophenyl)methyl]-3-hydroxy-2-
oxo-1,2-dihydropyridin-4-yl}methyl)piperazine-1-
carboxylate

4-({1-[(4-chlorophényl)méthyl]-3-hydroxy-2-oxo-1,2-
dihydropyridin-4-yl}méthyl)pipérazine-1-carboxylate de
tert-butyle

4-({1-[(4-clorofenil)metil]-3-hidroxi-2-oxo-1,2-
dihidropiridin-4-il}metil)piperazina-1-carboxilato de
terc-butilo
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C22H2CIN;O4
CHj3

I X
OH /%0H3
cl X N

5-[7-(methanesulfonyl)-2-(morpholin-4-yl)-6,7-dihydro-
5H-pyrrolo[2,3-d]pyrimidin-4-yl]pyrimidin-2-amine

5-[7-(méthanesulfonyl)-2-(morpholin-4-yl)-6,7-dihydro-
5H-pyrrolo[2,3-d]pyrimidin-4-yl]pyrimidin-2-amine

5-[7-(metanosulfonil)-2-(morfolin-4-il)-6,7-dihidro-5H-
pirrolo[2,3-d]pirimidin-4-il]pirimidin-2-amina

C15H1oN703S

(3S)-N,N-bis(4-fluorophenyl)pyrrolidin-3-amine
(3S)-N,N-bis(4-fluorophényl)pyrrolidin-3-amine
(3S)-N,N-bis(4-fluorofenil)pirrolidin-3-amina

C16H16F2N2

recombinant, non-replicating adeno-associated virus
serotype 2 (AAV2) vector, in which the capsid contains
three tyrosine (Y) to phenylalanine (F) mutations
(AAV2tYF), encoding codon-optimised human retinitis
pigmentosa GTPase regulator (RPGR) isoform 6
(RPGR-ORF15), under control of the human G protein-
coupled receptor kinase 1 promoter, preceded by a
synthetic splice donor/splice acceptor, terminated with
the simian virus 40 (SV40) polyadenylation (polyA)
sequence, and flanked by AAV2 inverted terminal
repeats (ITRs).
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latikafusp

vecteur recombinant et non répliquant du virus adéno-associé
de sérotype 2 (AAV2), dont la capside présente trois mutations
de la tyrosine (Y) a la phénylalanine (F) (AAV2tYF), codant
pour l'isoforme 6 du régulateur de la GTPase de la rétinite
pigmentaire humaine (RPGR) aux codons optimisés (RPGR-
ORF15), sous le contréle du promoteur du récepteur de la
kinase 1 humain couplé a la protéine G, précédé d'un site
synthétique donneur/accepteur d'épissage, terminé par la
séquence polyadénylation (polyA) du virus simien 40 (SV40), et
flanqué de répétitions terminales inversées (ITR) d'/AAV2.

vector de virus adenoasociado recombinante de serotipo 2
(AAV2) no replicativo, en el que la capsida contiene tres
mutaciones de tirosina (Y) a fenilalanina (F) (AAV2tYF), que
codifica para la isoforma 6 del regulador GTPasa de la retinitis
pigmentosa (RPGR) humana (RPGR-ORF15), con codones
optimizados, bajo el control del promotor del receptor acoplado
a proteina G quinasa 1 humano, precedido por un
donante/aceptor de procesamiento sintéticos, terminado con

la secuencia poliadenilacion (polyA) del virus simio 40 (SV40) y
flanqueado por las repeticiones terminales invertidas (ITRs) del
AAV2.

human immunoglobulin G1-lambda, anti-(human programmed cell
death protein 1), with one gamma1 heavy chain (1-450, variant
R>C2%, N>G3%1V>C306 E>K®0, D>K*3, C-terminal K*' deleted)
fused at the C-terminus to a human interleukin 21 fragment (1-
133, 451-583 in the current sequence) variant (R®>E*®, R76>A526),
disulfide bridged to gamma1 heavy chain (1-451, variant R>C?%,
N>G3%01v>C3%, K>D%¥6, K>D*3), with each gamma1 chain
disulfide bridged to the same lambda light chain, non-
glycosylated, produced in Chinese hamster ovary (CHO) cells;
immunoglobulin G1-lambda, anti-[Homo sapiens PDCD1
(programmed cell death protein 1, PD1, PD-1, CD279)], Homo
sapiens monoclonal antibody derived from a transgenic mouse,
fused at the C-terminus of one of the heavy chains to a human
interleukin 21 fragment; gamma1 heavy chain Homo sapiens (1-
451) [VH (Homo sapiens IGHV3-20*04 (90.8%) -(IGHD) -
IGHJ5*02 (100%), CDR-Kabat [5.17.12] (31-35.50-66.99-110)),
(1-121) -Homo sapiens IGHG1*03 (CH1 R?'®>K (122-219), hinge
(220-234), CH2 R?%¢>C, N'>G, V*%>C (235-344), CH3 E30>K,
D*%>K (345-449), CHS K*'>del (450)) (122-450)], fused to
interleukin-21 (IL-21) (451-583) [R®>E*°, R7®>A%%]-mutant, (224-
213")-disulfide with lambda light chain Homo sapiens (1'-214') [V-
LAMBDA (Homo sapiens IGLV3-10*01 (95.8%) -IGLJ2*01
(100%), CDR-Kabat [11.7.11] (23-33.49-55.88-98)) (1'-108') -
Homo sapiens IGLC2*01 (100%) (109'-214")]; gamma1 heavy
chain Homo sapiens (1"-451") [VH (Homo sapiens IGHV3-20*04
(90.8%) -(IGHD) -IGHJ5*02 (100%), CDR-Kabat [5.17.12] (31-
35.50-66.99-110)) (1"-121") -Homo sapiens IGHG1*03 (CH1
R2'8>K (122"-219"), hinge (220"-234"), CH2 R*%>C, N*'>G,
\308>C (235"-344"), CH3 K3%>D, K*'3>D (345"-449"), CHS (450"-
451")) (122"-451")], (224"-213")-disulfide with lambda light chain
Homo sapiens (1"'-214") [V-LAMBDA (Homo sapiens IGLV3-
10*01 (95.8%) -IGLJ2*01 (100%) CDR-Kabat [11.7.11] (23-33.49-
55.88-98)) (1"-108") -Homo sapiens IGLC2*01 (100%) (109"-
214™)]; (230-230":233-233")-bisdisulfide, non-glycosylated,
produced in Chinese hamster ovary (CHO) cells
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immunoglobuline G1-lambda humaine, anti-(protéine 1 de mort cellulaire
programmée humaine), une chaine lourde y1 (1-450, variant R>C?%,
N>G301,V>C308, E>K360 D>K403 K451 C-terminal supprimé) fusionnée au C-terminal
avec un fragment d'interleukine 21 humaine (1-133, 451-583 dans la séquence
actuelle) variant (R®>E**, R76>A5%), attachée a la chaine lourde y1 par ponts
disulfure (1-451, variant R>C?%, N>G%1 v>C3% K>D3%, K>D*'%), avec chaque
chaine y1 attachée a la méme chaine légére A par des ponts disulfure, non
glycosylée, produite dans des cellules d'ovaire de hamster chinois (CHO);
immunoglobuline G1-lambda, anti-[Homo sapiens PDCD1 (mort cellulaire
programmée 1, PD1, PD-1, CD279)], anticorps monoclonal d'Homo sapiens dérivé
d'une souris transgénique, fusionné a l'extrémité C-terminale de I'une des chaines
lourdes a un fragment d'interleukine 21 humaine; chaine lourde gamma1 d'Homo
sapiens (1-451) [VH (Homo sapiens IGHV3-20*04 (90,8%) -(IGHD) -IGHJ5*02
(100%), CDR-Kabat [5.17.12] (31-35.50-66. 99-110)), (1-121) -Homo sapiens
IGHG1*03 (CH1 R?'8>K (122-219), charniére (220-234), CH2 R¥¢>C, N*'>G,
V306>C (235-344), CH3 E*>K, D*B>K (345-449), CHS K*'>del (450)) (122-450)],
fusionné a l'interleukine-21 (IL-21) (451-583) [R®>E*®, R76>A%%] -mutant, (224-
213")-disulfure avec la chaine légére lambda d'Homo sapiens (1'-214') [V-LAMBDA
(Homo sapiens IGLV3-10*01 (95. 8%) -IGLJ2*01 (100%), CDR-Kabat [11.7.11]
(23-33.49-55.88-98)) (1'-108') -Homo sapiens IGLC2*01 (100%) (109'-214")];
chaine lourde gamma1 d'Homo sapiens (1"-451") [VH (Homo sapiens IGHV3-
20*04 (90,8%) -(IGHD) -IGHJ5*02 (100%), CDR-Kabat [5.17.12] (31-35.50-66.99-
110)) (1"-121") -Homo sapiens IGHG1*03 (CH1 R218>K (122"-219"), charniére
(220"-234"), CH2 R?6>C, N3'>G, V308>C (235"-344"), CH3 K3%>D, K*3>D (345"-
449"), CHS (450"-451")) (122"-451")], (224"-213")-disulfure avec la chaine légére
lambda d'Homo sapiens (1"-214") [V-LAMBDA (Homo sapiens IGLV3-10*01 (95,8
%) -1GLJ2*01 (100 %) CDR-Kabat [11.7.11] (23-33.49-55.88-98)) (1"-108") -
Homo sapiens IGLC2*01 (100%) (109™-214")]; (230-230":233-233")-bis-disulfure,
non glycosylé, produite dans des cellules d'ovaire de hamster chinois (CHO)

inmunoglobulina humana G1-lambda, anti-(proteina humana 1 de muerte celular
programada), una cadena pesada y1 (1-450, variante R>C?%, N>G*',v>C30°,
E>K?30, D>K*%3, terminal C K**' eliminada) fusionada con el terminal C con el
fragmento de una interleukina 21 (1-133, 451-583 en la secuencia actual) variante
(R°>E*®, R76>A5%2%), unida al disulfuro a una cadena pesada y1 (1-451, variante
R>C26, N>G3%1 V>C306 K>D3%, K>D*'%), con cada cadena y1 unida al disulfuro a la
misma cadena ligera A, no glicosilada, producida en células ovaricas de hamster
chino (CHO);

inmunoglobulina G1-lambda, anti-[Homo sapiens PDCD1 (muerte celular
programada 1, PD1, PD-1, CD279)], Homo sapiens anticuerpo monoclonal
derivado de un ratén transgénico, fusionado en el terminal de una de las cadenas
pesada al fragmento humano de la interleukina 21; cadena pesada gamma1 Homo
sapiens (1-451) [VH (Homo sapiens IGHV3-20*04 (90.8%) -(IGHD) -IGHJ5*02
(100%), CDR-Kabat [5.17.12] (31-35.50-66.99-110)), (1-121) -Homo sapiens
IGHG1*03 (CH1 R?'8>K (122-219), bisagra (220-234), CH2 R?>C, N*'>G, V3%>C
(235-344), CH3 E*0>K, D*%>K (345-449), CHS K*'>del (450)) (122-450)],
fusionada a la interleukina-21 (IL-21) (451-583) [R°>E**®, R76>A5%%]-mutante, (224-
213")-disulfuro con la cadena ligera lambda Homo sapiens (1'-214") [V-LAMBDA
(Homo sapiens IGLV3-10*01 (95.8%) -IGLJ2*01 (100%), CDR-Kabat [11.7.11] (23-
33.49-55.88-98)) (1'-108') -Homo sapiens IGLC2*01 (100%) (109'-214")]; cadena
pesada gamma1 Homo sapiens (1"-451") [VH (Homo sapiens IGHV3-20*04
(90.8%) -(IGHD) -IGHJ5*02 (100%), CDR-Kabat [5.17.12] (31-35.50-66.99-110))
(1"-121") -Homo sapiens IGHG1*03 (CH1 R*8>K (122"-219"), bisagra (220"-234"),
CH2 R¥5>C, N¥1>G, V306>C (235"-344"), CH3 K*%>D, K*'3>D (345"-449"), CHS
(450"-451")) (122"-451")], (224"-213")-disulfuro con la cadena ligera lambda
Homo sapiens (1"-214") [V-LAMBDA (Homo sapiens IGLV3-10*01 (95.8%) -
IGLJ2*01 (100%) CDR-Kabat [11.7.11] (23-33.49-55.88-98)) (1"'-108") -Homo
sapiens IGLC2*01 (100%) (109"-214™)]; (230-230":233-233")-bisdisulfuro, no
glicosilada, producida en células ovaricas de hamster chino (CHO)
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Heavy chain x IL21 / Chaine lourde x IL21 / Cadena pesada x IL21

EVQLVESGGS VVRPGGSLRL SCAASGFTVD DYSMSWVRQV PGKGLEWVSG 50
INWNAGRTRY ADAVKGRFTI SRDSAKNSLY LQMNSLRAED TALYYCAREF 100
NNFESNWEDP WGQGTLVTVS SASTKGPSVF PLAPSSKSTS GGTAALGCLV 150
KDYFPEPVTV SWNSGALTSG VHTFPAVLQS SGLYSLSSVV TVPSSSLGTQ 200
TYICNVNHKP SNTKVDKKVE PKSCDKTHTC PPCPAPELLG GPSVFLFPPK 250
PKDTLMISRT PEVTCVVVDV SHEDPEVKEN WYVDGVEVHN AKTKPCEEQY 300
GSTYRCVSVL TVLHQDWLNG KEYKCKVSNK ALPAPIEKTI SKAKGQPREP 350
QVYTLPPSRK EMTKNQVSLT CLVKGFYPSD IAVEWESNGQ PENNYKTTPP 400
VLKSDGSFFL YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG 450
QGQODRHMIEM RQLIDIVDQL KNYVNDLVPE FLPAPEDVET NCEWSAFSCF 500
QKAQLKSANT GNNERIINVS IKKLKAKPPS TNAGRRQKHR LTCPSCDSYE 550
KKPPKEFLER FKSLLOKMIH QHLSSRTHGS EDS 583

Heavy chain / Chaine lourde / Cadena pesada (")

EVQLVESGGS VVRPGGSLRL SCAASGFTVD DYSMSWVRQV PGKGLEWVSG 50
INWNAGRTRY ADAVKGRFTI SRDSAKNSLY LOMNSLRAED TALYYCAREF 100
NNFESNWEDP WGQGTLVTVS SASTKGPSVFEF PLAPSSKSTS GGTAALGCLV 150
KDYFPEPVTV SWNSGALTSG VHTFPAVLQS SGLYSLSSVV TVPSSSLGTQ 200
TYICNVNHKP SNTKVDKKVE PKSCDKTHTC PPCPAPELLG GPSVFLFPPK 250
PKDTLMISRT PEVTCVVVDV SHEDPEVKEN WYVDGVEVHN AKTKPEEEQY 300
GSTYRCVSVL TVLHQDWLNG KEYKCKVSNK ALPAPIEKTI SKAKGQPREP 350
QVYTLPPSRE EMTKNQVSLT CLVKGFYPSD IAVEWESNGQ PENNYDTTPP 400
VLDSDGSFFL YSDLTVDKSR WQQGNVEFSCS VMHEALHNHY TQKSLSLSPG 450
K 451

Light chain / Chaine légére / Cadena ligera

SYELTQPPSV SVSPGQTARI TCSGDALPKK YAYWYQQKPG QAPVLVISED 50
AKRPSGIPER FSGSSSGTMA TLTISGAQVE DEADYYCYST DASGNHRVEG 100
GGTKLTVLGQ PKAAPSVTLF PPSSEELQAN KATLVCLISD FYPGAVTVAW 150
KADSSPVKAG VETTTPSKQS NNKYAASSYL SLTPEQWKSH RSYSCQVTHE 200
GSTVEKTVAP TECS 214

Mutation / Mutation / Mutacion

R218,R218">K, R296,R296">C, N301,N301">G, V306,V306">C;
E360 >K, D403 >K, K451>del, R459>E, R526>A;

K396">D, K413">D;

$39',39">p, S51',51">A, $92',92">A

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H 2296 148-204 265-325 296-306 371-429
22"-96" 148"-204" 265"-325" 296"-306" 371"-429"
Intra-IL21  492-543 499-546 (predicted)
Intra-L 22'-87"  136-195'
22"-87™ 136M-195"
Inter-H-L  224-213' 224"-213"
Inter-H-H  230-230" 233-233"
N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion
none / aucun / ninguna (N301,N301">G; N518 not glycosylated)
C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: K451"

autologous CD34+ cells obtained by apheresis from
mobilised peripheral blood of patients who received a prior
hematopoietic stem cell transplant, transduced ex vivo with
a self-inactivating lentiviral vector, encoding codon-
optimized human interleukin-2 receptor subunit gamma
(IL2RG) also known as common gamma chain (ys), driven
by a short version of the EF1a promoter. The vector
contains human immunodeficiency virus (HIV) central
polypurine tract sequences, the HIV Rev response
element (RRE) and is flanked by HIV long terminal
repeats. The vector also contains a 400 bp insulator
fragment from the chicken B-globin locus inserted into the
deleted U3 region of the HIV long terminal repeat followed
by a polyadenylation sequence derived from the rabbit 8-
globin gene. The vector is pseudotyped with the envelope
glycoprotein (G) of vesicular stomatitis virus (VSV).

The suspension is enriched for CD34+ cells using
magnetic bead separation. The cells are overnight cultured
in media containing human serum albumin (1%), human
stem cell factor (SCF), human thrombopoietin protein
(TPO), and human FIt3 ligand (FIt3L) prior to vector
transduction.
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cellules CD34+ autologues obtenues par aphérése a
partir de sang périphérique mobilisé de patients ayant
déja recu une greffe de cellules souches
hématopoiétiques, transduites ex vivo avec un vecteur
lentiviral auto-inactivant, codant la sous-unité gamma
du récepteur de l'interleukine-2 (IL2RG) humaine aux
codons optimisés, également connue sous le nom de
chaine gamma commune (y.), dirigée par une version
courte du promoteur EF1a. Le vecteur contient des
séquences du tractus polypurine central du virus de
I'immunodéficience humaine (VIH), I'élément de
réponse Rev (RRE) du VIH et est flanqué de longues
répétitions terminales du VIH. Le vecteur contient
également un fragment isolateur de 400 pb du locus
de la B-globine de poulet inséré a la place de la région
U3 supprimée de la longue répétition terminale du VIH,
suivi d'une séquence de polyadénylation dérivée du
géne de la B-globine de lapin. Le vecteur est
pseudotypé avec la glycoprotéine de I'enveloppe (G)
du virus de la stomatite vésiculaire (VSV).

La suspension est enrichie en cellules CD34+ utilisant
la séparation par billes magnétiques. Les cellules sont
cultivées pendant une nuit dans du milieu contenant
de l'albumine sérique humaine (1 %), du facteur de
cellules souches humain (SCF), de la protéine
thrombopoiétine humaine (TPO) et du ligand FIt3
humain (FIt3L) avant la transduction du vecteur.

células CD34+ autdlogas obtenidas a partir de células
movilizadas en sangre periférica mediante aféresis de
pacientes que recibieron previamente un trasplante de
células madre hematopoyeéticas, transducidas ex vivo
con un vector lentiviral auto inactivante, que codifica
para la subunidad gamma del receptor de
interleuquina 2 (IL2RG) humano, también conocido
como la cadena gamma comun (y.), con codones
optimizados, dirigido por una version corta del
promotor EF1a. El vector contiene secuencias del
tracto de poli-purina central del virus de la
inmunodeficiencia humana (VIH), el elemento de
respuesta Rev (RRE) del VIH y esta flanqueado por
repeticiones terminales largas del VIH. El vector
también contiene un fragmento aislante de 400 pares
de bases del locus de la B-globina de pollo insertado
en la regién delecionada U3 de la repeticion terminal
larga del VIH seguido de una secuencia de
poliadenilacion derivada del gen de la B-globina de
conejo. El vector esta seudotipado con la glicoproteina
de la envuelta (G) del virus de la estomatitis vesicular
(VSV).

La suspension se enriquece en células CD34+
mediante separacion con bolas magnéticas. Las
células se incuban una noche en medio que contiene
albumina sérica humana (1%), factor de células madre
humano (SCF), proteina trombopoyetina humana
(TPO) y ligando FIt3 humano (FIt3L) antes de la
transduccion con el vector.
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lesabelimab

lésabélimab

lesabelimab

immunoglobulin G1-kappa, anti-[Homo sapiens CD274
(programmed death ligand 1, PDL1, PD-L1, B7
homolog 1, B7H1)], monoclonal antibody;

gamma heavy chain (1-448) [VH (Homo sapiens
IGHV3-66*01 (79.8%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.7.10] (26-33.51-57.98-107)) (1-118) -
Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1
K120 (215) (119-216), hinge 1-15 (217-231), CH2
(232-341), CH3 D12 (357), L14 (359) (342-446), CHS
(447-448)) (119-448)], (221-216")-disulfide with kappa
light chain (1'-216") [V-KAPPA (Homo sapiens IGKV1-
39*01 (92.6%) -IGKJ1*01 (91.7%), CDR-IMGT [6.3.11]
(27-32.50-52.89-99)) (1'-109') -Homo sapiens IGKC*01
(100%), Km3 A45.1 (155), V101 (193) (110'-216")];
dimer (227-227":230-230")-bisdisulfide, produced in
Chinese hamster ovary (CHO) cells, cell line CHO-K1,
glycoform alfa

immunoglobuline G1-kappa, anti-[Homo sapiens
CD274 (ligand 1 de mort programmée, PDL1, PD-L1,
homologue 1 de B7, B7H1)], anticorps monoclonal;
chaine lourde gamma1 (1-448) [VH (Homo sapiens
IGHV3-66*01 (79.8%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.7.10] (26-33.51-57.98-107)) (1-118) -
Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1
K120 (215) (119-216), charniere 1-15 (217-231), CH2
(232-341), CH3 D12 (357), L14 (359) (342-446), CHS
(447-448)) (119-448)], (221-216")-disulfure avec la
chaine légere kappa (1'-216") [V-KAPPA (Homo
sapiens IGKV1-39*01 (92.6%) -IGKJ1*01 (91.7%),
CDR-IMGT [6.3.11] (27-32.50-52.89-99)) (1'-109') -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (155),
V101 (193) (110'-216")]; dimére (227-227":230-230")-
bisdisulfure, produit dans des cellules ovariennes de
hamster chinois (CHO), lignée cellulaire CHO-K1,
glycoforme alfa

inmunoglobulina G1-kappa, anti-[Homo sapiens
CD274 (ligando 1 de muerte programada, PDL1, PD-
L1, homdlogo 1 de B7, B7H1)], anticuerpo monoclonal;
cadena pesada gamma1 (1-448) [VH (Homo sapiens
IGHV3-66*01 (79.8%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.7.10] (26-33.51-57.98-107)) (1-118) -
Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1
K120 (215) (119-216), bisagra 1-15 (217-231), CH2
(232-341), CH3 D12 (357), L14 (359) (342-446), CHS
(447-448)) (119-448)], (221-216'")-disulfuro con la
cadena ligera kappa (1'-216') [V-KAPPA (Homo
sapiens IGKV1-39*01 (92.6%) -IGKJ1*01 (91.7%),
CDR-IMGT [6.3.11] (27-32.50-52.89-99)) (1'-109') -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (155),
V101 (193) (110'-216")]; dimero (227-227":230-230")-
bisdisulfuro, producido en las células ovaricas de
hamster chino (CHO), linea celular CHO-K1, forma
glicosilada alfa
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Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGG LVQPGGSLRL SCAASGYSIS SGYYWGWIRQ APGKGLEWIG 50
IIYPSGGGTN YAQKFQGRVT ISRDNSKNTL YLQLNSLRAE DTAVYYCARG 100
GGLGFDYWGQ GTLVTVSSAS TKGPSVFPLA PSSKSTSGGT AALGCLVKDY 150
FPEPVTVSWN SGALTSGVHT FPAVLQSSGL YSLSSVVTVP SSSLGTQTYI 200
CNVNHKPSNT KVDKKVEPKS CDKTHTCPPC PAPELLGGPS VFLFPPKPKD 250
TLMISRTPEV TCVVVDVSHE DPEVKFNWYV DGVEVHNAKT KPREEQYNST 300
YRVVSVLTVL HQDWLNGKEY KCKVSNKALP APIEKTISKA KGQPREPQVY 350
TLPPSRDELT KNQVSLTCLV KGFYPSDIAV EWESNGQPEN NYKTTPPVLD 400
SDGSFFLYSK LTVDKSRWQQ GNVFSCSVMH EALHNHYTQK SLSLSPGK 448

Light chain / Chaine 1égére / Cadena ligera

DIQLTQSPSS LSASVGDRVT ITCRASQSIP SFLNWYQQKP GKAPKLLIYA 50
ASSLQSGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQH YISWPRQFTF 100
GQGTKVEIKR TVAAPSVFIF PPSDEQLKSG TASVVCLLNN FYPREAKVQW 150
KVDNALQSGN SQESVTEQDS KDSTYSLSST LTLSKADYEK HKVYACEVTH 200
QGLSSPVTKS FNRGEC 216

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-97 145201  262-322 368-426
22"-97" 145"-201" 262"-322" 368"-426"
Intra-L (C23-C104) 23'-88' 136-196"
23"-88"™ 136"-196"
Inter-H-L (h 5-CL 126) 221-216' 221"-216"
Inter-H-H (h 11, h 14)  227-227" 230-230"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 298, 298"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi ios complejos fucosilad

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 448, 448"

5-[2-(8-{[(2,6-dimethylphenyl)methyl]amino}-2,3-
dimethylimidazo[1,2-a]pyridine-6-carboxamido)ethoxy]-
5-oxopentanoic acid

acide 5-[2-(8-{[(2,6-diméthylphényl)méthyllamino}-2,3-
diméthylimidazo[1,2-a]pyridine-6-carboxamido)éthoxy]-
5-oxopentanoique

acido 5-[2-(8-{[(2,6-dimetilfenil)metillamino}-2,3-
dimetilimidazo[1,2-a]piridina-6-carboxamido)etoxi]-5-
oxopentanoico

CZGH32N405
HsCHcHa
CH NN o
’ |
H
o)
CHs

3-[(8aS)-7-{[(6S)-5-(ethoxycarbonyl)-6-(3-fluoro-2-
methylphenyl)-2-(1,3-thiazol-2-yl)-1,6-dihydropyrimidin-
4-yllmethyl}-3-oxohexahydroimidazo[1,5-a]pyrazin-
2(3H)-yl]-2,2-dimethylpropanoic acid

acide 3-[(8aS)-7-{[(6S)-5-(éthoxycarbonyl)-6-(3-fluoro-
2-méthylphényl)-2-(1,3-thiazol-2-yl)-1,6-
dihydropyrimidin-4-yljméthyl}-3-
oxohexahydroimidazo[1,5-a]pyrazin-2(3H)-yl]-2,2-
diméthylpropanoique
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linvencorvir

linvoseltamab

linvoseltamab

acido 3-[(8aS)-7-{[(6S)-5-(etoxicarbonil)-6-(3-fluoro-2-
metilfenil)-2-(1,3-tiazol-2-il)-1,6-dihidropirimidin-4-iljmetil }-
3-oxohexahidroimidazo[1,5-a]pirazin-2(3H)-il]-2,2-
dimetilpropanoico

Ca9H3sFNsOsS

immunoglobulin G4-kappa, anti-[Homo sapiens
TNFRSF17 (TNF receptor superfamily member 17, tumor
necrosis factor receptor superfamily, member 17, B cell
maturation antigen, BCMA, BCM, TNFRSF13A, CD269)]
and anti-[Homo sapiens CD3E (CD3 epsilon, Leu-4)],
Homo sapiens monoclonal antibody;

gamma4 heavy chain anti-TNFRSF17 Homo sapiens (1-
451) [VH (Homo sapiens IGHV3-7*01 (93.9%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.18] (26-33.51-58.97-
114)) (1-125)-Homo sapiens IGHG4*01, G4v5 h P10,
G4v7 CH2 del 1.4, P1.3, V1.2, A1.1 (G2-like) (CH1 (126-
223), hinge 1-12 S10>P (233) (224-235), CH2
‘E1.4,F1.3'>P1.3 (238), L1.2>V (239), G1.1>A (240) (236-
344), CH3 (345-449), CHS (450-451)) (126-451)], (139-
215")-disulfide with kappa light chain Homo sapiens (1'-
215") [V-KAPPA (Homo sapiens IGKV1-39*01 (100%) -
IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-32.50-52.89-
98)) (1'-108") -Homo sapiens IGKC*01 (100%), Km3 A45.1
(154), V101 (192) (109'-215")];

gamma4 heavy chain anti-CD3E Homo sapiens (1"-450")
[VH (Homo sapiens IGHV3-9*01 (98.0%) -(IGHD) -
IGHJ1*01 (90.9%) L123>T (119), CDR-IMGT [8.8.17] (26-
33.51-58.97-113)) (1"-124") -Homo sapiens IGHG4*01,
G4v5 h P10, G4v8 CH3 R115, F116, P125 (CH1 (125"-
222"), hinge 1-12 S10>P (232) (223"-239"), CH2 (240"-
343"), CH3 H115>R (438), Y116>F (439), L125>P (448)
(G3-like) (344"-448"), CHS (449"-450")) (125"-450")],
(138"-215")-disulfide with kappa light chain Homo sapiens
(1"-215") [V-KAPPA (Homo sapiens IGKV1-39*01 (100%)
-IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-32.50-52.89-
98)) (1""-108") -Homo sapiens IGKC*01 (100%), Km3
A45.1 (154), V101 (192) (109™-215")]; dimer (231-
230":234-233")-bisdisulfide, produced in Chinese hamster
ovary (CHO) cells, glycoform alfa

immunoglobuline G4-kappa, anti-[Homo sapiens
TNFRSF17 (membre 17 de la superfamille des récepteurs
du TNF, membre 17 de la superfamille des récepteurs du
facteur de nécrose tumorale, antigéne de maturation de
cellule B, BCMA, BCM, TNFRSF13A, CD269)] et anti-
[Homo sapiens CD3E (CD3 epsilon, Leu-4)], anticorps
monoclonal Homo sapiens;



linvoseltamab
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chaine lourde gamma4 anti-TNFRSF17 Homo sapiens (1-451)
[VH (Homo sapiens IGHV3-7*01 (93.9%) -(IGHD) -IGHJ4*01
(100%), CDR-IMGT [8.8.18] (26-33.51-58.97-114)) (1-125)-
Homo sapiens IGHG4*01, G4v5 h P10, G4v7 CH2 del 1.4, P1.3,
V1.2, A1.1 (G2-like) (CH1 (126-223), charniére 1-12 S10>P
(233) (224-235), CH2 ‘E1.4,F1.3'>P1.3 (238), L1.2>V (239),
G1.1>A (240) (236-344), CH3 (345-449), CHS (450-451)) (126-
451)], (139-215")-disulfure avec la chaine légére kappa Homo
sapiens (1'-215") [V-KAPPA (Homo sapiens IGKV1-39*01
(100%) -IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-32.50-52.89-
98)) (1'-108') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (154),
V101 (192) (109'-215")];

chaine lourde gamma4 anti-CD3E Homo sapiens (1"-450") [VH
(Homo sapiens IGHV3-9*01 (98.0%) -(IGHD) -IGHJ1*01 (90.9%)
L123>T (119), CDR-IMGT [8.8.17] (26-33.51-58.97-113)) (1"-
124") -Homo sapiens IGHG4*01, G4v5 h P10, G4v8 CH3 R115,
F116, P125 (CH1 (125"-222"), charniére 1-17 S10>P (232)
(223"-239"), CH2 (240"-343"), CH3 H115>R (438), Y116>F
(439), L125>P (448) (G3-like) (344"-448"), CHS (449"-450"))
(125"-450")], (138"-215")-disulfure avec la chaine légére kappa
Homo sapiens (1"-215") [V-KAPPA (Homo sapiens IGKV1-
39*01 (100%) -IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-32.50-
52.89-98)) (1""-108™) -Homo sapiens IGKC*01 (100%), Km3
A45.1 (154), V101 (192) (109"-215")]; dimére (231-230":234-
233")-bisdisulfure, produit dans des cellules ovariennes de
hamster chinois (CHO), glycoforme alfa

inmunoglobulina G4-kappa, anti-[Homo sapiens TNFRSF17
(miembro 17 de la superfamilia de los receptores del TNF,
miembro 17 de la superfamilia de los receptores del factor de
necrosis tumoral, antigeno de maduracion de célula B, BCMA,
BCM, TNFRSF13A, CD269)] y anti-[Homo sapiens CD3E (CD3
épsilon, Leu-4)], anticuerpo monoclonal Homo sapiens;

cadena pesada gamma4 anti-TNFRSF17 Homo sapiens (1-451)
[VH (Homo sapiens IGHV3-7*01 (93.9%) -(IGHD) -IGHJ4*01
(100%), CDR-IMGT [8.8.18] (26-33.51-58.97-114)) (1-125)-
Homo sapiens IGHG4*01, G4v5 h P10, G4v7 CH2 del 1.4, P1.3,
V1.2, A1.1 (G2-like) (CH1 (126-223), bisagra 1-12 S10>P (233)
(224-235), CH2 ‘E1.4,F1.3'>P1.3 (238), L1.2>V (239), G1.1>A
(240) (236-344), CH3 (345-449), CHS (450-451)) (126-451)],
(139-215")-disulfuro con la cadena ligera kappa Homo sapiens
(1'-215") [V-KAPPA (Homo sapiens IGKV1-39*01 (100%) -
IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-32.50-52.89-98)) (1'-
108') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (154), V101
(192) (109'-215")];

cadena pesada gamma4 anti-CD3E Homo sapiens (1"-450") [VH
(Homo sapiens IGHV3-9*01 (98.0%) -(IGHD) -IGHJ1*01 (90.9%)
L123>T (119), CDR-IMGT [8.8.17] (26-33.51-58.97-113)) (1"-
124") -Homo sapiens IGHG4*01, G4v5 h P10, G4v8 CH3 R115,
F116, P125 (CH1 (125"-222"), bisagra 1-17 S10>P (232) (223"-
239"), CH2 (240"-343"), CH3 H115>R (438), Y116>F (439),
L125>P (448) (G3-like) (344"-448"), CHS (449"-450")) (125"-
450")], (138"-215")-disulfuro con la cadena ligera kappa Homo
sapiens (1"-215") [V-KAPPA (Homo sapiens IGKV1-39*01
(100%) -IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-32.50-52.89-
98)) (1""-108") -Homo sapiens IGKC*01 (100%), Km3 A45.1
(154), V101 (192) (109™-215")]; dimero (231-230":234-233")-
bisdisulfuro, producido en las células ovaricas de hamster chino
(CHO), forma glicosilada alfa



Recommended INN: List 88

litifilimab

litifilimab

Heavy chain / Chaine lourde / Cadena pesada (anti-TNFRSF17)

EVQLVESGGG LVQPGGSLRL SCAASGFTFS NFWMTWVRQA PGKGLEWVAN 50
MNQDGSEKYY VDSVKGRFTI SRDNAKSSLY LOMNSLRAED TAVYYCARDR 100
EYCISTSCYD DFDYWGQGTL VTVSSASTKG PSVFPLAPCS RSTSESTAAL 150
GCLVKDYFPE PVTVSWNSGA LTSGVHTFPA VLQSSGLYSL SSVVTVPSSS 200
LGTKTYTCNV DHKPSNTKVD KRVESKYGPP CPPCPAPPVA GPSVFLFPPK 250
PKDTLMISRT PEVTCVVVDV SQEDPEVQFN WYVDGVEVHN AKTKPREEQF 300
NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK GLPSSIEKTI SKAKGQPREP 350
QVYTLPPSQE EMTKNQVSLT CLVKGFYPSD IAVEWESNGQ PENNYKTTPP 400
VLDSDGSFFL YSRLTVDKSR WQEGNVFSCS VMHEALHNHY TQKSLSLSLG 450
K 451

Heavy chain / Chaine lourde / Cadena pesada (anti-CD3E)

EVQLVESGGG LVQPGRSLRL SCAASGFTFD DYSMHWVRQA PGKGLEWVSG 50
ISWNSGSKGY ADSVKGRFTI SRDNAKNSLY LOMNSLRAED TALYYCAKYG 100
SGYGKFYHYG LDVWGQGTTV TVSSASTKGP SVFPLAPCSR STSESTAALG 150
CLVKDYFPEP VTVSWNSGAL TSGVHTFPAV LQSSGLYSLS SVVTVPSSSL 200
GTKTYTCNVD HKPSNTKVDK RVESKYGPPC PPCPAPPVAG PSVFLFPPKP 250
KDTLMISRTP EVTCVVVDVS QEDPEVQFNW YVDGVEVHNA KTKPREEQFN 300
STYRVVSVLT VLHQDWLNGK EYKCKVSNKG LPSSIEKTIS KAKGQPREPQ 350
VYTLPPSQEE MTKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV 400
LDSDGSFFLY SRLTVDKSRW QEGNVFSCSV MHEALHNRFT QKSLSLSPGK 450

Light chain / Chaine légere / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA 50
ASSLQSGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPPITFG 100
QGTRLEIKRT VAAPSVFIFP PSDEQLKSGT ASVVCLLNNF YPREAKVQWK 150
VDNALQSGNS QESVTEQDSK DSTYSLSSTL TLSKADYEKH KVYACEVTHQ 200
GLSSPVTKSF NRGEC 215

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  152-208  265-325  371-429

22"-96" 151"-207" 264"-324" 370"-428"
(intra CDR3 111-112.1) 103-108 103"-108"
Intra-L (C23-C104) 23'-88'  135-195'

23"-88" 135"-195"

Inter-H-L (CHI1 10-CL 126) 139-215' 138"-215"
Inter-H-H (h 8, h 11) 231-230" 234-233"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 301, 300"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 451, 450"

immunoglobulin G1-kappa, anti-[Homo sapiens CLEC4C (C-type lectin domain
family 4 member C, CLECSF11, CLECSF7, CD303)], humanized monoclonal
antibody;

gamma1 heavy chain humanized (1-451) [VH (Homo sapiens IGHV3-21*01
(85.7%) -(IGHD) -IGHJ5*01 (86.7%), CDR-IMGT [8.8.14] (26-33.51-58.98-111))
(1-122) -Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1 K120 (219) (123-
220), hinge 1-15 (221-235), CH2 (236-345), CH3 D12 (361), L14 (363) (346-
450), CHS K2>del (451)) (123-451)], (225-218")-disulfide with kappa light chain
humanized (1'-218") [V-KAPPA (Homo sapiens IGKV1-39*01 (84.8%) -IGKJ1*01
(100%), CDR-IMGT [10.3.9] (27-36.54-56.93-101)) (1'-111') -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (157), V101 (195) (112'-218")]; dimer (231-
231":234-234")-bisdisulfide, produced in Chinese hamster ovary (CHO) cells,
cell line CHO-DG44, glycoform alfa

immunoglobuline G1-kappa, anti-[Homo sapiens CLEC4C (membre C du
domaine de la famille 4 lectine de type C, CLECSF11, CLECSF7, CD303)],
anticorps monoclonal humanisé;

chaine lourde gamma1 humanisée (1-451) [VH (Homo sapiens IGHV3-21*01
(85.7%) -(IGHD) -IGHJ5*01 (86.7%), CDR-IMGT [8.8.14] (26-33.51-58.98-111))
(1-122) -Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1 K120 (219) (123-
220), charniére 1-15 (221-235), CH2 (236-345), CH3 D12 (361), L14 (363) (346-
450), CHS K2>del (451)) (123-451)], (225-218")-disulfure avec la chaine légére
kappa humanisée (1'-218") [V-KAPPA (Homo sapiens IGKV1-39*01 (84.8%) -
IGKJ1*01 (100%), CDR-IMGT [10.3.9] (27-36.54-56.93-101)) (1'-111') -Homo
sapiens IGKC*01 (100%), Km3 A45.1 (157), V101 (195) (112'-218")]; dimere
(231-231":234-234")-bisdisulfure, produit dans des cellules ovariennes de
hamster chinois (CHO), lignée cellulaire CHO-DG44, glycoforme alfa
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inmunoglobulina G1-kappa, anti-[Homo sapiens
CLEC4C (miembro C del dominio de la familia 4
lectina de tipo C, CLECSF11, CLECSF7, CD303)],
anticuerpo monoclonal humanizado;

cadena pesada gamma1 humanizada (1-451) [VH
(Homo sapiens IGHV3-21*01 (85.7%) -(IGHD) -
IGHJ5*01 (86.7%), CDR-IMGT [8.8.14] (26-33.51-
58.98-111)) (1-122) -Homo sapiens IGHG1*01 (100%),
G1m17,1 (CH1 K120 (219) (123-220), bisagra 1-15
(221-235), CH2 (236-345), CH3 D12 (361), L14 (363)
(346-450), CHS K2>del (451)) (123-451)], (225-218')-
disulfuro con la cadena ligera kappa humanizada (1'-
218'") [V-KAPPA (Homo sapiens IGKV1-39*01 (84.8%)
-IGKJ1*01 (100%), CDR-IMGT [10.3.9] (27-36.54-
56.93-101)) (1'-111") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (157), V101 (195) (112'-218")]; dimero
(231-231":234-234")-bisdisulfuro, producido en las
células ovaricas de hamster chino (CHO), linea celular
CHO-DG44, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

DVQLVESGGG LVKPGGSLRL SCAASGFTFS TYTMSWVRQA PGKGLEWVAT 50
ISPGDSFGYY YPDSVQGRFT ISRDNAKNSL YLOMNSLRAE DTAVYYCTRD 100
IYYNYGAWFA YWGQGTLVTV SSASTKGPSV FPLAPSSKST SGGTAALGCL 150
VKDYFPEPVT VSWNSGALTS GVHTFPAVLQ SSGLYSLSSV VIVPSSSLGT 200
QTYICNVNHK PSNTKVDKKV EPKSCDKTHT CPPCPAPELL GGPSVFLFPP 250
KPKDTLMISR TPEVTCVVVD VSHEDPEVKF NWYVDGVEVH NAKTKPREEQ 300
YNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KALPAPIEKT ISKAKGQPRE 350
PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP 400
PVLDSDGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTQKSLSLSP 450
G 451

Light chain / Chaine légére / Cadena ligera

DIQLTQSPSS LSASVGDRVT ITCKASQSVD YDGDSYMNWY QQKPGKAPKL 50
LIYAASTLES GVPSRFSGSG SGTDFTLTIS SLQPEDFATY YCQQANEDPR 100
TFGQGTKVEI KRTVAAPSVF IFPPSDEQLK SGTASVVCLL NNFYPREAKV 150
QWKVDNALQS GNSQESVTEQ DSKDSTYSLS STLTLSKADY EKHKVYACEV 200
THQGLSSPVT KSENRGEC 218

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-97  149-205  266-326  372-430
22"-97" 149"-205" 266"-326" 372"-430"
Intra-L (C23-C104) 23'-92'  138-198"
23"-92" 138"-198"
Inter-H-L (h 5-CL 126) 225-218' 225"-218"
Inter-H-H (h 11, h 14)  231-231" 234-234"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 302, 302"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

a recombinant, non-replicating adeno-associated virus
serotype rh.10 (rAAVrh.10) vector encoding human (8-
galactosidase (GLB1), under control of the synthetic
CAG promoter (CMV immediate-early
enhancer/chicken B-actin (CB) promoter, chicken -
actin exon, chicken B-actin intron, rabbit B-globin
intron, rabbit B-globin exon), terminated with a human
growth hormone 1 (GH1) polyadenylation (polyA)
sequence, and flanked by adeno-associated virus
serotype 2 (AAV2) inverted terminal repeats (ITRs).
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lixmabégageéne relduparvovec

lixmabegagén relduparvovec

luveltamab tazevibulin

un vecteur recombinant et non réplicant du virus adéno-
associé de sérotype rh.10 (rAAVrh.10 ) codant la -
galactosidase humaine (GLB1), sous le contréle du
promoteur synthétique CAG (activateur immédiat précoce
du CMV/promoteur de la B-actine de poulet (CB), exon
de la B-actine de poulet, intron de la B-actine de poulet,
intron de la B-globine de lapin, exon de la B-globine de
lapin), terminé par une séquence polyadénylation (polyA)
de I'hormone de croissance humaine 1 (GH1), et flanqué
de répétitions terminales inversées (ITRs) du virus
adéno-associé de sérotype 2 (AAV2).

un vector de virus adenoasociado recombinante de
serotipo rh.10 (rAAVrh.10) no replicativo, que codifica
para la B-galactosidasa (GLB1) humana bajo el control
del promotor sintético CAG (potenciador inmediato-
temprano de CMV/promotor de la B-actina (CB) de pollo,
exon de la B-actina de pollo, intrén de la B-actina de
pollo, intron de la B-globina de conejo, exén de la B-
globina de conejo), terminado con una secuencia
poliadenilaciéon (polyA) de la hormona de crecimiento 1
(GH1) humana y flanqueado por las secuencias
terminales invertidas (ITRs) del virus adenoasociado de
serotipo 2 (AAV2).

immunoglobulin G1-kappa, anti-[Homo sapiens FOLR1
(folate receptor 1, folate receptor alpha, FR-alpha, adult
folate-binding protein, FBP, ovarian tumor-associated
antigen MOv18)], humanized monoclonal antibody,
conjugated on four modified phenylalanine residues via a
cleavable valyl-citrullyl linker with a hemiasterlin
analogue;

gamma heavy chain humanized (1-455) [VH (Homo
sapiens IGHV3-66*01 (79.6%) -(IGHD) -IGHJ4*01
(93.3%), CDR-IMGT [8.8.17] (27-34.52-59.98-114)) (1-
125) -Homo sapiens IGHG1*03v, G1m3>G1m17, nG1m1
(CH1 Y85.2>F (pAMF) (188), R120>K (222) (126-223),
hinge 1-15 (224-238), CH2 (239-348), CH3 E12 (364),
M14 (366), F85.2> F (pAMF) (412) (349-453), CHS (454-
455)) (126-455)], (228-215")-disulfide with kappa light
chain humanized (1'-215') [V-KAPPA (Homo sapiens
IGKV1-39*01 (86.3%) -IGKJ1*01 (100%), CDR-IMGT
[6.3.9] (28-33.51-53.90-98)) (1'-108') -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (154), V101 (192) (109'-
215")]; dimer (234-234":237-237")-bisdisulfide, produced
by a cell-free protein synthesis system based on
Escherichia coli lysate, non-glycosylated, conjugated at
C-4 of the four L-phenylalanyl residues 188, 412, 188"
and 412" with [8-(4-{[(2S)-1-{[(2S)-5-(carbamoylamino)-1-
(4-{[({3-[(3S)-4-{[(2S)-1-{[(3S,4E)-5-carboxy-2-methylhex-
4-en-3-yl(methyl)amino}-3,3-dimethyl-1-oxobutan-2-
yllJamino}-2-methyl-3-(methylamino)-4-oxobutan-2-
yllphenyl}carbamoyl)oxy]methyl}anilino)-1-oxopentan-2-
yllamino}-3-methyl-1-oxobutan-2-ylJamino}-4-
oxobutanoyl)-8,9-dihydro-1H(or 3H)-
dibenzo[b,f][1,2,3]triazolo[4,5-d]azocin-1(or 3)-ylmethyl
(tazevibulin) groups
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immunoglobuline G1-kappa, anti-[Homo sapiens FOLR1
(récepteur 1 du folate, récepteur alpha du folate, FR-alpha,
protéine de I'adulte liant le folate, FBP, antigene MOv18 associé a
des tumeurs ovariennes)], anticorps monoclonal humanisé,
conjugué a quatre résidus pénylalanine modifés via un linker valyl-
citrullyle clivable avec un analogue de I'hémiasterline;

chaine lourde gamma1 humanisée (1-455) [VH (Homo sapiens
IGHV3-66*01 (79.6%) -(IGHD) -IGHJ4*01 (93.3%), CDR-IMGT
[8.8.17] (27-34.52-59.98-114)) (1-125) -Homo sapiens
IGHG1*03v, G1m3>G1m17, nG1m1 (CH1 Y85.2>F (pAMF) (188),
R120>K (222) (126-223), charniére 1-15 (224-238), CH2 (239-
348), CH3 E12 (364), M14 (366), F85.2>F (pAMF) (412) (349-
453), CHS (454-455)) (126-455)], (228-215")-disulfure avec la
chaine légére kappa humanisée (1'-215') [V-KAPPA (Homo
sapiens IGKV1-39*01 (86.3%) -IGKJ1*01 (100%), CDR-IMGT
[6.3.9] (28-33.51-53.90-98)) (1'-108') -Homo sapiens IGKC*01
(100%), Km3 A45.1 (154), V101 (192) (109'-215'")]; dimére (234-
234":237-237")-bisdisulfure, produit par une systeme acellulaire
de synthése de protéines a base de lysat d'Escherichia coli, non-
glycosylé, conjugué en C-4 des quatre résidus L-phénylalanyle
188, 412, 188" et 412" avec des groupes [8-(4-{[(2S)-1-{[(2S)-5-
(carbamoylamino)-1-(4-{[({3-[(3S)-4-{[(2S)-1-{[(3S,4E)-5-carboxy-
2-méthylhex-4-én-3-yl](méthyl)amino}-3,3-diméthyl-1-oxobutan-2-
yllamino}-2-méthyl-3-(méthylamino)-4-oxobutan-2-
yllphényl}carbamoyl)oxy]méthyl}anilino)-1-oxopentan-2-ylJamino}-
3-méthyl-1-oxobutan-2-ylJamino}-4-oxobutanoyl)-8,9-dihydro-
1H(ou 3H)-dibenzo[b,f][1,2,3]triazolo[4,5-d]azocin-1(ou 3)-
yllméthyle (tazévibuline)

inmunoglobulina G1-kappa, anti-[Homo sapiens FOLR1 (receptor
1 del folato, receptor alfa del folato, FR-alfa, proteina del adulto de
unién al folato, FBP, antigeno MOv18 asociado con los tumores
ovaricos)], anticuerpo monoclonal humanizado, conjugado en
cuatro residuos de fenilalanina modificados a través de un enlace
escindible valil-citrulil con un analogo de la hemiasterlina;

cadena pesada gamma1 humanizada (1-455) [VH (Homo sapiens
IGHV3-66*01 (79.6%) -(IGHD) -IGHJ4*01 (93.3%), CDR-IMGT
[8.8.17] (27-34.52-59.98-114)) (1-125) -Homo sapiens
IGHG1*03v, G1m3>G1m17, nG1m1 (CH1 Y85.2>F (pAMF) (188),
R120>K (222) (126-223), bisagra 1-15 (224-238), CH2 (239-348),
CH3 E12 (364), M14 (366), F85.2>F (pAMF) (412) (349-453),
CHS (454-455)) (126-455)], (228-215")-disulfuro con la cadena
ligera kappa humanizada (1'-215') [V-KAPPA (Homo sapiens
IGKV1-39*01 (86.3%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9] (28-
33.51-53.90-98)) (1'-108') -Homo sapiens IGKC*01 (100%), Km3
A45.1 (154), V101 (192) (109'-215")]; dimero (234-234":237-237")-
bisdisulfuro, producido por un sistema de sintesis de proteinas sin
células basado en lisado de Escherichia coli, no glicosilado,
conjugado en C-4 de los cuatro residuos de L-fenilalanilo 188,
412, 188" y 412" con grupos [8-(4-{[(2S)-1-{[(2S)-5-
(carbamoilamino)-1-(4-{[({3-[(3S)-4-{[(2S)-1-{[(3S,4 E)-5-carboxi-2-
metilhex-4-en-3-il](metil)amino}-3,3-dimetil-1-oxobutan-2-ilJamino}-
2-metil-3-(metilamino)-4-oxobutan-2-
illffenil}carbamoil)oxi]metil}anilino)-1-oxopentan-2-ilJamino}-3-metil-
1-oxobutan-2-ilJamino}-4-oxobutanoil)-8,9-dihidro-1H(o 3H)-
dibenzo[b,f][1,2,3]triazolo[4,5-d]azocin-1(o 3)-iljmetilo
(tazevibulina)
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Heavy chain / Chaine lourde / Cadena pesada

MEVQLVESGG GLVQPGGSLR LSCAASGFNI RTQSIHWVRQ APGKGLEWIG 50
DIFPIDGITD YADSVKGRFT ISADTSKNTA YLQMNSLRAE DTAVYYCARG 100
SWSWPSGMDY YLDYWGQGTL VTVSSASTKG PSVFPLAPSS KSTSGGTAAL 150
GCLVKDYFPE PVTVSWNSGA LTSGVHTFPA VLQSSGLESL SSVVTVPSSS 200
LGTQTYICNV NHKPSNTKVD KKVEPKSCDK THTCPPCPAP ELLGGPSVFL 250
FPPKPKDTLM ISRTPEVTCV VVDVSHEDPE VKFNWYVDGV EVHNAKTKPR 300
EEQYNSTYRV VSVLTVLHQD WLNGKEYKCK VSNKALPAPI EKTISKAKGQ 350
PREPQVYTLP PSREEMTKNQ VSLTCLVKGF YPSDIAVEWE SNGQPENNYK 400
TTPPVLDSDG SEFLYSKLTV DKSRWQQGNV FSCSVMHEAL HNHYTQKSLS 450
LSPGK 455

Light chain / Chaine légére / Cadena ligera

MDIQMTQSPS SLSASVGDRV TITCRASQDV NTAVAWYQQK PGKAPKLLIY 50
SASFLYSGVP SRFSGSRSGT DFTLTISSLQ PEDFATYYCQ QHYTTPPTFG 100
QGTKVEIKRT VAAPSVFIFP PSDEQLKSGT ASVVCLLNNF YPREAKVQWK 150
VDNALQSGNS QESVTEQDSK DSTYSLSSTL TLSKADYEKH KVYACEVTHQ 200
GLSSPVTKSF NRGEC 215

F indicates non-natural amino acid p-azidomethyl-L-phenyalanine (pAMF)

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 23-97 152208  269-329  375-433
23"-97" 152"-208" 269"-329" 375"-433"
Intra-L (C23-C104) 24-89' 135195
24"-89" 135™-195™
Inter-H-L (h 5-CL 126) 228-215' 228"-215"
Inter-H-H (h 11, h 14)  234-234" 237-237"

N-terminal methionine / Méthionine N-terminale / Metionina N-terminal

HVHMLI: 1, 1"

L V-KAPPA ML.I: I', 1"

No N-terminal methionine clipping (expressed in a cell-free expression system) / Pas de
coupure de la méthionine N-terminale (exprimé dans un systéme d'expression acellulaire /
Sin recorte de metionina N-terminal (expresado en un sistema de expresion libre de células)

Conjugation sites / Sites de conjugation / Posiciones de conjugacién

E: p-azidomethyl-L-phenyalanine (pAMF) used as conjugation specific site /

E: p-azidométhyl-L-phényalanine (pAMF) utilisé comme site spécifique de conjugaison /
E: p-azidometil-L-fenialanina (pAMF) utilizada como sitio especifico de conjugacion

H CHI1 Y85.2>F: 188, 188"
H CH3 F85.2>F: 412, 412"

luveltamab tazide immunoglobulin G1-kappa, anti-[Homo sapiens FOLR1 (folate
receptor 1, folate receptor alpha, FR-alpha, adult folate-binding
protein, FBP, ovarian tumor-associated antigen MOv18)],
humanized monoclonal antibody, genetically modified at four
specific positions with reactive 4-(azidomethyl)-L-phenylalanine
residues;
gamma1 heavy chain humanized (1-455) [VH (Homo sapiens
IGHV3-66*01 (79.6%) -(IGHD) -IGHJ4*01 (93.3%), CDR-IMGT
[8.8.17] (27-34.52-59.98-114)) (1-125) -Homo sapiens
IGHG1*03v, G1m3>G1m17, nG1m1 (CH1 Y85.2>F (pAMF) (188),
R120>K (222) (126-223), hinge 1-15 (224-238), CH2 (239-348),
CH3 E12 (364), M14 (366), F85.2>F (pAMF) (412) (349-453),
CHS (454-455)) (126-455)], (228-215")-disulfide with kappa light
chain humanized (1'-215") [V-KAPPA (Homo sapiens IGKV1-
39%01 (86.3%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9] (28-33.51-
53.90-98)) (1'-108') -Homo sapiens IGKC*01 (100%), Km3 A45.1
(154), V101 (192) (109'-215")]; dimer (234-234":237-237")-
bisdisulfide, produced by a cell-free protein synthesis system
based on Escherichia coli lysate, non-glycosylated; conjugated at
C-4 of the four L-phenylalanyl residues 188, 412, 188" and 412"
with azidomethyl (tazide) groups
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luveltamab tazida
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immunoglobuline G1-kappa, anti-[Homo sapiens
FOLR1 (récepteur 1 du folate, récepteur alpha du
folate, FR-alpha, protéine de I'adulte liant le folate,
FBP, antigéne MOv18 associé a des tumeurs
ovariennes)], anticorps monoclonal humanisé,
génétiguement modifié sur quatre positions
spécifiques avec des résidus 4-(azidométhyl)-L-
phénylalanine réactifs;

chaine lourde gamma1 humanisée (1-455) [VH (Homo
sapiens IGHV3-66*01 (79.6%) -(IGHD) -IGHJ4*01
(93.3%), CDR-IMGT [8.8.17] (27-34.52-59.98-114)) (1-
125) -Homo sapiens IGHG1*03v, G1m3>G1m17,
nG1m1 (CH1 Y85.2>F (pAMF) (188), R120>K (222)
(126-223), charniere 1-15 (224-238), CH2 (239-348),
CH3 E12 (364), M14 (366), F85.2>F (pAMF) (412)
(349-453), CHS (454-455)) (126-455)], (228-215')-
disulfure avec la chaine Iégére kappa humanisée (1'-
215") [V-KAPPA (Homo sapiens IGKV1-39*01 (86.3%)
-IGKJ1*01 (100%), CDR-IMGT [6.3.9] (28-33.51-
53.90-98)) (1'-108') -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (154), V101 (192) (109'-215")]; dimére
(234-234":237-237")-bisdisulfure, produit par une
systéme acellulaire de synthése de protéines a base
de lysat d'Escherichia coli, non-glycosylé; conjugué en
C-4 des quatre residus L-phénylalanyle 188, 412, 188"
et 412" avec des groupes azidométhyle (tazide)

inmunoglobulina G1-kappa, anti-{[Homo sapiens
FOLR1 (receptor 1 del folato, receptor alfa del folato,
FR-alfa, proteina del adulto de union al folato, FBP,
antigeno MOv18 asociado con los tumores ovaricos)],
anticuerpo monoclonal humanizado, genéticamente
modificado en cuatro posiciones especificas con
residuos 4-(azidometil)-L-fenilalanina reactivos;
cadena pesada gamma1 humanizada (1-455) [VH
(Homo sapiens IGHV3-66*01 (79.6%) -(IGHD) -
IGHJ4*01 (93.3%), CDR-IMGT [8.8.17] (27-34.52-
59.98-114)) (1-125) -Homo sapiens IGHG1*03v,
G1m3>G1m17, nG1m1 (CH1 Y85.2>F (pAMF) (188),
R120>K (222) (126-223), bisagra 1-15 (224-238), CH2
(239-348), CH3 E12 (364), M14 (366), F85.2>F
(PAMF) (412) (349-453), CHS (454-455)) (126-455)],
(228-215")-disulfuro con la cadena ligera kappa
humanizada (1'-215') [V-KAPPA (Homo sapiens
IGKV1-39*01 (86.3%) -IGKJ1*01 (100%), CDR-IMGT
[6.3.9] (28-33.51-53.90-98)) (1'-108") -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (154), V101 (192) (109'-
215")]; dimero (234-234":237-237")-bisdisulfuro,
producido por un sistema de sintesis de proteinas sin
células basado en lisado de Escherichia coli, no
glicosilado; conjugado en C-4 de los cuatro residuos
de L-fenilalanilo 188, 412, 188" y 412" con grupos
azidometilo (tazida)
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masavibart

Heavy chain / Chaine lourde / Cadena pesada

MEVQLVESGG GLVQPGGSLR LSCAASGFNI RTQSIHWVRQ APGKGLEWIG 50
DIFPIDGITD YADSVKGRFT ISADTSKNTA YLQOMNSLRAE DTAVYYCARG 100
SWSWPSGMDY YLDYWGQGTL VTIVSSASTKG PSVFPLAPSS KSTSGGTAAL 150
GCLVKDYFPE PVTVSWNSGA LTSGVHTFPA VLQSSGLESL SSVVTVPSSS 200
LGTQTYICNV NHKPSNTKVD KKVEPKSCDK THTCPPCPAP ELLGGPSVFL 250
FPPKPKDTLM ISRTPEVTCV VVDVSHEDPE VKFNWYVDGV EVHNAKTKPR 300
EEQYNSTYRV VSVLTVLHQD WLNGKEYKCK VSNKALPAPI EKTISKAKGQ 350
PREPQVYTLP PSREEMTKNQ VSLTCLVKGF YPSDIAVEWE SNGQPENNYK 400
TTPPVLDSDG SEFLYSKLTV DKSRWQQGNV FSCSVMHEAL HNHYTQKSLS 450
LSPGK 455

Light chain / Chaine 1égére / Cadena ligera

MDIQMTQSPS SLSASVGDRV TITCRASQDV NTAVAWYQQK PGKAPKLLIY 50
SASFLYSGVP SRFSGSRSGT DFTLTISSLQ PEDFATYYCQ QHYTTPPTFG 100
QGTKVEIKRT VAAPSVFIFP PSDEQLKSGT ASVVCLLNNF YPREAKVQWK 150
VDNALQSGNS QESVTEQDSK DSTYSLSSTL TLSKADYEKH KVYACEVTHQ 200
GLSSPVTKSF NRGEC 215

F indicates non-natural amino acid p-azidomethyl-L-phenyalanine (pAMF)

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 2397  152-208  269-329  375-433
23"-97" 152"-208" 269"-329" 375"-433"
Intra-L (C23-C104) 24'-89' 135'-195'
24"-89" 135"-195"
Inter-H-L (h 5-CL 126) 228-215' 228"-215™
Inter-H-H (h 11, h 14)  234-234" 237-237"

N-terminal methionine / Méthionine N-terminale / Metionina N-terminal

HVHMIL.L: 1, 1"

L V-KAPPA ML.1: I', 1"

No N-terminal methionine clipping (expressed in a cell-free expression system) / Pas de
coupure de la méthionine N-terminale (exprimé dans un systéme d'expression acellulaire /
Sin recorte de metionina N-terminal (expresado en un sistema de expresion libre de células)

Conjugation sites / Sites de conjugation / Posiciones de conjugacion

E: p-azidomethyl-L-phenyalanine (pAMF) used as conjugation specific site /

E: p-azidométhyl-L-phényalanine (pAMF) utilisé comme site spécifique de conjugaison /
E: p-azidometil-L-fenialanina (pAMF) utilizada como sitio especifico de conjugacion

H CHI Y85.2>F: 188, 188"

H CH3 F85.2>F: 412, 412"

-+
N=N=N

immunoglobulin G1-lambda, anti-[severe acute
respiratory syndrome (human) coronavirus 2 (SARS-
CoV-2) spike (S) glycoprotein, receptor binding domain
(RBD)], Homo sapiens monoclonal antibody;

gamma1 heavy chain Homo sapiens (1-450) [VH
(Homo sapiens IGHV3-30*01 (96.9%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.13] (26-33.51-
58.97-109)) (1-120) -Homo sapiens IGHG1*03v,
G1m3>G1m17, nG1m1, G1v14 CH2 A1.3, A1.2,
G1v24 CH3 L107, S114 (CH1 R120>K (217) (121-
218), hinge 1-15 (219-233), CH2 L1.3>A (237), L1.2>A
(238), P114>G (332) (234-343), CH3 E12 (359), M14
(361), M107>L (431), N114>S (437) (344-448), CHS
(449-450)) (121-450)], (223-215'")-disulfide with lambda
light chain Homo sapiens (1'-216') [V-LAMBDA (Homo
sapiens IGLV2-14*03 (94.9%) -IGLJ3*02 (100%),
CDR-IMGT [9.3.10] (26-34.52-54.91-100)) (1'-110') -
Homo sapiens IGLC1*02 (100%) (111'-216")]; dimer
(229-229":232-232")-bisdisulfide, produced in Chinese
hamster ovary (CHO) cells, cell line CHO-K1SV
lacking the glutamine synthetase (GS-KO) gene,
glycoform alfa



masavibart

masavibart
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immunoglobuline G1-lambda, anti-[domaine de liaison au récepteur (RBD) de la
glycoprotéine spike (S) du coronavirus 2 (humain) du syndrome respiratoire aigu
sévére (SARS-CoV-2)], anticorps monoclonal Homo sapiens;

chaine lourde gamma1 Homo sapiens (1-450) [VH (Homo sapiens IGHV3-30*01
(96.9%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.13] (26-33.51-58.97-109))
(1-120) -Homo sapiens IGHG1*03v, G1m3>G1m17, nG1m1, G1v14 CH2 A1.3,
A1.2, G1v24 CH3 L107, S114 (CH1 R120>K (217) (121-218), charniére 1-15
(219-233), CH2 L1.3>A (237), L1.2>A (238), P114>G (332) (234-343), CH3 E12
(359), M14 (361), M107>L (431), N114>S (437) (344-448), CHS (449-450)) (121-
450)], (223-215")-disulfure avec la chaine Iégére lambda Homo sapiens (1'-216')
[V-LAMBDA (Homo sapiens IGLV2-14*03 (94.9%) -IGLJ3*02 (100%), CDR-IMGT
[9.3.10] (26-34.52-54.91-100)) (1'-110") -Homo sapiens IGLC1*02 (100%) (111'-
216")]; dimeére (229-229":232-232")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), lignée cellulaire CHO-K1SV ne présentant
pas le géne de la glutamine synthétase (GS-KO), glycoforme alfa

inmunoglobulina G1-lambda, anti-[dominio de unién al receptor (RBD) de la
glicoproteina spike (S) del coronavirus 2 (humano) del sindrome respiratorio
agudo severo (SARS-CoV-2)], anticuerpo monoclonal Homo sapiens;

cadena pesada gamma1 Homo sapiens (1-450) [VH (Homo sapiens IGHV3-
30*01 (96.9%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.13] (26-33.51-58.97-
109)) (1-120) -Homo sapiens IGHG1*03v, G1m3>G1m17, nG1m1, G1v14 CH2
A1.3, A1.2, G1v24 CH3 L107, S114 (CH1 R120>K (217) (121-218), bisagra 1-15
(219-233), CH2 L1.3>A (237), L1.2>A (238), P114>G (332) (234-343), CH3 E12
(359), M14 (361), M107>L (431), N114>S (437) (344-448), CHS (449-450)) (121-
450)], (223-215')-disulfuro con la cadena ligera lambda Homo sapiens (1'-216")
[V-LAMBDA (Homo sapiens IGLV2-14*03 (94.9%) -IGLJ3*02 (100%), CDR-IMGT
[9.3.10] (26-34.52-54.91-100)) (1'-110") -Homo sapiens IGLC1*02 (100%) (111'-
216")]; dimero (229-229":232-232")-bisdisulfuro, producido en las células ovaricas
de hamster chino (CHO), linea celular CHO-K1SV en ausencia del gen glutamina
sintetasa (GS-KO), forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLVESGGG VVQPGRSLRL SCAASGFTFS NYAMYWVRQA PGKGLEWVAV 50
ISYDGSNKYY ADSVKGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCASGS 100
DYGDYLLVYW GQGTLVTVSS ASTKGPSVFP LAPSSKSTSG GTAALGCLVK 150
DYFPEPVTVS WNSGALTSGV HTFPAVLQSS GLYSLSSVVT VPSSSLGTQT 200
YICNVNHKPS NTKVDKKVEP KSCDKTHTCP PCPAPEAAGG PSVFLFPPKP 250
KDTLMISRTP EVTCVVVDVS HEDPEVKFNW YVDGVEVHNA KTKPREEQYN 300
STYRVVSVLT VLHQDWLNGK EYKCKVSNKA LGAPIEKTIS KAKGQPREPQ 350
VYTLPPSREE MTKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV 400
LDSDGSFFLY SKLTVDKSRW QQGNVFSCSV LHEALHSHYT QKSLSLSPGK 450

Light chain / Chaine légere / Cadena ligera

QSALTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI 50
YDVSKRPSGV SNRFSGSKSG NTASLTISGL QSEDEADYYC NSLTSISTWV 100
FGGGTKLTVL GQPKANPTVT LFPPSSEELQ ANKATLVCLI SDEFYPGAVTV 150
AWKADGSPVK AGVETTKPSK QSNNKYAASS YLSLTPEQWK SHRSYSCQVT 200
HEGSTVEKTV APTECS 216

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  147-203  264-324  370-428
22"-96" 147"-203" 264"-324" 370"-428"
Intra-L (C23-C104) 22'-90"  138-197'
22"-90" 138M-197"
Inter-H-L (h 5-CL 126) 223-215' 223"-215"
Inter-H-H (h 11, h 14)  229-229" 232-232"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal

Q > pyroglutamyl (pE, 5-oxoprolyl)

HVHQI: 1, 1"

LVLQIL: I', 1™

N-glycosylation sites / Sites de N-gl: lation / Posici de N-gli
H CH2 N84.4:300, 300"

Fucosylated complex bi-antennary CHO-type glycans / glycancs du lypu CHO bl antennaires
complexes fucosylés / glicanos de tipo CHO bi p

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 450, 450"
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mazdutide

mazdutide

mazdutida

mecbotamab

L-histidyl-2-methylalanyl-L-glutaminylglycyl-L-threonyl-L-
phenylalanyl-L-threonyl-L-seryl-L-a-aspartyl-L-tyrosyl-L-seryl-
L-lysyl-L-tyrosyl-L-leucyl-L-a-aspartyl-L-a-glutamyl-L-lysyl-L-
lysyl-L-alanyl-N8-[(22S)-22,42-dicarboxy-10,19,24-trioxo-
3,6,12,15-tetraoxa-9,18,23-triazadotetracontan-1-oyl]-L-
lysyl-L-a-glutamyl-L-phenylalanyl-L-valyl-L-a-glutamyl-L-
tryptophyl-L-leucyl-L-leucyl-L-a-glutamylglycylglycyl-L-prolyl-
L-seryl-L-serylglycinamide

L-histidyl-2-méthylalanyl-L-glutaminylglycyl-L-thréonyl-L-
phénylalanyl-L-thréonyl-L-séryl-L-a-aspartyl-L-tyrosyl-L-séryl-
L-lysyl-L-tyrosyl-L-leucyl-L-a-aspartyl-L-a-glutamyl-L-lysyl-L-
lysyl-L-alanyl-N8-[(22S)-22,42-dicarboxy-10,19,24-trioxo-
3,6,12,15-tétraoxa-9,18,23-triazadotétracontan-1-oyl]-L-
lysyl-L-a-glutamyl-L-phénylalanyl-L-valyl-L-a-glutamyl-L-
tryptophyl-L-leucyl-L-leucyl-L-a-glutamylglycylglycyl-L-prolyl-
L-séryl-L-sérylglycinamide

L-histidil-2-metilalanil-L-glutaminilglicil-L-treonil-L-fenilalanil-
L-treonil-L-seril-L-a-aspartil-L-tirosil-L-seril-L-lisil-L-tirosil-L-
leucil-L-a-aspartil-L-a-glutamil-L-lisil-L-lisil-L-alanil-Né-[(22S)-
22,42-dicarboxi-10,19,24-trioxo-3,6,12,15-tetraoxa-9,18,23-
triazadotetracontan-1-oil]-L-lisil-L-a-glutamil-L-fenilalanil-L-
valil-L-a-glutamil-L-triptofil-L-leucil-L-leucil-L-a-
glutamilglicilglicil-L-prolil-L-seril-L-serilglicinamida

C210H322N46O067
Sequence / séquence / secuencia
HXQGTFTSDY SKYLDEKKAK EFVEWLLEGG PSSG 34

Modified residues / résidus modifiés / restos modificados

(o] o
H
o N COH
HN N
2 HJ, 9

CO,HO
K(20) X(2)
H3C /CH3 9(34)

—N —N>\”7 —N/\“—NH
H H H 2
0 o o

immunoglobulin G1-kappa, anti-[Homo sapiens AXL (AXL
receptor tyrosine kinase, tyrosine-protein kinase receptor
UFO)], humanized monoclonal antibody;

gamma1 heavy chain humanized (1-449) [VH (Homo
sapiens IGHV5-51*01 (74.2%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1-120) -Homo
sapiens IGHG1*01 (100%), G1m17,1 (CH1 K120 (217)
(121-218), hinge 1-15 (219-233), CH2 (234-343), CH3 D12
(359), L14 (361) (344-448), CHS K2 > del (449)) (121-449)],
(223-214")-disulfide with kappa light chain humanized (1'-
214") [V-KAPPA (Homo sapiens IGKV1-5*03 (79.6%) -
IGKJ1*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-97))
(1'-107') -Homo sapiens IGKC*01 (100%), Km3 A45.1
(153), V101 (191) (108'-214")]; dimer (229-229":232-232")-
bisdisulfide, produced in Chinese hamster ovary (CHO)
cells, cell line CHO-S, glycoform alfa



mecbotamab

mecbotamab
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immunoglobuline G1-kappa, anti-[Homo sapiens AXL
(récepteur tyrosine kinase AXL, récepteur tyrosine-protéine
kinase UFO)], anticorps monoclonal humanisé;

chaine lourde gamma1 humanisée (1-449) [VH (Homo
sapiens IGHV5-51*01 (74.2%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1-120) -Homo
sapiens IGHG1*01 (100%), G1m17,1 (CH1 K120 (217)
(121-218), charniere 1-15 (219-233), CH2 (234-343), CH3
D12 (359), L14 (361) (344-448), CHS K2 < del (449)) (121-
449)], (223-214")-disulfure avec la chaine légére kappa
humanisée (1'-214") [V-KAPPA (Homo sapiens IGKV1-5*03
(79.6%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1'-107') -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimére (229-229":232-
232")-bisdisulfure, produit dans des cellules ovariennes de
hamster chinois (CHO), lignée cellulaire CHO-S, glycoforme
alfa

inmunoglobulina G1-kappa, anti-[Homo sapiens AXL
(receptor tirosina kinasa AXL, receptor tirosina-proteina
kinasa UFO)], anticuerpo monoclonal humanizado;

cadena pesada gamma1 humanizada (1-449) [VH (Homo
sapiens IGHV5-51*01 (74.2%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1-120) -Homo
sapiens IGHG1*01 (100%), G1m17,1 (CH1 K120 (217)
(121-218), bisagra 1-15 (219-233), CH2 (234-343), CH3
D12 (359), L14 (361) (344-448), CHS K2 < del (449)) (121-
449)], (223-214'")-disulfuro con la cadena ligera kappa
humanizada (1'-214') [V-KAPPA (Homo sapiens IGKV1-
5*03 (79.6%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9] (27-
32.50-52.89-97)) (1'-107") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (153), V101 (191) (108'-214")]; dimero (229-
229":232-232")-bisdisulfuro, producido en las células
ovaricas de hamster chino (CHO), linea celular CHO-S,
forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

EVQLVQSGAE VKKPGATVKI SCKVSGYSFW GATMNWIRQP PGKGLEWIGL 50
IKPSNGGTSY NQKFKGRVTI SADKSISTAY LQWSSLKASD TAMYYCAHGH 100
YESYEAMDYW GQGTLVTVSS ASTKGPSVFP LAPSSKSTSG GTAALGCLVK 150
DYFPEPVTVS WNSGALTSGV HTFPAVLQSS GLYSLSSVVT VPSSSLGTQT 200
YICNVNHKPS NTKVDKKVEP KSCDKTHTCP PCPAPELLGG PSVFLFPPKP 250
KDTLMISRTP EVTCVVVDVS HEDPEVKFNW YVDGVEVHNA KTKPREEQYN 300
STYRVVSVLT VLHQDWLNGK EYKCKVSNKA LPAPIEKTIS KAKGQPREPQ 350
VYTLPPSRDE LTKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV 400
LDSDGSFFLY SKLTVDKSRW QQGNVFSCSV MHEALHNHYT QKSLSLSPG 449

Light chain / Chaine Iégére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCKASQDVV SAVAWYQQKP GQAPRLLIYW 50
QDTRHTGVPS RFSGSGSGTE FTLTISSLQP DDFATYYCQE HFSPPLTFGQ 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  147-203  264-324  370-428
22"-96" 147"-203" 264"-324" 370"-428"
Intra-L (C23-C104) 23'-88' 134-194'
23™M-88" 134™M-194"
Inter-H-L (h 5-CL 126) 223-214' 223"-214"
Inter-H-H (h 11, h 14)  229-229" 232-232"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 300, 300"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.
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mecbotamab vedotin

mecbotamab védotine

mecbotamab vedotina

immunoglobulin G1-kappa, anti-[Homo sapiens AXL (AXL
receptor tyrosine kinase, tyrosine-protein kinase receptor UFO)],
humanized monoclonal antibody, conjugated to auristatin E;
gamma1 heavy chain humanized (1-449) [VH (Homo sapiens
IGHV5-51*01 (74.2%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[8.8.13] (26-33.51-58.97-109)) (1-120) -Homo sapiens IGHG1*01
(100%), G1m17,1 (CH1 K120 (217) (121-218), hinge 1-15 (219-
233), CH2 (234-343), CH3 D12 (359), L14 (361) (344-448), CHS
K2>del (449)) (121-449)], (223-214")-disulfide with kappa light
chain humanized (1'-214') [V-KAPPA (Homo sapiens IGKV1-5*03
(79.6%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-
97)) (1'-107") -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153),
V101 (191) (108'-214")]; dimer (229-229":232-232")-bisdisulfide,
produced in Chinese hamster ovary (CHO) cells, cell line CHO-S,
glycoform alfa, conjugated, on an average of 4 cysteinyl, to
monomethylauristatin E (MMAE), via a cleavable
maleimidocaproyl-valyl-citrullinyl-p-aminobenzyloxycarbonyl (mc-
val-cit-PABC) type linker

For the vedotin part, please refer to the document "INN for pharmaceutical substances:
Names for radicals, groups and others"*.

immunoglobuline G1-kappa, anti-[Homo sapiens AXL (récepteur
tyrosine kinase AXL, récepteur tyrosine-protéine kinase UFO)],
anticorps monoclonal humanisé, conjugué a l'auristatine E;
chaine lourde gamma1 humanisée (1-449) [VH (Homo sapiens
IGHV5-51*01 (74.2%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[8.8.13] (26-33.51-58.97-109)) (1-120) -Homo sapiens IGHG1*01
(100%), G1m17,1 (CH1 K120 (217) (121-218), charniére 1-15
(219-233), CH2 (234-343), CH3 D12 (359), L14 (361) (344-448),
CHS K2>del (449)) (121-449)], (223-214")-disulfure avec la chaine
légere kappa humanisée (1'-214') [V-KAPPA (Homo sapiens
IGKV1-5*03 (79.6%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9] (27-
32.50-52.89-97)) (1'-107") -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimére (229-229":232-232")-
bisdisulfure, produit dans des cellules ovariennes de hamster
chinois (CHO), lignée cellulaire CHO-S, glycoforme alfa,
conjugué, sur 4 cystéinyl en moyenne, au monométhylauristatine
E (MMAE), via un linker clivable de type maléimidocaproyl-valyl-
citrullinyl-p-aminobenzyloxycarbonyl (mc-val-cit-PABC)

Pour la partie védotine, veuillez-vous référer au document "INN for pharmaceutical
substances: Names for radicals, groups and others"*.

inmunoglobulina G1-kappa, anti-[Homo sapiens AXL (receptor
tirosina kinasa AXL, receptor tirosina-proteina kinasa UFO)],
anticuerpo monoclonal humanizado, conjugado con la auristatina
E;

cadena pesada gamma1 humanizada (1-449) [VH (Homo sapiens
IGHV5-51*01 (74.2%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[8.8.13] (26-33.51-58.97-109)) (1-120) -Homo sapiens IGHG1*01
(100%), G1m17,1 (CH1 K120 (217) (121-218), bisagra 1-15 (219-
233), CH2 (234-343), CH3 D12 (359), L14 (361) (344-448), CHS
K2>del (449)) (121-449)], (223-214")-disulfuro con la cadena ligera
kappa humanizada (1'-214") [V-KAPPA (Homo sapiens IGKV1-
5*03 (79.6%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9] (27-32.50-
52.89-97)) (1'-107") -Homo sapiens IGKC*01 (100%), Km3 A45.1
(153), V101 (191) (108'-214")]; dimero (229-229":232-232")-
bisdisulfuro, producido en las células ovaricas de hamster chino
(CHO), linea celular CHO-S, forma glicosilada alfa, conjugado, en
4 restos cisteinil por término medio, con monometilauristatina E
(MMAE), a través de un enlace escindible de tipo
maleimidocaproil-valil-citrulinil-p-aminobenciloxicarbonil (mc-val-
cit-PABC)

Para la parte vedotina, por favor vaya al documento "INN for pharmaceutical
substances: Names for radicals, groups and others"*.
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Heavy chain / Chaine lourde / Cadena pesada

EVQLVQSGAE VKKPGATVKI SCKVSGYSFW GATMNWIRQP PGKGLEWIGL 50
IKPSNGGTSY NQKFKGRVTI SADKSISTAY LQWSSLKASD TAMYYCAHGH 100
YESYEAMDYW GQGTLVTVSS ASTKGPSVFP LAPSSKSTSG GTAALGCLVK 150
DYFPEPVTVS WNSGALTSGV HTFPAVLQSS GLYSLSSVVT VPSSSLGTQT 200
YICNVNHKPS NTKVDKKVEP KSCDKTHTCP PCPAPELLGG PSVFLFPPKP 250
KDTLMISRTP EVTCVVVDVS HEDPEVKFNW YVDGVEVHNA KTKPREEQYN 300
STYRVVSVLT VLHQDWLNGK EYKCKVSNKA LPAPIEKTIS KAKGQPREPQ 350
VYTLPPSRDE LTKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV 400
LDSDGSFFLY SKLTVDKSRW QQGNVFSCSV MHEALHNHYT QKSLSLSPG 449

Light chain / Chaine légére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCKASQDVV SAVAWYQQKP GQAPRLLIYW 50
QDTRHTGVPS RFSGSGSGTE FTLTISSLQP DDFATYYCQE HFSPPLTFGQ 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  147-203  264-324  370-428

22"-96" 147"-203" 264"-324" 370"-428"
Intra-L (C23-C104) 23'-88'  134-194'

23"-88™ 134"-194"
Inter-H-L* (h 5-CL 126) 223-214' 223"-214"
Inter-H-H* (h 11, h 14)  229-229" 232-232"
*At least two of the four inter-chain disulfide bridges are not present, an average of 4 cysteinyl being
conjugated each via a thioether bond to a drug linker.
*Au moins deux des quatre ponts disulfures inter-chaines ne sont pas présents, 4 cystéinyl en moyenne
étant chacun conjugué via une liaison thioéther a un linker-principe actif.
*Al menos dos de los cuatro puentes disulfuro intel enarios no estan presentes, una media de 4
cisteinil esta conjugada a conectores de principio activo.

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 300, 300"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

minzasolmin N-[(2R)-1-(1H-indol-3-yl)hexan-2-ylI]-2-(4-
methylpiperazin-1-yl)-1,3-thiazole-5-carboxamide

minzasolmine N-[(2R)-1-(1H-indol-3-yl)hexan-2-yl]-2-(4-
meéthylpipérazin-1-yl)-1,3-thiazole-5-carboxamide

minzasolmina N-[(2R)-1-(1H-indol-3-il)hexan-2-il]-2-(4-metilpiperazin-
1-il)-1,3-tiazol-5-carboxamida

C23H31Ns0S

0
S

CHj3

N N\ NH

s

H3C

mitiperstat 1-({2-[(1R)-1-aminoethyl]-4-chlorophenyl}methyl)-2-
sulfanylidene-1,2,3,5-tetrahydro-4 H-pyrrolo[3,2-
d]pyrimidin-4-one

mitiperstat 1-({2-[(1R)-1-aminoéthyl]-4-chlorophényl}méthyl)-2-
sulfanylidéne-1,2,3,5-tétrahydro-4 H-pyrrolo[3,2-
d]pyrimidin-4-one

mitiperstat 1-({2-[(1R)-1-aminoetil]-4-clorofenilmetil)-2-
sulfanilideno-1,2,3,5-tetrahidro-4 H-pirrolo[3,2-
d]pirimidin-4-ona
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motugivatrep

motugivatrep

motugivatrep

mufemilast

mufémilast

mufemilast

C1sH1sCIN,OS
Hoo. NHe
— _H
HN
Z N
0 N/KS cl
H

(2E)-N-[(7R)-7-hydroxy-5,6,7,8-tetrahydronaphthalen-
1-yl]-2-[7-(trifluoromethyl)-2,3-dihydro-4 H-1-
benzopyran-4-ylidene]acetamide

(2E)-N-[(7R)-7-hydroxy-5,6,7,8-tétrahydronaphtalén-1-
yl]-2-[7-(trifluorométhyl)-2,3-dihydro-4H-1-benzopyran-
4-ylidéne]acetamide

(2E)-N-[(7R)-7-hidroxi-5,6,7,8-tetrahidronaftalen-1-il]-2-
[7-(trifluorometil)-2,3-dihidro-4 H-1-benzopiran-4-
ilideno]acetamida

Ca2H20F3NO3

Iz

OH

N-{5-[(1S)-1-(3-ethoxy-4-methoxyphenyl)-2-
(methanesulfonyl)ethyl]-4,6-dioxo-5,6-dihydro-4 H-
thieno[3,4-c]pyrrol-1-yl}acetamide

N-{5-[(1S)-1-(3-éthoxy-4-méthoxyphényl)-2-
(méthanesulfonyl)éthyl]-4,6-dioxo-5,6-dihydro-4H-
thiéno[3,4-c]pyrrol-1-yl}acetamide

N-{5-[(1S)-1-(3-etoxi-4-metoxifenil)-2-
(metanosulfonil)etil]-4,6-dioxo-5,6-dihidro-4 H-tieno[3,4-
c]pirrol-1-il}acetamida

CZOH22N207SZ
o
\\S//
¢ " TCHs
— i H
S N
=
o o
YNH o \—CHj

HyC OCHs
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mulnitorsen 2'-deoxy-P-thiocytidylyl-(3'—5')-2"-deoxy-P-
thioadenylyl-(3'—5')-2'-deoxy-P-thiocytidylyl-(3'—5')-2'-
deoxy-P-thiocytidylyl-(3'—>5')-2'-deoxy-P-thiocytidylyl-
(3'—5')-2'-deoxy-P-thioadenylyl-(3'—5')-2'-deoxy-P-
thiocytidylyl-(3'—5')-2"-deoxy-P-thiocytidylyl-(3'—5')-2'-
deoxy-P-thiocytidylyl-(3'—>5')-2'-deoxy-P-thioadenylyl-
(3'>5')-2'-deoxy-P-thioadenylyl-(3'—5')-2'-deoxy-P-
thioguanylyl-(3'—5')-2'-deoxy-P-thioadenylyl-(3'—5')-
2'-deoxy-P-thioadenylyl-(3'—5')-2"-deoxy-P-
thiocytidylyl-(3'—5')-2'-deoxy-P-thioadenylyl-(3'—>5')-2'-
deoxy-P-thioguanylyl-(3'—5')-2'-deoxyguanosine

mulnitorsen 2'-désoxy-P-thiocytidylyl-(3'—>5')-2'-désoxy-P-
thioadénylyl-(3'—>5')-2'-désoxy-P-thiocytidylyl-(3'—5')-
2'-désoxy-P-thiocytidylyl-(3'—>5")-2"-désoxy-P-
thiocytidylyl-(3'—5')-2'-désoxy-P-thioadénylyl-(3'—5')-
2'-désoxy-P-thiocytidylyl-(3'—5')-2'-désoxy-P-
thiocytidylyl-(3'—5')-2'-désoxy-P-thiocytidylyl-(3'—>5')-
2'-désoxy-P-thioadénylyl-(3'—5')-2'-désoxy-P-
thioadénylyl-(3'—>5')-2'-désoxy-P-thioguanylyl-(3'—5')-
2'-désoxy-P-thioadénylyl-(3'—5')-2'-désoxy-P-
thioadénylyl-(3'—>5')-2'-désoxy-P-thiocytidylyl-(3'—5")-
2'-désoxy-P-thioadénylyl-(3'—5')-2'-désoxy-P-
thioguanylyl-(3'—5')-2'-désoxyguanosine

mulnitorsén 2'-desoxi-P-tiocitidilil-(3'>5')-2'-desoxi-P-tioadenilil-

(3'>5')-2"-desoxi-P-tiocitidilil-(3'>5')-2'-desoxi-P-
tiocitidilil-(3'—5')-2'-desoxi-P-tiocitidilil-(3'>5')-2'-
desoxi-P-tioadenilil-(3'>5')-2'-desoxi-P-tiocitidilil-
(3'—5')-2"-desoxi-P-tiocitidilil-(3'>5')-2'-desoxi-P-
tiocitidilil-(3'—5')-2"-desoxi-P-tioadenilil-(3'>5')-2'-
desoxi-P-tioadenilil-(3'>5")-2'-desoxi-P-tioguanilil-
(3'—5')-2'-desoxi-P-tioadenilil-(3'—>5')-2'-desoxi-P-
tioadenilil-(3'—5')-2'-desoxi-P-tiocitidilil-(3'>5')-2'-
desoxi-P-tioadenilil-(3'>5")-2'-desoxi-P-tioguanilil-
(3'—>5")-2'-desoxiguanosina

C172H217N74082P17S17

(3'-5")d(C=A=C=C=C=A=C=C=C=A=A=G=A=A=C=A=G=G)
d(...) : all-2'-deoxy / tout-2'-désoxy / todo-2'-desoxi; = : -PO(SH)-

nanrilkefusp alfa human interleukin-15 receptor subunit alpha (IL15Ra)
fragment (31-108, 1-78 in the current sequence) fused
via the peptidyl linker
*GGSGGGGSGGGSGGGGSGG® to human
interleukin 15 (98-211 in the current sequence),
produced in Chinese hamster ovary (CHO) cells,
glycoform alfa;
interleukin-15 receptor subunit alpha (human) (IL15Ra,
IL15RA), (31-108)-peptide (sushi domain 31-95 plus
extension 96-108) (1-78) fused via the 19-peptide
linker G2,SG4SG3SG4SG; (79-97) with human
interleukin 15 (98-211), produced in Chinese hamster
ovary (CHO) cells, glycoform alfa
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nanrilkéfusp alfa

nanrilkefusp alfa

narazaciclib

narazaciclib

narazaciclib

fragment alpha de la sous-unité du récepteur de
l'interleukine-15 humaine (IL15Ra) (31-108, 1-78 dans la
séquence actuelle) fusionné via une liaison peptidique
"GGSGGGGSGGGSGGGGSGGY a linterleukine 15
humaine (98-211 dans la séquence actuelle), produit dans
des cellules ovariennes de hamster chinois (CHO),
glycoforme alfa;

sous-unité alpha du récepteur de l'interleukine-15 (humaine)
(IL15Ra, IL15RA), peptide 31-108 (domaine sushi 31-95 plus
extension 96-108) (1-78) fusionné via la liaison peptidique
G,SG4SG3SG4SG; (79-97) avec l'interleukine humaine 15
(98-211), produit dans des cellules ovariennes de hamster
chinois (CHO), glycoforme alfa

receptor subunidad alfa del receptor de interleukina-15
humana (IL15Ra) fragmento (31-108, 1-78 en la actual
secuencia) fusionado a través del enlace peptidil
*GGSGGGGSGGGSGGGGSGGY a la interleukina 15
humana (98-211 en la secuencia actual), producida en
células ovaricas de hamster chino (CHO), glicoforma alfa;
subunidad alfa del receptor de interleucina-15 (humano)
(IL15Ra, IL15RA), péptido 31-108 (dominio sushi 31-95 mas
extension 96-108) (1-78) fusionado a través de un enlace
peptidico G,SG4SG3SG4SG; (79-97) con la interleucina 15
humana (98-211), producido en células ovaricas de hamster
chino (CHO), glicoforma alfa

Sequence / Séqu
ITCPPPMSVE
TNVAHWTTPS

50
100

NVISDLKKIE 150
S \STHDTV ENLI ANN 200
VHIVQMFINT S 211

Peptide linker / Peptide liant / Péptido de union
79 GGSGGGGSGGGSGGGGSGG 97 (1-19)

Post-tr i i ions / i ions post-tr ionelles / Modifi i post-
translacionales

Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-chain 3-45, 29-63, 132-182, 139-185

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

N168, N176

8-cyclopentyl-2-[4-(4-methylpiperazin-1-yl)anilino]-7-oxo-7,8-
dihydropyrido[2,3-d]pyrimidine-6-carbonitrile

8-cyclopentyl-2-[4-(4-méthylpipérazin-1-yl)anilino]-7-oxo-7,8-
dihydropyrido[2,3-d]pyrimidine-6-carbonitrile

8-ciclopentil-2-[4-(4-metilpiperazin-1-il)anilino]-7-oxo-7,8-
dihidropirido[2,3-d]pirimidina-6-carbonitrilo

Ca2sH27N7O

H
(@] N N N
T
NG X N N/\
LN
CHs



nepuvibart

népuvibart

nepuvibart
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immunoglobulin G1-kappa, anti-[severe acute respiratory syndrome
(human) coronavirus 2 (SARS-CoV-2) spike (S) glycoprotein,
receptor binding domain (RBD)], Homo sapiens monoclonal
antibody;

gamma1 heavy chain Homo sapiens (1-450) [VH (Homo sapiens
IGHV3-11*01 (96.9%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[8.8.13] (26-33.51-58.97-109)) (1-120) -Homo sapiens IGHG1*03v,
G1m3>G1m17, nG1m1, G1v14 CH2 A1.3, A1.2, G1v24 CH3 L107,
S114 (CH1 R120>K (217) (121-218), hinge 1-15 (219-233), CH2
L1.3>A (237), L1.2>A (238), P114>G (332) (234-343), CH3 E12
(359), M14 (361), M107>L (431), N114>S (437) (344-448), CHS
(449-450)) (121-450)], (223-214'")-disulfide with kappa light chain
Homo sapiens (1'-214") [V-KAPPA (Homo sapiens IGKV1-33*01
(96.8%) -IGKJ4*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-97))
(1-107") -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101
(191) (108'-214")]; dimer (229-229":232-232")-bisdisulfide, produced
in Chinese hamster ovary (CHO) cells, cell line CHO-K1SV lacking
the glutamine synthetase (GS-KO) gene, glycoform alfa

immunoglobuline G1-kappa, anti-[domaine de liaison au récepteur
(RBD) de la glycoprotéine spike (S) du coronavirus 2 (humain) du
syndrome respiratoire aigu sévére (SARS-CoV-2)], anticorps
monoclonal Homo sapiens;

chaine lourde gamma1 Homo sapiens (1-450) [VH (Homo sapiens
IGHV3-11*01 (96.9%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[8.8.13] (26-33.51-58.97-109)) (1-120) -Homo sapiens IGHG1*03v,
G1m3>G1m17, nG1m1, G1v14 CH2 A1.3, A1.2, G1v24 CH3 L107,
S114 (CH1 R120>K (217) (121-218), charniére 1-15 (219-233),
CH2 L1.3>A (237), L1.2>A (238), P114>G (332) (234-343), CH3
E12 (359), M14 (361), M107>L (431), N114>S (437) (344-448),
CHS (449-450)) (121-450)], (223-214")-disulfure avec la chaine
Iégére kappa Homo sapiens (1'-214") [V-KAPPA (Homo sapiens
IGKV1-33*01 (96.8%) -IGKJ4*01 (100%), CDR-IMGT [6.3.9] (27-
32.50-52.89-97)) (1'-107') -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimere (229-229":232-232")-
bisdisulfure, produit dans des cellules ovariennes de hamster
chinois (CHO), lignée cellulaire CHO-K1SV ne présentant pas le
géne de la glutamine synthétase (GS-KO), glycoforme alfa

inmunoglobulina G1-kappa, anti-[dominio de unién al receptor
(RBD) de la glicoproteina spike (S) del coronavirus 2 (humano) del
sindrome respiratorio agudo severo (SARS-CoV-2)], anticuerpo
monoclonal Homo sapiens;

cadena pesada gamma1l Homo sapiens (1-450) [VH (Homo
sapiens IGHV3-11*01 (96.9%) -(IGHD) -IGHJ4*01 (100%), CDR-
IMGT [8.8.13] (26-33.51-58.97-109)) (1-120) -Homo sapiens
IGHG1*03v, G1m3>G1m17, nG1m1, G1v14 CH2 A1.3, A1.2,
G1v24 CH3 L107, S114 (CH1 R120>K (217) (121-218), bisagra 1-
15 (219-233), CH2 L1.3>A (237), L1.2>A (238), P114>G (332)
(234-343), CH3 E12 (359), M14 (361), M107>L (431), N114>S
(437) (344-448), CHS (449-450)) (121-450)], (223-214")-disulfuro
con la cadena ligera kappa Homo sapiens (1'-214") [V-KAPPA
(Homo sapiens IGKV1-33*01 (96.8%) -IGKJ4*01 (100%), CDR-
IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107") -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (153), V101 (191) (108'-214")]; dimero
(229-229":232-232")-bisdisulfuro, producido en las células ovaricas
de hamster chino (CHO), linea celular CHO-K1SV en ausencia del
gen glutamina sintetasa (GS-KO), forma glicosilada alfa
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nesuparib

nésuparib

nesuparib

nirmatrelvir

nirmatrelvir

Heavy chain / Chaine lourde / Cadena pesada

QVQLVESGGG LVKPGGSLRL SCAASGFTFS DYYMSWIRQA PGKGLEWVSY 50
ITYSGSTIYY ADSVKGRFTI SRDNAKSSLY LOMNSLRAED TAVYYCARDR 100
GTTMVPFDYW GQGTLVTVSS ASTKGPSVFP LAPSSKSTSG GTAALGCLVK 150
DYFPEPVTVS WNSGALTSGV HTFPAVLQSS GLYSLSSVVT VPSSSLGTQT 200
YICNVNHKPS NTKVDKKVEP KSCDKTHTCP PCPAPEAAGG PSVFLEFPPKP 250
KDTLMISRTP EVTCVVVDVS HEDPEVKFNW YVDGVEVHNA KTKPREEQYN 300
STYRVVSVLT VLHQDWLNGK EYKCKVSNKA LGAPIEKTIS KAKGQPREPQ 350
VYTLPPSREE MTKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV 400
LDSDGSFFLY SKLTVDKSRW QQGNVEFSCSV LHEALHSHYT QKSLSLSPGK 450

Light chain / Chaine 1égére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCQASQDIT NYLNWYQQKP GKAPKLLIYA 50
ASNLETGVPS RFSGSGSGTD FTFTISGLQP EDIATYYCQQ YDNLPLTFGG 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  147-203  264-324  370-428
22"-96" 147"-203" 264"-324" 370"-428"
Intra-L, (C23-C104) 23'-88'  134-194'
23" " 134M-194"
Inter-H-L (h 5-CL 126) 223-214' 223"-214"
Inter-H-H (h 11, h 14)  229-229" 232-232"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH QI > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 300, 300"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi i0s lejos fucosi

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 450, 450"

6-{4-[(5-0x0-1,2,3,4,5,6-
hexahydrobenzo[h][1,6]naphthyridin-8-
yl)methyl]piperazin-1-yl}pyridine-3-carbonitrile

6-{4-[(5-0x0-1,2,3,4,5,6-
hexahydrobenzo[h][1,6]naphtyridin-8-
yl)méthyl]pipérazin-1-yl}pyridine-3-carbonitrile

6-{4-[(5-0x0-1,2,3,4,5,6-
hexahidrobenzol[h][1,6]naftiridin-8-il)metillpiperazin-1-
il}piridina-3-carbonitrilo

C23H24NsO

F

o _N
N/\
CN

(1R,2S,5S)-N-{(1S)-1-cyano-2-[(3S)-2-oxopyrrolidin-3-
yllethyl}-3-[(2S)-3,3-dimethyl-2-(2,2,2-
trifluoroacetamido)butanoyl]-6,6-dimethyl-3-
azabicyclo[3.1.0]hexane-2-carboxamide

(1R,2S,5S)-N-{(1S)-1-cyano-2-[(3S)-2-oxopyrrolidin-3-
ylléthyl}-3-[(2S)-3,3-diméthyl-2-(2,2,2-
trifluoroacétamido)butanoyl]-6,6-diméthyl-3-
azabicyclo[3.1.0]hexane-2-carboxamide



nirmatrelvir

nomlabofusp

nomlabofusp

nomlabofusp
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(1R,2S,5S)-N-{(1S)-1-ciano-2-[(3S)-2-oxopirrolidin-3-
illetil}-3-[(2S)-3,3-dimetil-2-(2,2,2-
trifluoroacetamido)butanoil]-6,6-dimetil-3-
azabiciclo[3.1.0]hexane-2-carboxamida

C23Ha2F3N504
NH

cell-penetrating peptide TAT-cpp (1-12), derived from
the human immunodeficiency virus 1 (HIV-1) HIV-TAT
nuclear trans-activator, fused via peptidyl linker *GG™
to the human isoform 1 precursor of mitochondrial
frataxin (Friedreich ataxia protein) (15-224), non-
glycosylated, produced in Escherichia coli;
cell-penetrating peptide TAT-cpp (1-12), derived from
the trans-activator of transcription HIV-TAT of the
human immunodeficiency virus 1 (HIV-1), fused via a
glycylglycyl linker (13-14) with the human isoform 1
precursor of mitochondrial frataxin (Friedreich ataxia
protein, FXN, EC:1.16.3.1) (15-224), non-glycosylated,
produced in Escherichia coli

peptide de pénétration cellulaire TAT-cpp (1-12),
dérivé du transactivateur nucléaire du virus de
I'immunodéficience humaine 1 (VIH-1) VIH-TAT,
fusionné par l'intermédiaire de la liaison peptidique
BGG™ au précurseur de l'isoforme 1 humaine de la
frataxine mitochondriale (protéine de I'ataxie de
Friedreich) (15-224), non glycosylé, produit dans
Escherichia coli;

peptide de pénétration cellulaire TAT-cpp (1-12),
dérivé du trans-activateur de transcription VIH-TAT du
virus de l'immunodéficience humaine 1 (VIH-1),
fusionné via une liaison peptidique glycylglycyle (13-
14) avec l'isoforme 1 humaine du précurseur de la
frataxine mitochondriale (protéine d'ataxie de
Friedreich, FXN, EC:1.16.3.1) (15-224), non glycosylé,
produit dans Escherichia coli

péptido de penetracion celular TAT-cpp (1-12),
derivado del virus de la inmunodeficiencia humana 1
(VIH-1) VIH-TAT nuclear trans-activador, fusionado a
través de un enlace peptidil *GG' a la isoforma
humana 1 precursor de la frataxina mitocondrial
(proteina de ataxia de Friedreich) (15-224), no
glicosilado, producido en Escherichia coli;

péptido de penetracién celular TAT-cpp (1-12),
derivado del trans-activador de la transcripcién
genética VIH-TAT del virus de inmunodeficiencia
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nulabeglogene autogedtemcel

nulabéglogéne autogedtemcel

humana 1 (VIH-1), fusionado a través de un enlace de
glicilglicilo (13-14) con la isoforma 1 humana del precursor
de la frataxina mitocondrial (proteina de ataxia de Friedreich,
FXN, EC:1.16.3.1) (15-224), no glicosilado, producido en
Escherichia coli

Sequence / Séquence / Secuencia

MYGRKKRRQR RRGGMWTLGR RAVAGLLASP SPAQAQTLTR VPRPAELAPL 50
CGRRGLRTDI DATCTPRRAS SNQRGLNQIW NVKKQSVYLM NLRKSGTLGH 100
PGSLDETTYE RLAEETLDSL AEFFEDLADK PYTFEDYDVS FGSGVLTVKL 150
GGDLGTYVIN KQTPNKQIWL SSPSSGPKRY DWTGKNWVYS HDGVSLHELL 200
AAELTKALKT KLDLSSLAYS GKDA 224

Peptide linker / Peptide liant / Péptido de unién : 13 66 14 (1-2)

Post-translational modifications / Modifi ions post-tr
post-translacionales

Disulfide bridge location / Position du pont disulfure / Posicion del puente disulfuro
51-64

autologous CD34+ hematopoietic stem and progenitor cells
(HSPCs) obtained by apheresis from sickle cell patients,
genetically modified ex vivo by CRISPR/Cas9 (clustered
regularly interspaced short palindromic repeats/CRISPR-
associated protein 9) mediated gene editing consisting of a
single guide RNA (sgRNA) targeting the first exon of the
human B-globin (HBB) gene, and using a homology-directed
repair mechanism to correct the nucleic acid sequence
encoding the glutamic acid to valine mutation at position 6 in
the HBB protein via an adeno-associated virus serotype 6
(AAV6) vector in which the sgRNA targeting sequence is
located between two HBB homology arms. Following genetic
modification, each cell can have one of six combinations of
HBB allele (WT/WT, INDEL/WT, INDEL/INDEL, INDEL/HR,
WT/HR, HR/HR, where WT refers to the wild type sickle cell
disease allele, INDEL refers to an insertion/deletion event but
no correction of the HBB gene, and HR refers to a corrected
HBB allele). On average 56% of the cells have at least one
corrected HBB allele (HR).

The cell suspension is enriched for CD34+ cells using
magnetic bead separation. The substance consists of cells
with the CD45+ and CD34+ phenotype, with 270% CD34
purity. The functional characterization of the cells is based on
the ability to form erythroid and myeloid colonies on
semisolid methylcellulose-based medium.

cellules souches et progénitrices hématopoiétiques CD34+
autologues (HSPC) obtenues par aphérése a partir de
patients atteints de drépanocytose, génétiquement modifiées
ex vivo par édition génique médiée par CRISPR/Cas9
(courtes répétitions palindromiques groupées et
régulierement espacées / protéine 9 associée a CRISPR)
consistant d'un ARN guide unique (sgRNA) ciblant le premier
exon du gene de la B-globine humaine (HBB), et I'utilisation
d'un mécanisme de réparation dirigé par homologie pour
corriger la mutation de la séquence d'acide nucléique codant
I'acide glutamique en valine en position 6 dans la protéine
HBB via un vecteur du virus adéno-associée de sérotype 6
(AAV6) dans lequel la séquence de ciblage de 'ARNg est
située entre deux bras d'homologie HBB. Apres modification
génétique, chaque cellule peut présenter I'une des six
combinaisons de l'allele HBB (WT/WT, INDEL/WT,
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INDEL/INDEL, INDEL/HR, WT/HR, HR/HR, ou WT désigne
I'allele sauvage de la drépanocytose, INDEL désigne un
événement d'insertion/délétion mais sans correction du géne
HBB, et HR désigne un alléle HBB corrigé). En moyenne, 56
% des cellules présentent au moins un alléle HBB corrigé
(HR). La suspension cellulaire est enrichie en cellules CD34+
utilisant la séparation par billes magnétiques. La substance
est constituée de cellules présentant les phénotypes CD45+ et
CD34+, avec une pureté CD34 270%. La caractérisation
fonctionnelle des cellules est basée sur la capacité a former
des colonies érythroides et myéloides sur un milieu semi-
solide a base de méthylcellulose

células madre y progenitoras hematopoyéticas (HSPCs)
autélogas CD34+ obtenidas por aféresis de pacientes con
anemia falciforme, modificadas genéticamente ex vivo
mediante ediciéon génica mediada por CRISPR/Cas9
(repeticiones palindrémicas cortas agrupadas y espaciadas
regularmente /proteina asociada a CRISPR 9) consistente en
un unico RNA guia (sgRNA) dirigido al primer exén del gen de
la B-globina humana (HBB) y usando un mecanismo de
reparacion dirigida por homologia para corregir la mutacion de
la secuencia de acido nucleico que codifica el acido glutamico
a valina en la posicion 6 de la proteina HBB por medio de un
vector de virus adenoasociado de serotipo 6 (AAV6) en el que
la secuencia a la que se dirige el sgRNA se localiza entre dos
brazos de homologia en el HBB. Tras la modificacién
genética, cada célula puede tener una de seis combinaciones
de alelos HBB (WT/WT, INDEL/WT, INDEL/INDEL,
INDEL/HR, WT/HR, HR/HR, donde WT se refiere al alelo del
tipo silvestre de la anemia falciforme, INDEL se refiere a un
evento de insercion/delecion, pero no correccion, del gen
HBB, y HR se refiere a un alelo de HBB corregido). De media,
el 56% de las células tienen al menos un alelo HBB corregido
(HR). La suspension celular se enriquece en células CD34+
usando una separacion con bolas magnéticas. La substancia
consiste en células con el fenotipo CD45+ y CD34+, con
270% de pureza. La caracterizacion funcional de las células
se basa en la capacidad de formar colonias eritroides y
mieloides en medio semisodlido basado en metilcelulosa.

all-P-ambo-5'-0O-(28-[(2-acetamido-2-deoxy-f-D-
galactopyranosyl)oxy]-16,16-bis{[3-({6-[(2-acetamido-2-deoxy-
B-D-galactopyranosyl)oxy]hexyl}amino)-3-oxopropoxy]methyl}-
1-hydroxy-1,10,14,21-tetraoxo-2,18-dioxa-9,15,22-triaza-1A%-
phosphaoctacosan-1-yl)-2'-O-(2-methoxyethyl)-5-methyl-P-
thiouridylyl-(3'—5')-2'-O-(2-methoxyethyl)guanylyl-(3'—5')-2'-
O-(2-methoxyethyl)-5-methylcytidylyl-(3'—5')-2"-O-(2-
methoxyethyl)-5-methylcytidylyl-(3'—5')-2'-O-(2-
methoxyethyl)adenylyl-(3'—5')-P-thiothymidylyl-(3'—>5')-P-
thiothymidylyl-(3'—5')-P-thiothymidylyl-(3'—5")-2'-deoxy-P-
thioadenylyl-(3'—5')-2'-deoxy-P-thioadenylyl-(3'—5")-P-
thiothymidylyl-(3'—>5')-2'-deoxy-P-thioguanylyl-(3'—5')-2'-
deoxy-P-thioadenylyl-(3'—5')-2'-deoxy-P-thioguanylyl-(3'—5')-
2'-deoxy-5-methyl-P-thiocytidylyl-(3'—5')-2'-O-(2-
methoxyethyl)-5-methyluridylyl-(3'—5")-2'-O-(2-methoxyethyl)-
5-methyluridylyl-(3'—5')-2"-O-(2-methoxyethyl)-5-methyl-P-
thiocytidylyl-(3'—5')-2'-O-(2-methoxyethyl)-P-thioadenylyl-
(3'—>5")-2'-0-(2-methoxyethyl)-5-methylcytidine



Recommended INN: List 88

obéversen tout-P-ambo-5'-O-(28-[(2-acétamido-2-désoxy-f-D-
galactopyranosyl)oxy]-16,16-bis{[3-({6-[(2-acétamido-2-
désoxy-B-D-galactopyranosyl)oxy]hexyl}amino)-3-
oxopropoxy]méthyl}-1-hydroxy-1,10,14,21-tétraoxo-2,18-
dioxa-9,15,22-triaza-1A5-phosphaoctacosan-1-yl)-2'-O-(2-
méthoxyéthyl)-5-méthyl-P-thiouridylyl-(3'—5')-2"-O-(2-
méthoxyéthyl)guanylyl-(3'—5')-2'-O-(2-méthoxyéthyl)-5-
méthylcytidylyl-(3'—>5')-2'-O-(2-méthoxyéthyl)-5-
méthylcytidylyl-(3'—5')-2"-O-(2-méthoxyéthyl)adénylyl-
(3'—>5")-P-thiothymidylyl-(3'—5")-P-thiothymidylyl-(3'—5')-P-
thiothymidylyl-(3'—5')-2'-désoxy-P-thioadénylyl-(3'—>5')-2'-
désoxy-P-thioadénylyl-(3'—5')-P-thiothymidylyl-(3'—5')-2'-
désoxy-P-thioguanylyl-(3'—5')-2'-désoxy-P-thioadénylyl-
(3'>5')-2'-désoxy-P-thioguanylyl-(3'—5')-2'-désoxy-5-méthyl-
P-thiocytidylyl-(3'—>5')-2'-O-(2-méthoxyéthyl)-5-méthyluridylyl-
(3'—>5")-2"-0-(2-méthoxyéthyl)-5-méthyluridylyl-(3'-5')-2'-O-
(2-méthoxyéthyl)-5-méthyl-P-thiocytidylyl-(3'—5')-2'-O-(2-
méthoxyéthyl)-P-thioadénylyl-(3'—5')-2"-O-(2-méthoxyéthyl)-
5-méthylcytidine

obeversén todo-P-ambo-5'-O-(28-[(2-acetamido-2-desoxi-3-D-
galactopiranosil)oxi]-16,16-bis{[3-({6-[(2-acetamido-2-desoxi-
B-D-galactopiranosil)oxi]hexil}amino)-3-oxopropoxi]metil}-1-
hidroxi-1,10,14,21-tetraoxo-2,18-dioxa-9,15,22-triaza-1A%-
fosfaoctacosan-1-il)-5-metil-2'-O-(2-metoxietil)-P-tiouridilil-
(3'—5')-2"-0-(2-metoxietil)guanilil-(3'>5')-5-metil-2'-O-(2-
metoxietil)citidilil-(3'—>5')-5-metil-2'-O-(2-metoxietil )citidilil-
(3'—>5'")-2'-0-(2-metoxietil)adenilil-(3'—5'")-P-tiotimidilil-
(3'—5")-P-tiotimidilil-(3'—5'")-P-tiotimidilil-(3'>5')-2'-desoxi-P-
tioadenilil-(3'—>5')-2'-desoxi-P-tioadenilil-(3'—5')-P-tiotimidilil-
(3'—>5")-2'-desoxi-P-tioguanilil-(3'—5")-2'-desoxi-P-tioadenilil-
(3'—>5")-2'-desoxi-P-tioguanilil-(3'—5")-2'-desoxi-5-metil-P-
tiocitidilil-(3'—>5')-5-metil-2'-O-(2-metoxietil )uridilil-(3'>5')-5-
metil-2'-O-(2-metoxietil)uridilil-(3'>5")-5-metil-2'-O-(2-
metoxietil)-P-tiocitidilil-(3'—5')-2'-O-(2-metoxietil }-P-
tioadenilil-(3'>5')-5-metil-2'-O-(2-metoxietil)citidina

C296H437N77O156PZOS13

R1-m>Umoe=Gmoe-m°Cmoe-m°Cmoe-Amoe-dT=dT=d T=dA=dA=
dT=dG=dA=dG=m°C4=m°Umoe-m°Umoe-m>Cmoe=Amoe=m°Cmoe
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O\\ /SH N : nucleoside / nucléoside / nucleésido
_ p\ m®N : 5-methyl-N / 5-méthyl-N / 5-metil-N
dN & Ny : 2'-deoxy-N / 2'-désoxy-N / 2'-desoxi-N
Nmoe : 2'-O-(2-methoxyethyl)-N / 2'-O-(2-méthoxyéthyl)-N /
2'-O-(2-metoxietil)-N
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immunoglobulin G1-kappa, anti-[severe acute
respiratory syndrome (human) coronavirus 2 (SARS-
CoV-2) spike (S) glycoprotein, receptor binding domain
(RBD)], Homo sapiens monoclonal antibody;

gamma heavy chain Homo sapiens (1-448) [VH
(Homo sapiens IGHV3-30*01 (95.9%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.12] (26-33.51-
58.97-108)) (1-119) -Homo sapiens IGHG1*03, G1m3,
nG1m1, G1v24 CH3 L107, S114 (CH1 R120 (216)
(120-217), hinge 1-15 (218-232), CH2 (233-342), CH3
E12 (360), M14 (362), M107>L (430), N114>S (436)
(343-447), CHS K2>del (448)) (120-448)], (222-214')-
disulfide with kappa light chain Homo sapiens (1'-214")
[V-KAPPA (Homo sapiens IGKV1-5*01 (96.8%) -
IGKJ1*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-
97)) (1'-107') -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimer (228-
228":231-231")-bisdisulfide, produced in Chinese
hamster ovary (CHO) cells, glycoform alfa

immunoglobuline G1-kappa, anti-[domaine de liaison
au récepteur (RBD) de la glycoprotéine spike (S) du
coronavirus 2 (humain) du syndrome respiratoire aigu
sévéere (SARS-CoV-2)], anticorps monoclonal Homo
sapiens;

chaine lourde gamma1 Homo sapiens (1-448) [VH
(Homo sapiens IGHV3-30*01 (95.9%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.12] (26-33.51-
58.97-108)) (1-119) -Homo sapiens IGHG1*03, G1m3,
nG1m1, G1v24 CH3 L107, S114 (CH1 R120 (216)
(120-217), charniere 1-15 (218-232), CH2 (233-342),
CH3 E12 (360), M14 (362), M107>L (430), N114>S
(436) (343-447), CHS K2>del (448)) (120-448)], (222-
214")-disulfure avec la chaine légere kappa Homo
sapiens (1'-214") [V-KAPPA (Homo sapiens IGKV1-
5*01 (96.8%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9]
(27-32.50-52.89-97)) (1'-107") -Homo sapiens IGKC*01
(100%), Km3 A45.1 (153), V101 (191) (108'-214")];
dimére (228-228":231-231")-bisdisulfure, produit dans
des cellules ovariennes de hamster chinois (CHO),
glycoforme alfa

inmunoglobulina G1-kappa, anti-[dominio de unién al
receptor (RBD) de la glicoproteina spike (S) del
coronavirus 2 (humano) del sindrome respiratorio
agudo severo (SARS-CoV-2)], anticuerpo monoclonal
Homo sapiens;

cadena pesada gamma1 Homo sapiens (1-448) [VH
(Homo sapiens IGHV3-30*01 (95.9%) -(IGHD) -
IGHJ4*01 (100%), CDR-IMGT [8.8.12] (26-33.51-
58.97-108)) (1-119) -Homo sapiens IGHG1*03, G1m3,
nG1m1, G1v24 CH3 L107, S114 (CH1 R120 (216)
(120-217), bisagra 1-15 (218-232), CH2 (233-342),
CH3 E12 (360), M14 (362), M107>L (430), N114>S
(436) (343-447), CHS K2>del (448)) (120-448)], (222-
214")-disulfuro con la cadena ligera kappa Homo
sapiens (1'-214") [V-KAPPA (Homo sapiens IGKV1-
5*01 (96.8%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9]
(27-32.50-52.89-97)) (1'-107') -Homo sapiens IGKC*01
(100%), Km3 A45.1 (153), V101 (191) (108'-214")];
dimero (228-228":231-231")-bisdisulfuro, producido en
las células ovaricas de hamster chino (CHO), forma
glicosilada alfa
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olitigaltin

olitigaltine

olitigaltina
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onfasprodil

Heavy chain / Chaine lourde / Cadena pesada

QVQLVESGGG VVQPGRSLRL SCAASGFTEFS SYAMHWVRQA PGKGLEWVAV 50
IPFDGRNKYY ADSVTGRFTI SRDNSKNTLY LOMNSLRAED TAVYYCASSS 100
GYLFHSDYWG QGTLVTVSSA STKGPSVFPL APSSKSTSGG TAALGCLVKD 150
YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSVVTV PSSSLGTQTY 200
ICNVNHKPSN TKVDKRVEPK SCDKTHTCPP CPAPELLGGP SVFLFPPKPK 250
DTLMISRTPE VTCVVVDVSH EDPEVKFNWY VDGVEVHNAK TKPREEQYNS 300
TYRVVSVLTV LHQDWLNGKE YKCKVSNKAL PAPIEKTISK AKGQPREPQV 350
YTLPPSREEM TKNQVSLTCL VKGFYPSDIA VEWESNGQPE NNYKTTPPVL 400
DSDGSFFLYS KLTVDKSRWQ QGNVESCSVL HEALHSHYTQ KSLSLSPG 448

Light chain / Chaine légére / Cadena ligera

DIQMTQSPST LSASVGDRVT ITCRASQSIS NWLAWFQQKP GKAPKLLIYE 50
ASSLESGVPS RFSGSGSGTE FTLTISSLQP DDFATYYCQQ YNSYPWTFGQ 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  146-202  263-323  369-427
22"-96" 146"-202" 263"-323" 369"-427"
Intra-L (C23-C104) 23'-88'  134-194'
23"-88™ 134"-194"
Inter-H-L (h 5-CL 126) 222-214" 222"-214"
Inter-H-H (h 11, h 14)  228-228" 231-231"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH QI > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 299, 299"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi. ios lejos fucosi

3-deoxy-3-[4-(3-fluorophenyl)-1H-1,2,3-triazol-1-yl]-B-
D-galactopyranosyl 3-deoxy-3-[4-(3-fluorophenyl)-1H-
1,2,3-triazol-1-yl]-1-thio-B-D-galactopyranoside

3-désoxy-3-[4-(3-fluorophényl)-1H-1,2,3-triazol-1-yl]-1-
thio-B-D-galactopyranoside de 3-désoxy-3-[4-(3-
fluorophényl)-1H-1,2,3-triazol-1-yl]-B-D-
galactopyranosyle

3-desoxi-3-[4-(3-fluorofenil)-1H-1,2,3-triazol-1-il]-1-thio-
B-D-galactopirandsido de 3-desoxi-3-[4-(3-fluorofenil)-
1H-1,2,3-triazol-1-il]-B3-D-galactopiranosilo

CZBH3OF2NBO8S
HO F
_N
HO 0 Ho N7
- i N/
N S
72 i
-N OH 0o OH
N
F OH

6-{(1S)-2-[(3aR,5R,6aS)-5-(2-
fluorophenoxy)hexahydrocyclopenta[c]pyrrol-2(1H)-yl]-
1-hydroxyethyl}pyridin-3-ol

6-{(1S)-2-[(3aR,5R,6aS)-5-(2-
fluorophénoxy)hexahydrocyclopenta[c]pyrrol-2(1H)-yl]-
1-hydroxyéthyl}pyridin-3-ol
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onfasprodil 6-{(1S)-2-[(3aR,5R,6aS)-5-(2-
fluorofenoxi)hexahidrociclopenta[c]pirrol-2(1H)-il]-1-
hidroxietil}piridin-3-ol

CZOHZSFNZO3
NF OH
H
N A
OH
(6] H
F
onradivir (2S,3S)-3-{[6-cyclopropyl-5-fluoro-2-(5-fluoro-1H-pyrazolo[3,4-

b]pyridin-3-yl)pyrimidin-4-ylJamino}bicyclo[2.2.2]octane-2-
carboxylic acid

onradivir acide (2S,3S)-3-{[6-cyclopropyl-5-fluoro-2-(5-fluoro-1H-
pyrazolo[3,4-b]pyridin-3-yl)pyrimidin-4-
ylJamino}bicyclo[2.2.2]octane-2-carboxylique

onradivir acido (2S,3S)-3-{[6-ciclopropil-5-fluoro-2-(5-fluoro-1H-

pirazolo[3,4-b]piridin-3-il)pirimidin-4-ilJamino}biciclo[2.2.2]octano-

2-carboxilico

C22H22F2N602
H
- COZH
--H
NH

AN
\ yF
7 N
N
S
F

opilrelagene atradenorepvec  recombinant replication-competent oncolytic adenovirus type 5
(Ad5), with the original promoter of E1A replaced with two
consecutive human telomerase reverse transcriptase (TERT)
promoters, with E1B-19kDa inactivated (by deletion of the start
codon and the adjacent insertion of a stop codon), and with E3
deleted and replaced with the human relaxin 1 gene whose
expression is under control of a cytomegalovirus (CMV)
promoter.

opilrélagéne atradénorepvec  adénovirus de type 5 (Ad5) recombinant oncolytique, capable
de réplication, dont le promoteur original E1A a été remplacé
par deux promoteurs consécutifs de la transcriptase inverse de
la télomérase humaine (TERT), dont E1B-19kDa a été inactivé
(par délétion du codon d'initiation et insertion adjacente d'un
codon stop), et dont E3 a été supprimé et remplacé par le géne
de la relaxine 1 humaine dont I'expression est sous le controle
du promoteur du cytomégalovirus (CMV).
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opilrelagén atradenorepvec

osemitamab

osémitamab

osemitamab

adenovirus tipo 5 (Ad5) oncolitico, recombinante y
competente para replicacion, con el promotor original
de E1A reemplazado por dos promotores consecutivos
de la telomerasa transcriptasa inversa (TERT)
humana, con el gen E1B-19kDa inactivado (mediante
delecion del coddn de iniciacion y la insercién
adyacente de un codoén de terminacién) y con el gen
E3 delecionado y reemplazado por el gen de la
relaxina 1 humana cuya expresion esta bajo el control
de un promotor de citomegalovirus (CMV).

immunoglobulin G1-kappa, anti-[Homo sapiens
CLDN18 (SFTPJ, surfactant associated protein J)
isoform 2, extracellular domain 1 (EC1)], humanized
monoclonal antibody;

gamma heavy chain humanized (1-448) [VH (Homo
sapiens IGHV1-46*01 (87.8%) -(IGHD) -IGHJ4*01
(92.9%) L123>T (113), CDR-IMGT [8.8.11] (26-33.51-
58.97-107)) (1-118) -Homo sapiens IGHG1*01 (100%),
G1m17,1 (CH1 K120 (215) (119-216), hinge 1-15
(217-231), CH2 (232-341), CH3 D12 (357), L14 (359)
(342-446), CHS (447-448)) (119-448)], (221-220')-
disulfide with kappa light chain humanized (1'-220") [V-
KAPPA (Homo sapiens IGKV4-1*01 (91.1%) -
IGKJ4*01 (100%), CDR-IMGT [12.3.9] (27-38.56-
58.95-103)) (1'-113') -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (159), V101 (197) (114'-220")]; dimer (227-
227":230-230")-bisdisulfide, produced in Chinese
hamster ovary (CHO) cells, cell line CHO-K1 lacking
the glutamine synthetase (GS-KO) gene, glycoform
alfa

immunoglobuline G1-kappa, anti-[Homo sapiens
CLDN18 (SFTPJ, surfactant associé a la protéine J)
isoforme 2, domaine extracellulaire 1 (EC1)], anticorps
monoclonal humanisé;

chaine lourde gamma1 humanisée (1-448) [VH (Homo
sapiens IGHV1-46*01 (87.8%) -(IGHD) -IGHJ4*01
(92.9%) L123>T (113), CDR-IMGT [8.8.11] (26-33.51-
58.97-107)) (1-118) -Homo sapiens IGHG1*01 (100%),
G1m17,1 (CH1 K120 (215) (119-216), charniére 1-15
(217-231), CH2 (232-341), CH3 D12 (357), L14 (359)
(342-446), CHS (447-448)) (119-448)], (221-220')-
disulfure avec la chaine Iégére kappa humanisée (1'-
220") [V-KAPPA (Homo sapiens IGKV4-1*01 (91.1%) -
IGKJ4*01 (100%), CDR-IMGT [12.3.9] (27-38.56-
58.95-103)) (1'-113') -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (159), V101 (197) (114'-220")]; dimére
(227-227":230-230")-bisdisulfure, produit dans des
cellules ovariennes de hamster chinois (CHO), lignée
cellulaire CHO-K1 ne présentant pas le géne de la
glutamine synthétase (GS-KO), glycoforme alfa

inmunoglobulina G1-kappa, anti-[Homo sapiens
CLDN18 (SFTPJ, surfactante asociado a la proteina J)
isoforma 2, dominio extracelular 1 (EC1)], anticuerpo
monoclonal humanizado;
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cadena pesada gamma?l humanizada (1-448) [VH (Homo
sapiens IGHV1-46*01 (87.8%) -(IGHD) -IGHJ4*01 (92.9%)
L123>T (113), CDR-IMGT [8.8.11] (26-33.51-58.97-107)) (1-
118) -Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1 K120
(215) (119-216), bisagra 1-15 (217-231), CH2 (232-341), CH3
D12 (357), L14 (359) (342-446), CHS (447-448)) (119-448)],
(221-220")-disulfuro con la cadena ligera kappa humanizada (1'-
220") [V-KAPPA (Homo sapiens IGKV4-1*01 (91.1%) -
IGKJ4*01 (100%), CDR-IMGT [12.3.9] (27-38.56-58.95-103))
(1-113") -Homo sapiens IGKC*01 (100%), Km3 A45.1 (159),
V101 (197) (114'-220")]; dimero (227-227":230-230")-
bisdisulfuro, producido en las células ovaricas de hamster chino
(CHO), linea celular CHO-K1 en ausencia del gen glutamina
sintetasa (GS-KO), forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLVQSGAE VKKPGASVKV SCKASGYTFT GYNMNWVRQA PGQGLEWMGN 50
IDPYYGGTSY NQKFKGRVTM TIDKSTSTVY MELSSLRSED TAVYYCARMY 100
HGNAFDYWGQ GTTVTVSSAS TKGPSVFPLA PSSKSTSGGT AALGCLVKDY 150
FPEPVTVSWN SGALTSGVHT FPAVLQSSGL YSLSSVVTVP SSSLGTQTYI 200
CNVNHKPSNT KVDKKVEPKS CDKTHTCPPC PAPELLGGPS VFLFPPKPKD 250
TLMISRTPEV TCVVVDVSHE DPEVKFNWYV DGVEVHNAKT KPREEQYNST 300
YRVVSVLTVL HQDWLNGKEY KCKVSNKALP APIEKTISKA KGQPREPQVY 350
TLPPSRDELT KNQVSLTCLV KGFYPSDIAV EWESNGQPEN NYKTTPPVLD 400
SDGSFFLYSK LTVDKSRWQQ GNVFSCSVMH EALHNHYTQK SLSLSPGK 448

Light chain / Chaine légere / Cadena ligera

DIVMTQSPDS LAVSLGERAT INCKSSQSLL NSGNLKNYLT WYQQKPGQPP 50
KLLIYWASTR KSGVPDRFSG SGSGTDFTLT ISSLQAEDVA VYYCQNDYSY 100
PLTFGGGTKV EIKRTVAAPS VFIFPPSDEQ LKSGTASVVC LLNNFYPREA 150
KVQWKVDNAL QSGNSQESVT EQDSKDSTYS LSSTLTLSKA DYEKHKVYAC 200
EVTHQGLSSP VTKSFNRGEC 220

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  145-201 262-322  368-426
22"-96" 145"-201" 262"-322" 368"-426"
Intra-L (C23-C104) 23'-94' 140'-200'
23"-94" 140"-200"
Inter-H-L (h 5-CL 126) 221-220' 221"-220"
Inter-H-H (h 11, h 14)  227-227" 230-230"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH Q1 > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 298, 298"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 448, 448"

ozuriftamab immunoglobulin G1-kappa, anti-[Homo sapiens ROR2 (receptor
tyrosine kinase like orphan receptor 2, NTRKR2)], monoclonal
antibody;
gamma heavy chain (1-451) [VH (Homo sapiens IGHV5-10-
1*04 (79.4%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.15]
(26-33.51-58.97-111)) (1-122) -Homo sapiens IGHG1*01
(100%), G1m17,1 (CH1 K120 (219) (123-220), hinge 1-15 (221-
235), CH2 (236-345), CH3 D12 (361), L14 (363) (346-450),
CHS K2>del (451)) (123-451)], (225-213")-disulfide with kappa
light chain (1'-213") [V-KAPPA Musmus/Homsap (Mus
musculus IGKV4-57*01 (75.3%) -IGKJ4*01 (83.3%) S120>Q
(99), L124>V (103)/Homo sapiens IGKV1-13*02 (70.5%) -
IGKJ1*01 (91.7%), CDR-IMGT [5.3.9] (27-31.49-51.88-96)) (1'-
106') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (152), V101
(190) (107'-213")]; dimer (231-231":234-234")-bisdisulfide,
produced in Chinese hamster ovary (CHO) cells, cell line CHO-
K1, glycoform alfa



Recommended INN: List 88

ozuriftamab

ozuriftamab

immunoglobuline G1-kappa, anti-[Homo sapiens ROR2
(récepteur orphelin 2 de type récepteur tyrosine kinase,
NTRKRZ2], anticorps monoclonal;

chaine lourde gamma1 (1-451) [VH (Homo sapiens IGHV5-
10-1*04 (79.4%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[8.8.15] (26-33.51-58.97-111)) (1-122) -Homo sapiens
IGHG1*01 (100%), G1m17,1 (CH1 K120 (219) (123-220),
charniére 1-15 (221-235), CH2 (236-345), CH3 D12 (361),
L14 (363) (346-450), CHS K2>del (451)) (123-451)], (225-
213')-disulfure avec la chaine Iégére kappa (1'-213') [V-
KAPPA Musmus/Homsap (Mus musculus IGKV4-57*01
(75.3%) -IGKJ4*01 (83.3%) S120>Q (99), L124>V
(103)/Homo sapiens IGKV1-13*02 (70.5%) -IGKJ1*01
(91.7%), CDR-IMGT [5.3.9] (27-31.49-51.88-96)) (1'-106') -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (152), V101
(190) (107'-213")]; dimere (231-231":234-234")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois
(CHO), lignée cellulaire CHO-K1, glycoforme alfa

inmunoglobulina G1-kappa, anti-[Homo sapiens ROR2
(receptor huérfano 2 de tipo receptor tirosina kinasa,
NTRKRZ2], anticuerpo monoclonal;

cadena pesada gamma1 (1-451) [VH (Homo sapiens IGHV5-
10-1*04 (79.4%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[8.8.15] (26-33.51-58.97-111)) (1-122) -Homo sapiens
IGHG1*01 (100%), G1m17,1 (CH1 K120 (219) (123-220),
bisagra 1-15 (221-235), CH2 (236-345), CH3 D12 (361), L14
(363) (346-450), CHS K2>del (451)) (123-451)], (225-213")-
disulfuro con la cadena ligera kappa (1'-213') [V-KAPPA
Musmus/Homsap (Mus musculus IGKV4-57*01 (75.3%) -
IGKJ4*01 (83.3%) S120>Q (99), L124>V (103)/Homo
sapiens IGKV1-13*02 (70.5%) -IGKJ1*01 (91.7%), CDR-
IMGT [5.3.9] (27-31.49-51.88-96)) (1'-106') -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (152), V101 (190) (107'-213")];
dimero (231-231":234-234")-bisdisulfuro, producido en las
células ovaricas de hamster chino (CHO), linea celular CHO-
K1, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

EVQLVQSGAE VKKPGESLRI SCKGSGYTFT EYTMHWVRQA PGQGLEWMGG 50
INTNNGGTGY NQKFKGRVTI SADKSISTAY LOWSSLKASD TAMYYCAHGS 100
LYSYGNSYFD YWGQGTLVTV SSASTKGPSV FPLAPSSKST SGGTAALGCL 150
VKDYFPEPVT VSWNSGALTS GVHTFPAVLQ SSGLYSLSSV VTVPSSSLGT 200
QTYICNVNHK PSNTKVDKKV EPKSCDKTHT CPPCPAPELL GGPSVFLFPP 250
KPKDTLMISR TPEVTCVVVD VSHEDPEVKF NWYVDGVEVH NAKTKPREEQ 300
YNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KALPAPIEKT ISKAKGQPRE 350
PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP 400
PVLDSDGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTQKSLSLSP 450
G 451

Light chain / Chaine Iégére / Cadena ligera

AIQLTQSPSS LSASVGDRVT ITCSATSSVS YMHWYLQKPG QSPQLLIYGT 50
SNLASGVPDR FSGSGSGTDF TLKISRVEAE DVGVYYCQQR SSYPFTFGQG 100
TKVEIKRTVA APSVFIFPPS DEQLKSGTAS VVCLLNNFYP REAKVQWKVD 150
NALQSGNSQE SVTEQDSKDS TYSLSSTLTL SKADYEKHKV YACEVTHQGL 200
SSPVTKSFNR GEC 213

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  149-205 266-326  372-430
22"-96" 149"-205" 266"-326" 372"-430"
Intra-L (C23-C104) 23'-87' 133'-193'
23"-87" 133"-193"
Inter-H-L (h 5-CL 126) 225-213' 225"-213"
Inter-H-H (h 11, h 14)  231-231" 234-234"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 302, 302"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi ios complejos fucosi




ozuriftamab vedotin

ozuriftamab védotine

ozuriftamab vedotina
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immunoglobulin G1-kappa, anti-[Homo sapiens ROR2
(receptor tyrosine kinase-like orphan receptor 2,
NTRKR2)], monoclonal antibody, conjugated to
auristatin E;

gamma heavy chain (1-451) [VH (Homo sapiens
IGHV5-10-1*04 (79.4%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.15] (26-33.51-58.97-111)) (1-122) -
Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1
K120 (219) (123-220), hinge 1-15 (221-235), CH2
(236-345), CH3 D12 (361), L14 (363) (346-450), CHS
K2>del (451)) (123-451)], (225-213")-disulfide with
kappa light chain (1'-213") [V-KAPPA Musmus/Homsap
(Mus musculus IGKV4-57*01 (75.3%) -IGKJ4*01
(83.3%) S120>Q (99), L124>V (103)/Homo sapiens
IGKV1-13*02 (70.5%) -IGKJ1*01 (91.7%), CDR-IMGT
[6.3.9] (27-31.49-51.88-96)) (1'-106') -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (152), V101 (190) (107'-
213")]; dimer (231-231":234-234")-bisdisulfide,
produced in Chinese hamster ovary (CHO) cells, cell
line CHO-K1, glycoform alfa, conjugated, on an
average of 4 cysteinyl, to monomethylauristatin E
(MMAE), via a cleavable maleimidocaproyl-valyl-
citrullinyl-p-aminobenzyloxycarbonyl (mc-val-cit-PABC)
type linker

For the vedotin part, please refer to the document "INN for
pharmaceutical substances: Names for radicals, groups and others"*.

immunoglobuline G1-kappa, anti-[Homo sapiens
ROR2 (récepteur orphelin 2 de type récepteur tyrosine
kinase, NTRKR2)], anticorps monoclonal, conjugué a
l'auristatine E;

chaine lourde gamma1 (1-451) [VH (Homo sapiens
IGHV5-10-1*04 (79.4%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.15] (26-33.51-58.97-111)) (1-122) -
Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1
K120 (219) (123-220), charniére 1-15 (221-235), CH2
(236-345), CH3 D12 (361), L14 (363) (346-450), CHS
K2>del (451)) (123-451)], (225-213")-disulfure avec la
chaine légere kappa (1'-213') [V-KAPPA
Musmus/Homsap (Mus musculus IGKV4-57*01
(75.3%) -IGKJ4*01 (83.3%) S120>Q (99), L124>V
(103)/Homo sapiens IGKV1-13*02 (70.5%) -IGKJ1*01
(91.7%), CDR-IMGT [5.3.9] (27-31.49-51.88-96)) (1'-
106') -Homo sapiens IGKC*01 (100%), Km3 A45.1
(152), V101 (190) (107'-213")]; dimére (231-231":234-
234")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), lignée cellulaire
CHO-K1, glycoforme alfa, conjugué, sur 4 cystéinyl en
moyenne, au monomeéthylauristatine E (MMAE), via un
linker clivable de type maléimidocaproyl-valyl-
citrullinyl-p-aminobenzyloxycarbonyl (mc-val-cit-PABC)
Pour la partie védotine, veuillez-vous référer au document "INN for
pharmaceutical substances: Names for radicals, groups and others"*.

inmunoglobulina G1-kappa, anti-[Homo sapiens ROR2
(receptor huérfano 2 de tipo receptor tirosina kinasa,
NTRKR2)], anticuerpo monoclonal, conjugado con la
auristatina E;
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paclitaxel obaluronate

cadena pesada gamma1 (1-451) [VH (Homo sapiens
IGHV5-10-1*04 (79.4%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.15] (26-33.51-58.97-111)) (1-122) -
Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1
K120 (219) (123-220), bisagra 1-15 (221-235), CH2
(236-345), CH3 D12 (361), L14 (363) (346-450), CHS
K2>del (451)) (123-451)], (225-213")-disulfuro con la
cadena ligera kappa (1'-213") [V-KAPPA
Musmus/Homsap (Mus musculus IGKV4-57*01
(75.3%) -IGKJ4*01 (83.3%) S120>Q (99), L124>V
(103)/Homo sapiens IGKV1-13*02 (70.5%) -IGKJ1*01
(91.7%), CDR-IMGT [5.3.9] (27-31.49-51.88-96)) (1'-
106') -Homo sapiens IGKC*01 (100%), Km3 A45.1
(152), V101 (190) (107'-213")]; dimére (231-231":234-
234")-bisdisulfuro, producido en las células ovaricas
de hamster chino (CHO), linea celular CHO-K1, forma
glicosilada alfa, conjugado, en 4 restos cisteinil por
término medio, con monometilauristatina E (MMAE), a
través de un enlace escindible de tipo
maleimidocaproil-valil-citrulinil-p-
aminobenciloxicarbonil (mc-val-cit-PABC)

Para la parte vedotina, por favor vaya al documento "INN for
pharmaceutical substances: Names for radicals, groups and others"*.

Heavy chain / Chaine lourde / Cadena pesada

EVQLVQSGAE VKKPGESLRI SCKGSGYTFT EYTMHWVRQA PGQGLEWMGG 50
INTNNGGTGY NQKFKGRVTI SADKSISTAY LQWSSLKASD TAMYYCAHGS 100
LYSYGNSYFD YWGQGTLVTV SSASTKGPSV FPLAPSSKST SGGTAALGCL 150
VKDYFPEPVT VSWNSGALTS GVHTFPAVLQ SSGLYSLSSV VIVPSSSLGT 200
QTYICNVNHK PSNTKVDKKV EPKSCDKTHT CPPCPAPELL GGPSVFLFPP 250
KPKDTLMISR TPEVTCVVVD VSHEDPEVKF NWYVDGVEVH NAKTKPREEQ 300
YNSTYRVVSV LTVLHODWLN GKEYKCKVSN KALPAPIEKT ISKAKGQPRE 350
PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP 400
PVLDSDGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTQKSLSLSP 450
G 451

Light chain / Chaine 1égére / Cadena ligera

AIQLTQSPSS LSASVGDRVT ITCSATSSVS YMHWYLQKPG QSPQLLIYGT 50
SNLASGVPDR FSGSGSGTDF TLKISRVEAE DVGVYYCQQR SSYPFTFGQG 100
TKVEIKRTVA APSVFIFPPS DEQLKSGTAS VVCLLNNFYP REAKVQWKVD 150
NALQSGNSQE SVTEQDSKDS TYSLSSTLTL SKADYEKHKV YACEVTHQGL 200
SSPVTKSFNR GEC 213

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  149-205  266-326 372-430

22"-96" 149"-205" 266"-326" 372"-430"
Intra-L (C23-C104) 23'-87'  133'-193'

23"-87" 133"-193"
Inter-H-L* (h 5-CL 126) 225-213' 225"-213"
Inter-H-H* (h 11, h 14)  231-231" 234-234"
*At least two of the four inter-chain disulfide bridges are not present, an average of 4 cysteinyl being
conjugated each via a thioether bond to a drug linker.
*Au moins deux des quatre ponts disulfures inter-chaines ne sont pas présents, 4 cystéinyl en moyenne
étant chacun conjugué via une liaison thioéther & un linker-principe actif.
*Al menos dos de los cuatro puentes disulfuro inter-catenarios no estan presentes, una media de 4
cisteinil estd conjugada a conectores de principio activo.

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacién

H CH2 N84.4: 302, 302"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi ios complejos fucosilads

hyaluronic acid partly esterified (0.08-0.12) with 4-
{[(1S,2R)-1-benzamido-3-{[4,10B-bis(acetyloxy)-2a-
(benzoyloxy)-58,20-epoxy-1,7B-dihydroxy-9-oxotax-
11-en-13a-ylJoxy}-3-oxo-1-phenylpropan-2-ylJoxy}-4-
oxobutyl groups



obaluronate de paclitaxel

obaluronato de paclitaxel

padnarsertib

padnarsertib

padnarsertib
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acide hyaluronique estérifié partiellement (0.08-0.12) avec
des groupes 4-{[(1S,2R)-1-benzamido-3-{[4,10p3-
bis(acétyloxy)-2a-(benzoyloxy)-58,20-époxy-1,73-
dihydroxy-9-oxotax-11-én-13a-ylJoxy}-3-oxo-1-
phénylpropan-2-yl]Joxy}-4-oxobutyle

acido hialurénico esterificado parcialmente (0.08-0.12) con
grupos 4-{[(1S,2R)-1-benzamido-3-{[4,10B-bis(acetiloxi)-2a-
(benzoiloxi)-5,20-epoxi-1,7B-dihidroxi-9-oxotax-11-en-13a-
ilJoxi}-3-oxo-1-fenilpropan-2-ilJoxi}-4-oxobutilo

C47HsoNO1y [C1sH26N012“']m s [C14H21NO11“]n

(2E)-3-(6-aminopyridin-3-yl)-N-({5-[4-(4,4-difluoropiperidine-
1-carbonyl)phenyl]-7-(4-fluorophenyl)-1-benzofuran-2-
ylimethyl)prop-2-enamide

(2E)-3-(6-aminopyridin-3-yl)-N-({5-[4-(4,4-difluoropipéridine-
1-carbonyl)phényl]-7-(4-fluorophényl)-1-benzofuran-2-
yliméthyl)prop-2-énamide
(2E)-3-(6-aminopiridin-3-il)-N-({5-[4-(4,4-difluoropiperidina-
1-carbonil)fenil]-7-(4-fluorofenil)-1-benzofuran-2-
il}metil)prop-2-enamida

C35H29F3N4O3
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palsucibep pegol

palsucibep pégol

engineered human lipocalin-2 binding protein (LCN2,
neutrophil gelatinase-associated lipocalin, NGAL,
siderocalin, oncogene 24p3) variant (N-terminal M
added, Q>H?%, A>E*, [>V4, Q>M*°, Y>W?32, K>E®,
S>%8 | >M™, F>P7!, R>L"2, K>A™, K>E7*, D>E”,
W>L79, |>F80, R>Q81, N>G96, Y>G1OO, L>R103, Y>G1OG,
K>V128 S>127\W, Y>V132 K>W1'34 |>V138) anti-[human
hepcidin (human liver-expressed antimicrobial peptide
1, LEAP-1, HAMP, putative liver tumor regressor,
PLTR)], non-glycosylated, produced by Escherichia
coli, conjugated at the S atom of C87 with PEG (~30
kDa);

artificial recombinant protein, derived from human
lipocalin-2 (LCN2, neutrophil gelatinase-associated
lipocalin, NGAL, siderocalin, oncogene 24p3),
designed for binding to hepcidin (human liver-
expressed antimicrobial peptide 1, LEAP-1, HAMP,
putative liver tumor regressor, PLTR) by exchanging
25 residues; L-methionyl-[Q%H, A*“E, IV, Q*M,
Y52\, K59E, S88|, LM, F7'P, R72L, K3A, K7*E, D''E,
W79L, |80F, R81Q, N%G, Y1OOG, L103R, Y106G, K125V,
S121W, Y32y, K'34W, |'35V]-lipocalin-2, non-
glycosylated, produced by Escherichia coli, conjugated
at the S atom of Cys87 with a (3RS)-1-(3-{3-[a-
methylpoly(oxyethylene)-w-amino]propyl}-3-
oxopropyl)-2,5-dioxopyrrolidin-3-yl group (~30 kDa)

protéine de liaison de la lipocaline-2 humaine modifiée
(LCNZ2, lipocaline associée a la gélatinase des
neutrophiles, NGAL, sidérocaline, oncogéne 24p3)
variant (addition M au N-terminal, Q>H?8, A>E*°, |>V41,
Q>M*, Y>W52, K>E5, S>188, L>M7°, F>P7!, R>L72,
K>A73, K>E74, D>E77, W>L79, |>F80, R>Q81 , N>G96,
Y>G10 L>R103 Y>G19 K>V125 S>127\y, Y>\/132)
K>W134 |>V'3%) anti-[hepcidine humaine (peptide
antimicrobien exprimé par le foie humain 1, LEAP-1,
HAMP, régresseur de tumeur hépatique putatif,
PLTR)], non glycosylée, produite dans Escherichia
coli, conjuguée a I'atome S de C87 avec PEG (~30
kDa);

protéine artificielle recombinante, dérivée de la
lipocaline-2 humaine (LCN2, lipocaline associée a la
gélatinase des neutrophiles, NGAL, sidérocaline,
oncogeéne 24p3), congue pour se lier a I'hepcidine
(peptide antimicrobien 1 exprimé dans le foie humain,
LEAP-1, HAMP, régresseur de tumeur hépatique
putatif, PLTR) grace a I'échange de 25 résidus
d'acides aminés;

L-méthionyl-[Q%H, A‘E, I'V, Q*M, Y52W, K*E, S%,
LM, F7'P, R™2L, K73A, KT™E, D"'E, WL, I8°F, R8'Q,
NQSG, YmOG, L103R, Y1OGG, K125V, S1Z7W, Y132V, K134W,
I"%5V]-lipocaline-2, non glycosylée, produite dans
Escherichia coli, conjuguée a lI'atome S de Cys87 avec
un groupe (3RS)-1-(3-{3-[a-méthylpoly(oxyéthylene)-
w-amino]propyl}-3-oxopropyl)-2,5-dioxopyrrolidine-3-
yle (~30 kDa)



palsucibep pegol

paltimatrectinib

paltimatrectinib

paltimatrectinib
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proteina disefiada de union a la lipocalina-2 humana
(LCNZ2, lipocalina asociada a la gelatinasa de neutrofilos,
NGAL, siderocalina, oncogén 24p3) variante (terminal N
afadido M, Q>H?, A>E*, I>V4!, Q>M*°, Y>W52, K>E®®,
S>|68‘ L>M™, F>P™, R>L72, K>A73, K>E™, D>E77, W>L79,
|>F80, R>Q81’ N>G96’ Y>G1°°, L>R1°3, Y>G1°6, K>V125,
S>127\WY, Y>V132 K>W13, [>V1%5), anti-[hepcidina humana
(péptido antimicrobiano 1 expresado en higado humano,
LEAP-1, HAMP, regresor de tumor hepatico putativo,
PLTR)], no glicosilada, producida por Escherichia coli,
conjugada en el atomo de S de C87 con PEG (~30 kDa);
proteina artificial recombinante, derivada de la lipocalina-2
humana (LCNZ2, lipocalina asociada a la gelatinasa de
neutréfilos, NGAL, siderocalina, oncogén 24p3), disefiada
para unirse a la hepcidina (péptido antimicrobiano 1
expresado en higado humano, LEAP-1, HAMP, regresor
de tumor hepatico putativo, PLTR) por intercambio de 25
residuos de aminoacidos;

L-metionil-[Q%H, A*E, I*'V, Q*M, Y52W, K%°E, S|, LM,
F71P, R72L, K73A, K™E, D'E, W79L, |80|:‘ R81Q‘ NQSG‘ Y“’OG,
L8R, Y15G, K2V, S'27W, Y32y, K™**W, |'%V]-lipocalina-
2, no glicosilada, producida por Escherichia coli,
conjugada en el atomo de S de Cys87 con un grupo
(3RS)-1-(3-{3-[a-metilpoli(oxietileno)-w-amino]propil}-3-
oxopropil)-2,5-dioxopirrolidin-3-ilo (~30 kDa)

Sequence / Séquence / Secuencia

M 0
QDSTSDLIPA PPLSKVPLQQ NFQDNQFHGK WYVVGLAGNE VLREDKDPMK 50
MWATIYELEE DKSYNVTIVM PLAEKCEYLF QTFVPGCQPG EFTLGGIKSG 100
PGRTSGLVRV VSTNYNQHAM VFFKVVWONR EVFWVTLYGR TKELTSELKE 150
NFIRFSKSLG LPENHIVFPV PIDQCIDG 178

Mutation / Mutation / Mutacién

028> H, A40> E, 141>V, Q49> M, Y52> W, K59> E, S68> I,
170> M, F71> P, R72> L, K73> A, K74> E, D77> E, W79> L,
180> F, R81> Q, N96> G, Y100>G, L103>R, Y106>G, K125V,
S127>W, Y132>V, K134>W, I135>V

Post-tr ional modification: i ions post-traducti 11 difi

postraducionnales

Disulfide bridge location / Position du pont disulfure / Posicion del puente disulfuro
76-175

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion
none / aucun / ninguna

Pegylation site / Site de pégylation / Posicion de pegilacion

C87: 30 kDa mPEG (n ~ 680)
H
H H
NN
Hac‘{o/\i{ \n/\/ s
n b8

(o)
N
(o] o
o= —N
H
o

5-[(2R)-2-(2,5-difluorophenyl)pyrrolidin-1-yl]-3-[4-
(trifluoromethyl)-1H-pyrazol-1-yl]pyrazolo[1,5-a]pyrimidine

5-[(2R)-2-(2,5-difluorophényl)pyrrolidin-1-yl]-3-[4-
(trifluorométhyl)-1H-pyrazol-1-yllpyrazolo[1,5-a]pyrimidine

5-[(2R)-2-(2,5-difluorofenil)pirrolidin-1-il]-3-[4-
(trifluorometil)-1H-pirazol-1-il]pirazolo[1,5-a]pirimidina
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CaoH1s5FsNg

palupiprant 4-[(1S)-1-{3-(difluoromethyl)-1-methyl-5-[3-
(trifluoromethyl)phenoxy]-1H-pyrazole-4-
carboxamido}ethyl]benzoic acid

palupiprant acide 4-[(1S)-1-{3-(difluorométhyl)-1-méthyl-5-[3-
(trifluorométhyl)phénoxy]-1H-pyrazole-4-
carboxamido}éthyl]benzoique

palupiprant acido 4-[(1S)-1-{3-(difluorometil)-1-metil-5-[3-
(trifluorometil)fenoxi]-1H-pirazol-4-
carboxamido}etillbenzoico

C22H18F5N3O4
F

N F CO,H
/T H
H3C’N P> N

F3C

paridiprubart immunoglobulin G1-kappa, anti-[Homo sapiens TLR4
(toll like receptor 4, toll-like receptor 4, CD284)],
humanized monoclonal antibody;
gamma1 heavy chain humanized (1-448) [VH (Homo
sapiens IGHV4-30-4*07 (85.7%) -(IGHD) -IGHJ4*01
(92.9%), CDR-IMGT [9.7.11] (26-34.52-58.97-107)) (1-
118) -Homo sapiens IGHG1*03, G1m3, nG1m1,
G1v38 CH2 S108, F113 (CH1 R120 (215) (119-216),
hinge 1-15 (217-231), CH2 N108>S (326), L113>F
(329) (232-341), CH3 E12 (357), M14 (359) (342-446),
CHS (447-448)) (119-448)], (221-214")-disulfide with
kappa light chain humanized (1'-214') [V-KAPPA
(Homo sapiens IGKV6-21*02 (90.5%) -IGKJ4*01
(100%), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-
107') -Homo sapiens IGKC*01 (100%), Km3 A45.1
(1583), V101 (191) (108'-214")]; dimer (227-227":230-
230")-bisdisulfide, produced in Chinese hamster ovary
(CHO) cells, cell line CHO-K1SV, glycoform alfa

paridiprubart immunoglobuline G1-kappa, anti-[Homo sapiens TLR4
(récepteur 4 de type Toll, récepteur 4 toll-like,
CD284)], anticorps monoclonal humanisé;
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chaine lourde gamma1 humanisée (1-448) [VH (Homo
sapiens IGHV4-30-4*07 (85.7%) -(IGHD) -IGHJ4*01
(92.9%), CDR-IMGT [9.7.11] (26-34.52-58.97-107)) (1-
118) -Homo sapiens IGHG1*03, G1m3, nG1m1, G1v38
CH2 S108, F113 (CH1 R120 (215) (119-216), charniére
1-15 (217-231), CH2 N108>S (326), L113>F (329) (232-
341), CH3 E12 (357), M14 (359) (342-446), CHS (447-
448)) (119-448)], (221-214")-disulfure avec la chaine
légére kappa humanisée (1'-214") [V-KAPPA (Homo
sapiens IGKV6-21*02 (90.5%) -IGKJ4*01 (100%), CDR-
IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107") -Homo
sapiens IGKC*01 (100%), Km3 A45.1 (153), V101 (191)
(108'-214")]; dimére (227-227":230-230")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois
(CHO), lignée cellulaire CHO-K1SV, glycoforme alfa

paridiprubart inmunoglobulina G1-kappa, anti-[Homo sapiens TLR4
(receptor 4 de tipo Toll, receptor 4 toll-like, CD284)],
anticuerpo monoclonal humanizado;
cadena pesada gamma1 humanizada (1-448) [VH (Homo
sapiens IGHV4-30-4*07 (85.7%) -(IGHD) -IGHJ4*01
(92.9%), CDR-IMGT [9.7.11] (26-34.52-58.97-107)) (1-
118) -Homo sapiens IGHG1*03, G1m3, nG1m1, G1v38
CH2 S108, F113 (CH1 R120 (215) (119-216), bisagra 1-
15 (217-231), CH2 N108>S (326), L113>F (329) (232-
341), CH3 E12 (357), M14 (359) (342-446), CHS (447-
448)) (119-448)], (221-214")-disulfuro con la cadena
ligera kappa humanizada (1'-214") [V-KAPPA (Homo
sapiens IGKV6-21*02 (90.5%) -IGKJ4*01 (100%), CDR-
IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107') -Homo
sapiens IGKC*01 (100%), Km3 A45.1 (153), V101 (191)
(108'-214")]; dimero (227-227":230-230")-bisdisulfuro,
producido en las células ovaricas de hamster chino
(CHO), linea celular CHO-K1SV, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLQOESGPG LVKPSDTLSL TCAVSGYSIT GGYSWHWIRQ PPGKGLEWMG 50
YIHYSGYTDF NPSLKTRITI SRDTSKNQFS LKLSSVTAVD TAVYYCARKD 100
PSDAFPYWGQ GTLVTVSSAS TKGPSVFPLA PSSKSTSGGT AALGCLVKDY 150
FPEPVTVSWN SGALTSGVHT FPAVLQSSGL YSLSSVVTVP SSSLGTQTYI 200
CNVNHKPSNT KVDKRVEPKS CDKTHTCPPC PAPELLGGPS VFLFPPKPKD 250
TLMISRTPEV TCVVVDVSHE DPEVKFNWYV DGVEVHNAKT KPREEQYNST 300
YRVVSVLTVL HQDWLNGKEY KCKVSSKAFP APIEKTISKA KGQPREPQVY 350
TLPPSREEMT KNQVSLTCLV KGFYPSDIAV EWESNGQPEN NYKTTPPVLD 400
SDGSFFLYSK LTVDKSRWQQ GNVFSCSVMH EALHNHYTQK SLSLSPGK 448

Light chain / Chaine Iégere / Cadena ligera

EIVLTQSPDF QSVTPKEKVT ITCRASQSIS DHLHWYQQKP DQSPKLLIKY 50
ASHAISGVPS RFSGSGSGTD FTLTINSLEA EDAATYYCQQ GHSFPLTFGG 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNEFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  145-201 262-322  368-426
22"-96" 145"-201" 262"-322" 368"-426"
Intra-L (C23-C104) 23'-88'  134-194'
23™M-88" 134™"-194™
Inter-H-L (h 5-CL 126) 221-214" 221"-214"
Inter-H-H (h 11, h 14)  227-227" 230-230"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH QI > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 298. 298"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 448, 448"
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peceleganan

pécéléganan

peceleganan

pegenzileukin

pégenzileukine

artificial antimicrobial cecropin A (1-10) x melittin B (3-
18) hybrid (10+16)-peptide analogue;
NP-acetyl-L-lysyl-L-tryptophyl-L-lysyl-L-seryl-L-
phenylalanyl-L-leucyl-L-lysyl-L-threonyl-L-phenylalanyl-
L-lysyl-L-seryl-L-alanyl-L-alanyl-L-lysyl-L-threonyl-L-
valyl-L-leucyl-L-histidyl-L-threonyl-L-alanyl-L-leucyl-L-
lysyl-L-alanyl-L-isoleucyl-L-seryl-L-serinamide

analogue d'un peptide artificiel antimicrobien hybride
(10+16) de cécropine A (1-10) x mélittine B (3-18);
N?-acétyl-L-lysyl-L-tryptophyl-L-lysyl-L-séryl-L-
phénylalanyl-L-leucyl-L-lysyl-L-thréonyl-L-phénylalanyl-
L-lysyl-L-séryl-L-alanyl-L-alanyl-L-lysyl-L-thréonyl-L-
valyl-L-leucyl-L-histidyl-L-thréonyl-L-alanyl-L-leucyl-L-
lysyl-L-alanyl-L-isoleucyl-L-séryl-L-sérinamide

analogo de un péptido artificial antimicrobiano hibrido
(10+16) de cecropina A (1-10) x melitina B (3-18);
N?-acetil-L-lisil-L-triptofil-L-lisil-L-seril-L-fenilalanil-L-
leucil-L-lisil-L-treonil-L-fenilalanil-L-lisil-L-seril-L-alanil-L-
alanil-L-lisil-L-treonil-L-valil-L-leucil-L-histidil-L-treonil-L-
alanil-L-leucil-L-lisil-L-alanil-L-isoleucil-L-seril-L-
serinamida

C138H226N36034

Sequence / Séquence / Secuencia
KWKSFLKTFK SAAKTVLHTA LKAISS 36

Modified residues / Résidus modifiés / Restos modificados

K H,N S HO
1 36
0 ~ NH,

P N

Hs,C” N o

human interleukin 2 (IL2, T-cell growth factor, TCGF)
(2-133) variant (A" deleted, Pro%>Lys, Cys'?>Ser),
non-glycosylated, produced in Escherichia coli,
conjugated at N® of K65 with a PEG derivative (30
kDa);

[Ala'>del, Pro®>Lys, Cys'?>Ser]-human interleukin 2
(IL2, T-cell growth factor, TCGF), non-glycosylated,
produced in Escherichia coli, N#%-({2-[8-{4-[a-
methylpoly(oxyethylene)-w-amino]-4-oxobutanoyl}-8,9-
dihydro-1(or 3)H-dibenzo[b,f][1,2,3]triazolo[4,5-
dlazocin-1(or 3)-yllethoxy}carbonyl)-derivative

interleukine 2 humaine (IL-2, facteur de croissance des
cellules T, TCGF) (2-133) variant (A" supprimé,
Pro%®>Lys, Cys'?*>Ser), non glycosylée, produite dans
Escherichia coli, conjuguée en N® de K65 avec un
dérivé PEG (30 kDa);



pegenzileukina

pelgifatamab
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[Ala'>del, Pro®>Lys, Cys'?>Sér]-interleukine 2
humaine (IL-2, facteur de croissance des cellules T,
TCGF), non glycosylée, produite dans Escherichia
coli, conjuguée en N655-({2-[8-{4-[a-
méthylpoly(oxyéthyléne)-w-amino]-4-oxobutanoyl}-8,9-
dihydro-1(ou 3)H-dibenzo[b,f][1,2,3]triazolo[4,5-
dlazocin-1(ou 3)-yl]éthoxy}carbonyle)

interleukina 2 humana (IL-2, factor de crecimiento de
células T, TCGF) (2-133) variante (A" eliminada,
Pro®>Lys, Cys'#>Ser), no glicosilada, producida en
Escherichia coli, conjugada en N® del K65 con un
derivado PEG (30 kDa);

Ala'>del, Pro®®>Lis, Cis'?*>Ser]-interleukina 2 humana
(IL-2, factor de crecimiento de células T, TCGF), no
glicosilada, producida en Escherichia coli, conjugada
en N°55-({2-[8-{4-[a-metilpoli(oxietileno)-w-amino]-4-
oxobutanoil}-8,9-dihidro-1(o 3)H-
dibenzo[b,f][1,2,3]triazolo[4,5-d]azocin-1(0 3)-
illetoxi}carbonilo)

Sequence / Séquence / Secuencia

-PTSSSTKKT QLQLEHLLLD LOMILNGINN YKNPKLTRML TFKFYMPKKA 50
TELKHLQCLE EELKKLEEVL NLAQSKNFHL RPRDLISNIN VIVLELKGSE 100
TTFMCEYADE TATIVEFLNR WITFSQSIIS TLT 133

Mutation / Mutation / Mutacion
Al>del, P65>K, C125>8

Post-translational modifications

Disulfide bridge location / Position du pont disulfure / Posicion del puente disulfuro
58-105

Glycosylation sites / Sites de glycosylation / Posiciones de glicosilacion
none / aucun / ninguna

Pegylation site / Site de pégylation / Posicion de pegilacion
K%: 30 kDa mPEG (n ~ 680)

CH3

0o *and N*-linked isomer

immunoglobulin G1-kappa, anti-[Homo sapiens FOLH1
(folate hydrolase, prostate specific membrane antigen,
PSMA)], Homo sapiens monoclonal antibody;

gamma heavy chain Homo sapiens (1-453) [VH
(Homo sapiens IGHV3-33*01 (96.9%) -(IGHD) -
IGHJ6*01 (100%), CDR-IMGT [8.8.16] (26-33.51-
58.97-112)) (1-123) -Homo sapiens IGHG1*03 (100%),
G1m3, nG1m1 (CH1 R120 (220) (124-221), hinge 1-15
(222-236), CH2 (237-346), CH3 E12 (362), M14 (364)
(347-451), CHS (452-453)) (124-453)], (226-214')-
disulfide with kappa light chain Homo sapiens (1'-214")
[V-KAPPA (Homo sapiens IGKV1-27*01 (94.7%) -
IGKJ3*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-
97)) (1'-107") -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimer (232-
232":235-235")-bisdisulfide, produced in Chinese
hamster ovary (CHO) cells, cell line CHO-K1,
glycoform alfa
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pelgifatamab

pelgifatamab

immunoglobuline G1-kappa, anti-[Homo sapiens FOLH1
(folate hydrolase, antigene membranaire spécifique de la
prostate, PSMA)], anticorps monoclonal Homo sapiens;
chaine lourde gamma1 Homo sapiens (1-453) [VH (Homo
sapiens IGHV3-33*01 (96.9%) -(IGHD) -IGHJ6*01 (100%),
CDR-IMGT [8.8.16] (26-33.51-58.97-112)) (1-123) -Homo
sapiens IGHG1*03 (100%), G1m3, nG1m1 (CH1 R120 (220)
(124-221), charniere 1-15 (222-236), CH2 (237-346), CH3 E12
(362), M14 (364) (347-451), CHS (452-453)) (124-453)], (226-
214")-disulfure avec la chaine légere kappa Homo sapiens (1'-
214") [V-KAPPA (Homo sapiens IGKV1-27*01 (94.7%) -
IGKJ3*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-
107') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153),
V101 (191) (108'-214")]; dimére (232-232":235-235")-
bisdisulfure, produit dans des cellules ovariennes de hamster
chinois (CHO), lignée cellulaire CHO-K1, glycoforme alfa

inmunoglobulina G1-kappa, anti-[Homo sapiens FOLH1 (folato
hidrolasa, antigeno membranario especifico de la préstata,
PSMA)], anticuerpo monoclonal Homo sapiens;

cadena pesada gamma1 Homo sapiens (1-453) [VH (Homo
sapiens IGHV3-33*01 (96.9%) -(IGHD) -IGHJ6*01 (100%),
CDR-IMGT [8.8.16] (26-33.51-58.97-112)) (1-123) -Homo
sapiens IGHG1*03 (100%), G1m3, nG1m1 (CH1 R120 (220)
(124-221), bisagra 1-15 (222-236), CH2 (237-346), CH3 E12
(362), M14 (364) (347-451), CHS (452-453)) (124-453)], (226-
214')-disulfuro con la cadena ligera kappa Homo sapiens (1'-
214") [V-KAPPA (Homo sapiens IGKV1-27*01 (94.7%) -
IGKJ3*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-
107') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153),
V101 (191) (108'-214")]; dimero (232-232":235-235")-
bisdisulfuro, producido en las células ovaricas de hamster
chino (CHO), linea celular CHO-K1, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLVESGGG VVQPGRSLRL SCAASGFAFS RYGMHWVRQA PGKGLEWVAV 50
IWYDGSNKYY ADSVKGRFTI SRDNSKNTQY LOMNSLRAED TAVYYCARGG 100
DFLYYYYYGM DVWGQGTTVT VSSASTKGPS VFPLAPSSKS TSGGTAALGC 150
LVKDYFPEPV TVSWNSGALT SGVHTFPAVL QSSGLYSLSS VVTVPSSSLG 200
TQTYICNVNH KPSNTKVDKR VEPKSCDKTH TCPPCPAPEL LGGPSVFLFP 250
PKPKDTLMIS RTPEVTCVVV DVSHEDPEVK FNWYVDGVEV HNAKTKPREE 300
QYNSTYRVVS VLTVLHQDWL NGKEYKCKVS NKALPAPIEK TISKAKGQPR 350
EPQVYTLPPS REEMTKNQVS LTCLVKGFYP SDIAVEWESN GQPENNYKTT 400
PPVLDSDGSF FLYSKLTVDK SRWQQGNVFS CSVMHEALHN HYTQKSLSLS 450
PGK 453

Light chain / Chaine Iégére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCRASQGIS NYLAWYQQKT GKVPKFLIYE 50
ASTLQSGVPS RFSGGGSGTD FTLTISSLQP EDVATYYCON YNSAPFTFGP 100
GTKVDIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  150-206 267-327  373-431
22"-96" 150"-206" 267"-327" 373"-431"
Intra-L (C23-C104) 23'-88' 134-194'
23"-88" 134"-194™
Inter-H-L (h 5-CL 126) 226-214' 226"-214"
Inter-H-H (h 11, h 14)  232-232" 235-235"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH Q1> pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 303, 303"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 453, 453"



pemvidutide

pemvidutide

pemvidutida

peresolimab
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C518, N®2-anhydro{L-histidyl-2-methylalanyl-L-glutaminylglycyl-L-
threonyl-L-phenylalanyl-L-threonyl-L-seryl-L-a-aspartyl-L-tyrosyl-L-
seryl-L-lysyl-L-tyrosyl-L-leucyl-L-a-aspartyl-L-a-glutamyl-N®-[1-O-(17-
carboxyheptadecyl)-B-D-glucopyranuronoyl]-L-lysyl-L-alanyl-L-alanyl-L-
lysyl-L-a-glutamyl-L-phenylalanyl-L-isoleucyl-L-glutaminyl-L-tryptophyl-
L-leucyl-L-leucyl-L-glutaminyl-L-threoninamide}

C518, N&2-anhydro{L-histidyl-2-méthylalanyl-L-glutaminylglycyl-L-
thréonyl-L-phénylalanyl-L-thréonyl-L-séryl-L-a-aspartyl-L-tyrosyl-L-
séryl-L-lysyl-L-tyrosyl-L-leucyl-L-a-aspartyl-L-a-glutamyl-N®-[1-O-(17-
carboxyheptadécyl)-B-D-glucopyranuronoyl]-L-lysyl-L-alanyl-L-alanyl-L-
lysyl-L-a-glutamyl-L-phénylalanyl-L-isoleucyl-L-glutaminyl-L-tryptophyl-
L-leucyl-L-leucyl-L-glutaminyl-L-thréoninamide}

C518, N&2-anhidro{L-histidil-2-metilalanil-L-glutaminilglicil-L-treonil-L-
fenilalanil-L-treonil-L-seril-L-a-aspartil-L-tirosil-L-seril-L-lisil-L-tirosil-L-
leucil-L-a-aspartil-L-a-glutamil-N®-[1-O-(17-carboxiheptadecil )-3-D-
glucopiranuronoil]-L-lisil-L-alanil-L-alanil-L-lisil-L-a-glutamil-L-fenilalanil-
L-isoleucil-L-glutaminil-L-triptofil-L-leucil-L-leucil-L-glutaminil-L-
treoninamida}

C182H275N39054

HXQGTFTSDY SKYLDEKAAK EFIQWLLQT 29

Amide bridge location / Position du pont amide / Posicion del puente amido
16-20 (Glu>'6-Lys®20)
Modified residues / Résidus modifiés / Restos modificados

HsC CHs Ho.. cn:|3
H,NT ~COpH HY \/
H,N~ “CONH
X (2) : ’
2-methylalanine T(29)
L-Thr-NH
7
N~ OO~ sOlCH:17COH
H,N” ~CO,H HO™~ “OH
OH
K(17)

NB-[1-O-(17-carboxyheptadecyl)-b-glucopyranuronoyl]-L-Lys

immunoglobulin G1-kappa, anti-[Homo sapiens PDCD1 (programmed
cell death 1, PD-1, PD1, CD279)], humanized monoclonal antibody;
gamma1 heavy chain humanized (1-449) [VH (Homo sapiens IGHV1-
24*01 (85.7%) -(IGHD) -IGHJ5*01 (87.5%), CDR-IMGT [8.8.13] (26-
33.50-57.96-108)) (1-119) -Homo sapiens IGHG1*01 (100%),
G1m17,1 (CH1 K120 (216) (120-217), hinge 1-15 (218-232), CH2
(233-342), CH3 D12 (358), L14 (360) (343-447), CHS (448-449))
(120-449)], (222-217")-disulfide with kappa light chain humanized (1'-
217") [V-KAPPA (Homo sapiens IGKV1-12*01 (88.8%) -IGKJ4*01
(100%), CDR-IMGT [6.3.12] (27-32.50-52.89-100)) (1'-110') -Homo
sapiens IGKC*01 (100%), Km3 A45.1 (156), V101 (194) (111'-217")];
dimer (228-228":231-231")-bisdisulfide, produced in Chinese hamster
ovary (CHO) cells, cell line CHO-K18V, glycoform alfa
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pérésolimab

peresolimab

immunoglobuline G1-kappa, anti-[Homo sapiens PDCD1
(protéine 1 de mort cellulaire programmée, PD-1, PD1,
CD279)], anticorps monoclonal humanisé;

chaine lourde gamma1 humanisée (1-449) [VH (Homo
sapiens IGHV1-24*01 (85.7%) -(IGHD) -IGHJ5*01 (87.5%),
CDR-IMGT [8.8.13] (26-33.50-57.96-108)) (1-119) -Homo
sapiens IGHG1*01 (100%), G1m17,1 (CH1 K120 (216) (120-
217), charniére 1-15 (218-232), CH2 (233-342), CH3 D12
(358), L14 (360) (343-447), CHS (448-449)) (120-449)], (222-
217')-disulfure avec la chaine légére kappa humanisée (1'-
217") [V-KAPPA (Homo sapiens IGKV1-12*01 (88.8%) -
IGKJ4*01 (100%), CDR-IMGT [6.3.12] (27-32.50-52.89-100))
(1'-110") -Homo sapiens IGKC*01 (100%), Km3 A45.1 (156),
V101 (194) (111'-217")]; dimére (228-228":231-231")-
bisdisulfure, produit dans des cellules ovariennes de hamster
chinois (CHO), lignée cellulaire CHO-K1SV, glycoforme alfa

inmunoglobulina G1-kappa, anti-[Homo sapiens PDCD1
(proteina 1 de muerte celular programada, PD-1, PD1,
CD279)], anticuerpo monoclonal humanizado;

cadena pesada gamma1 humanizada (1-449) [VH (Homo
sapiens IGHV1-24*01 (85.7%) -(IGHD) -IGHJ5*01 (87.5%),
CDR-IMGT [8.8.13] (26-33.50-57.96-108)) (1-119) -Homo
sapiens IGHG1*01 (100%), G1m17,1 (CH1 K120 (216) (120-
217), bisagra 1-15 (218-232), CH2 (233-342), CH3 D12
(358), L14 (360) (343-447), CHS (448-449)) (120-449)], (222-
217')-disulfuro con la cadena ligera kappa humanizada (1'-
217") [V-KAPPA (Homo sapiens IGKV1-12*01 (88.8%) -
IGKJ4*01 (100%), CDR-IMGT [6.3.12] (27-32.50-52.89-100))
(1'-110") -Homo sapiens IGKC*01 (100%), Km3 A45.1 (156),
V101 (194) (111'-217")]; dimero (228-228":231-231")-
bisdisulfuro, producido en las células ovaricas de hamster
chino (CHO), linea celular CHO-K1SV, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLVQSGAE VKKPGASVKV SCKVSGYSLS KYDMSWVRQA PGKGLEWMGI 50
IYTSGYTDYA QKFQGRVTMT EDTSTDTAYM ELSSLRSEDT AVYYCATGNP 100
YYTNGFNSWG QGTLVTVSSA STKGPSVFPL APSSKSTSGG TAALGCLVKD 150
YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSVVTV PSSSLGTQTY 200
ICNVNHKPSN TKVDKKVEPK SCDKTHTCPP CPAPELLGGP SVFLFPPKPK 250
DTLMISRTPE VTCVVVDVSH EDPEVKFNWY VDGVEVHNAK TKPREEQYNS 300
TYRVVSVLTV LHQDWLNGKE YKCKVSNKAL PAPIEKTISK AKGQPREPQV 350
YTLPPSRDEL TKNQVSLTCL VKGFYPSDIA VEWESNGQPE NNYKTTPPVL 400
DSDGSFFLYS KLTVDKSRWQ QGNVFSCSVM HEALHNHYTQ KSLSLSPGK 449

Light chain / Chaine Iégére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCQASQSPN NLLAWYQQKP GKAPKLLIYG 50
ASDLPSGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQN NYYVGPVSYA 100
FGGGTKVEIK RTVAAPSVFI FPPSDEQLKS GTASVVCLLN NFYPREAKVQ 150
WKVDNALQSG NSQESVTEQD SKDSTYSLSS TLTLSKADYE KHKVYACEVT 200
HQGLSSPVTK SENRGEC 217

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-95 146-202  263-323  369-427
22"-95" 146"-202" 263"-323" 369"-427"
Intra-L (C23-C104) 23'-88' 137-197
23"-88™ 137"-197"
Inter-H-L (h 5-CL 126) 222-217" 222"-217"
Inter-H-H (h 11, h 14)  228-228" 231-231"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH QI> pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 299, 299"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi ios complejos fi i

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 449, 449"



pertuzumab zuvotolimod

pertuzumab zuvotolimod

pertuzumab zuvotolimod
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immunoglobulin G1-kappa, anti-[Homo sapiens ERBB2
(epidermal growth factor receptor 2, receptor tyrosine-protein
kinase erbB-2, EGFR2, HER2, HER-2, p185c-erbB2, NEU,
CD340)], humanized monoclonal antibody, conjugated via a
cleavable linker to an analogue of motolimod (an agonist for the
toll-like receptor 8, TLR8);

gamma heavy chain humanized (1-448) [VH (Homo sapiens
IGHV3-66*01 (78.8%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[8.8.12] (26-33.51-58.97-108)) (1-119) -Homo sapiens
IGHG1*03v, G1m3>G1m17, nG1m1 (CH1 R120>K (216) (120-
217), hinge 1-15 (218-232), CH2 (233-342), CH3 E12 (358), M14
(360) (343-447), CHS K2>del (448)) (120-448)], (222-214")-
disulfide with kappa light chain humanized (1'-214') [V-KAPPA
(Homo sapiens IGKV1-NL1*01 (84.2%) -IGKJ2*01 (91.7%)
L124>V (104), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107') -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101 (191)
(108'-214")]; dimer (228-228":231-231")-bisdisulfide, produced in
Chinese hamster ovary (CHO) cells, cell line CHO-K1, glycoform
alfa, substituted at S of an average of 4 cysteinyl residues of
reduced inter-chain disulfide bridges with (11S,14S,22°RS)-12-
amino-11-[3-(carbamoylamino)propyl]-14-(dipropylcarbamoyl)-
2,5,10,13,16,222,22%-heptaoxo-14-(propan-2-yl)-47,48-dihydro-
13H,45H-6-0xa-3,9,12,15-tetraaza-1(8)-[1]oenzazepina-4(3,6)-
[1,6]naphthyridina-22(1)-pyrrolidina-8(1,4)-benzenadocosaphan-
22%-y| (zuvotolimod) groups

immunoglobuline G1-kappa, anti-[Homo sapiens ERBB2
(récepteur 2 du facteur de croissance épidermique, récepteur
tyrosine-protéine kinase erbB-2, EGFR2, HER2, HER-2, p185c-
erbB2, NEU, CD340)], anticorps monoclonal humanisé, conjugué
a un analogue du motolimod (un agoniste du récepteur de type
toll 8, TLR8), via un linker clivable;

chaine lourde gamma1 humanisée (1-448) [VH (Homo sapiens
IGHV3-66*01 (78.8%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[8.8.12] (26-33.51-58.97-108)) (1-119) -Homo sapiens
IGHG1*03v, G1m3>G1m17, nG1m1 (CH1 R120>K (216) (120-
217), charniére 1-15 (218-232), CH2 (233-342), CH3 E12 (358),
M14 (360) (343-447), CHS K2>del (448)) (120-448)], (222-214')-
disulfure avec la chaine Iégére kappa humanisée (1'-214") [V-
KAPPA (Homo sapiens IGKV1-NL1*01 (84.2%) -IGKJ2*01
(91.7%) L124>V (104), CDR-IMGT [6.3.9] (27-32.50-52.89-97))
(1'-107') -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153),
V101 (191) (108'-214")]; dimere (228-228":231-231")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois (CHO),
lignée cellulaire CHO-K1, glycoforme alfa, substitué en S sur un
moyenne de 4 résidus cystéinyl de ponts disulfure inter-chaines
réduits par des groupes (11S,148,22°RS)-12-amino-11-[3-
(carbamoylamino)propyl]-14-(dipropylcarbamoyl)-
2,5,10,13,16,222,22%-heptaoxo-14-(propan-2-yl)-47,48-dihydro-
13H,45H-6-0xa-3,9,12,15-tétraaza-1(8)-[1]oenzazépina-4(3,6)-
[1,6]naphtyridina-22(1)-pyrrolidina-8(1,4)-benzénadocosaphan-
223-yle (zuvotolimod)

inmunoglobulina G1-kappa, anti-[Homo sapiens ERBB2
(receptor 2 del factor de crecimiento epidérmico, receptor
tirosina-proteina kinasa erbB-2, EGFR2, HER2, HER-2, p185c¢c-
erbB2, NEU, CD340)], anticuerpo monoclonal humanizado,
conjugado con un analogo de motolimod (un agonista del
receptor de tipo toll 8, TLR8), mediante un conector escindible;
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cadena pesada gamma1 humanizada (1-448) [VH (Homo
sapiens IGHV3-66*01 (78.8%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.12] (26-33.51-58.97-108)) (1-119) -Homo
sapiens IGHG1*03v, G1m3>G1m17, nG1m1 (CH1 R120>K
(216) (120-217), bisagra 1-15 (218-232), CH2 (233-342), CH3
E12 (358), M14 (360) (343-447), CHS K2>del (448)) (120-
448)], (222-214'")-disulfuro con la cadena ligera kappa
humanizada (1'-214') [V-KAPPA (Homo sapiens IGKV1-
NL1*01 (84.2%) -IGKJ2*01 (91.7%) L124>V (104), CDR-IMGT
[6.3.9] (27-32.50-52.89-97)) (1'-107") -Homo sapiens IGKC*01
(100%), Km3 A45.1 (153), V101 (191) (108'-214")]; dimero
(228-228":231-231")-bisdisulfuro, producido en las células
ovaricas de hamster chino (CHO), linea celular CHO-K1,
forma glicosilada alfa, sustituido en S de un promedio de 4
residuos de cisteinilo de puentes disulfuro intercatenarios
reducidos con grupos de (11S,14S,22°RS)-12-amino-11-[3-
(carbamoilamino)propil]-14-(dipropilcarbamoil)-
2,5,10,13,16,222,225-heptaoxo-14-(propan-2-il)-47,48-dihidro-
13H,45H-6-0xa-3,9,12,15-tetraaza-1(8)-[1]benzazepina-4(3,6)-
[1,6]naftiridina-22(1)-pirrolidina-8(1,4)-bencenadocosafan-223-
ilo (zuvotolimod)

Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGG LVQPGGSLRL SCAASGFTFT DYTMDWVRQA PGKGLEWVAD 50
VNPNSGGSIY NQRFKGRFTL SVDRSKNTLY LOMNSLRAED TAVYYCARNL 100
GPSFYFDYWG QGTLVTVSSA STKGPSVFPL APSSKSTSGG TAALGCLVKD 150
YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSVVTV PSSSLGTQTY 200
ICNVNHKPSN TKVDKKVEPK SCDKTHTCPP CPAPELLGGP SVFLFPPKPK 250
DTLMISRTPE VTCVVVDVSH EDPEVKFNWY VDGVEVHNAK TKPREEQYNS 300
TYRVVSVLTV LHQDWLNGKE YKCKVSNKAL PAPIEKTISK AKGQPREPQV 350
YTLPPSREEM TKNQVSLTCL VKGFYPSDIA VEWESNGQPE NNYKTTPPVL 400
DSDGSFFLYS KLTVDKSRWQ QGNVFSCSVM HEALHNHYTQ KSLSLSPG 448

Light chain / Chaine légére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCKASQDVS IGVAWYQQKP GKAPKLLIYS 50
ASYRYTGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQQ YYIYPYTFGQ 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  146-202  263-323  369-427

22"-96" 146"-202" 263"-323" 369"-427"
Intra-L (C23-C104) 23'-88'  134'-194'

23"-88" 134"-194"
Inter-H-L* (h 5-CL 126) 222-214' 222"-214"
Inter-H-H* (h 11, h 14)  228-228" 231-231"
*At least two of the four inter-chain disulfide bridges are not present, an average of 4 cysteinyl being
conjugated each via a thioether bond to a drug linker.
*Au moins deux des quatre ponts disulfures inter-chaines ne sont pas présents, 4 cystéinyl en moyenne
étant chacun conjugué via une liaison thioéther a un linker-principe actif.
*Al menos dos de los cuatro puentes disulfuro inter-catenarios no estan presentes, una media de 4
cisteinil esta conjugada a conectores de principio activo.

Potential modified residues / résidus modifiés potentiels / restos modificados potenciales
(€222, C214', C222', C214"™, C228 €228", C231, C231"

A *@w

% NH HN
i
H“/W ™ ncas
'_P

H cC CO,H v el epimero al C*

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacién

H CH2 N84.4: 299, 299"

Fucosylated complex bi-antennary CHO-type glycans /glycane; de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO b it




pesampator

pésampator

pesampator

pezadeftide

pézadeftide

pezadeftida

Recommended INN: List 88

N-{(3S,4S)-4-[4-(5-cyanothiophen-2-yl)phenoxy]oxolan-3-yl}propane-
2-sulfonamide

N-{(3S,4S)-4-[4-(5-cyanothiophén-2-yl)phénoxy]oxolan-3-yl}propane-
2-sulfonamide

N-{(3S,4S)-4-[4-(5-cianotiofen-2-il)fenoxiloxolan-3-il}propano-2-
sulfonamida

C18H20N20,4S,
R

S

CN

\
HiC_ _S
R

“NH O
L i aH
CHj U

o

antifungal peptide derived from the mature N-terminal domain of a
plant defensin of Picramnia pentandra (Florida bitterbush);
L-alanyl-L-lysyl-L-valyl-L-cysteinyl-L-threonyl-L-lysyl-L-prolyl-L-seryl-L-
lysyl-L-phenylalanyl-L-phenylalanyl-L-lysylglycyl-L-leucyl-L-
cysteinylglycyl-L-threonyl-L-a-aspartylglycyl-L-alanyl-L-cysteinyl-L-
threonyl-L-threonyl-L-alanyl-L-cysteinyl-L-arginyl-L-lysyl-L-a-
glutamylglycyl-L-leucyl-L-histidyl-L-serylglycyl-L-tyrosyl-L-cysteinyl-L-
glutaminyl-L-leucyl-L-lysylglycyl-L-phenylalanyl-L-leucyl-L-asparaginyl-
L-seryl-L-valyl-L-cysteinyl-L-valyl-L-cysteinyl-L-arginyl-L-lysyl-L-histidyl-
L-cysteine, non-glycosylated, produced in Pichia pastoris
(Komagataella phaffii) yeast cells

peptide antifongique dérivé du domaine N-terminal mature d’'une
défensine végétale de Picramnia pentandra (buisson amer de
Floride);
L-alanyl-L-lysyl-L-valyl-L-cystéinyl-L-thréonyl-L-lysyl-L-prolyl-L-séryl-L-
lysyl-L-phénylalanyl-L-phénylalanyl-L-lysylglycyl-L-leucyl-L-
cystéinylglycyl-L-thréonyl-L-a-aspartylglycyl-L-alanyl-L-cystéinyl-L-
thréonyl-L-thréonyl-L-alanyl-L-cystéinyl-L-arginyl-L-lysyl-L-a-
glutamylglycyl-L-leucyl-L-histidyl-L-sérylglycyl-L-tyrosyl-L-cystéinyl-L-
glutaminyl-L-leucyl-L-lysylglycyl-L-phénylalanyl-L-leucyl-L-asparaginyl-
L-séryl-L-valyl-L-cystéinyl-L-valyl-L-cystéinyl-L-arginyl-L-lysyl-L-histidyl-
L-cystéine, non glycosylé, produit dans des cellules de levure Pichia
pastoris (Komagataella phaffii)

péptido antifiungico derivado del dominio N-terminal maduro de una
defensina vegetal de Picramnia pentandra (arbusto amargo de
Florida);
L-alanil-L-lisil-L-valil-L-cisteinil-L-treonil-L-lisil-L-prolil-L-seril-L-lisil-L-
fenilalanil-L-fenilalanil-L-lisilglicil-L-leucil-L-cisteinilglicil-L-treonil-L-a-
aspartilglicil-L-alanil-L-cisteinil-L-treonil-L-treonil-L-alanil-L-cisteinil-L-
arginil-L-lisil-L-a-glutamilglicil-L-leucil-L-histidil-L-serilglicil-L-tirosil-L-
cisteinil-L-glutaminil-L-leucil-L-lisilglicil-L-fenilalanil-L-leucil-L-
asparaginil-L-seril-L-valil-L-cisteinil-L-valil-L-cisteinil-L-arginil-L-lisil-L-
histidil-L-cisteina, no glicosilada, producido en células de levadura de
Pichia pastoris (Komagataella phaffii)



Recommended INN: List 88

piflufolastat ('®F)

piflufolastat (®F)

piflufolastat ('®F)

pirmitegravir

pirmitégravir

pirmitegravir

plixacabtagene autoleucel

C234H372N70066Ss

Sequence / Séquence / Secuencia:
AKVCTKPSKF FKGLCGTDGA CTTACRKEGL HSGYCQLKGF LNSVCVCRKH 50
c 51

Post-translational modifications / Modifications post-traductionnelles / Modificaciones
postraduccionales

Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
4-51, 15-35, 21-45, 25-47

Glycosylation sites / Sites de glycosylation / Posiciones de glicosilacion

none / aucun / ninguna

N-({N°-[6-("®F)fluoropyridine-3-carbonyl]-L-lysin-N2-
yl}carbonyl)-L-glutamic acid

acide N-({N°-[6-("®F)fluoropyridine-3-carbonyl]-L-lysin-
N2-yl}carbonyl)-L-glutamique

acido N-({N°-[6-("®F)fluoropiridina-3-carbonil]-L-lisin-N2-
il}carbonil)-L-glutamico

C18H2318FN408

o) COHO /(\COZH
v e~ A

N~ N7 SCo,H
H H

Iz

18F A

(S)-tert-butoxy{4-(4-chlorophenyl)-2,3,6-trimethyl-1-[(1-
methyl-1H-pyrazol-4-yl)methyl]-1H-pyrrolo[2,3-
b]pyridin-5-yl}acetic acid

acide (S)-tert-butoxy{4-(4-chlorophényl)-2,3,6-
triméthyl-1-[(1-méthyl-1H-pyrazol-4-yl)méthyl]-1H-
pyrrolo[2,3-b]pyridin-5-yl}acétique

acido (S)-terc-butoxi{4-(4-clorofenil)-2,3,6-trimetil-1-[(1-
metil-1H-pirazol-4-il)metil]-1H-pirrolo[2,3-b]piridin-5-
ilfacético

C27H31CIN,O3

N
, H3C
H3C ~N N 3 CH3 Cl

autologous T cells obtained from peripheral blood
mononuclear cells by leukapheresis, transduced with a
self-inactivating, non-replicating lentiviral vector,
encoding a chimeric antigen receptor (CAR) targeting
CD19. The expressed transgene comprises a



plixacabtagéne autoleucel

plixacabtagén autoleucel
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granulocyte-macrophage colony stimulating factor receptor
subunit alpha (CSF2RA) signal peptide, a murine anti-CD19 single
chain variable fragment (scFv) derived from mouse hybridoma
FMC63, consisting of a variable light chain (VL), a 15 amino acid
flexible glycine/serine spacer (G4S)3, and a variable heavy-chain
(VH), followed by a short linker sequence and the invariant human
CD3¢ TCR subunit coding sequence, and is under control of the
elongation factor 1 alpha (EF1a) promoter. The construct is
flanked by 5' and 3' long terminal repeats (LTRs) and also
contains a y packaging signal, a Rev response element (RRE), a
central polypurine tract (cPPT) sequence and an optimized
Woodchuck hepatitis virus posttranscriptional regulatory element
(WPRE).

The leukapheresis material is enriched for CD4/CD8 T cells by
positive immunoselection and then activated and expanded
through CD3 and CD28 receptor stimulation. Following activation,
the T cells are transduced with the vector and expanded in media
supplemented with human male AB serum and cytokines. The
cells comprise of >80% CD3+ cells, >70% viable total cells, >5%
viable CD3+/transgene+ cells and a mixture of CD4+ and CD8+
cells.

lymphocytes T autologues obtenus a partir de cellules
mononucléaires de sang périphérique par leucaphérese,
transduits avec un vecteur lentiviral auto-inactivant et non
répliquant, codant un récepteur antigénique chimérique (CAR)
ciblant CD19. Le transgene exprimé comprend un peptide signal
de la sous-unité alpha du récepteur du facteur de stimulation des
colonies de granulocytes-macrophages (CSF2RA), un fragment
variable a chaine unique (scFv) anti-CD19 murin dérivé de
I'hybridome de souris FMC63, consistant en une chaine légere
variable (VL), d'un espaceur glycine/sérine flexible de 15 acides
aminés (G4S)3, et d'une chaine lourde variable (VH), suivie d'une
courte séquence de liaison et de la séquence codante invariante
humaine de la sous-unité TCR CD3g, et est sous le contréle du
promoteur du facteur d'élongation 1 alpha (EF1a). La construction
est flanquée de longues répétitions terminales (LTR) en 5' et 3' et
contient également un signal d'encapsidation y, un élément de
réponse Rev (RRE), une séquence du tractus polypurine central
(cPPT) et un élément régulateur post-transcriptionnel optimisé du
virus de I'hépatite de marmotte (WPRE).

Le matériel de leucaphérése est enrichi en lymphocytes T
CD4/CD8 par immunosélection positive, puis activé et amplifié par
stimulation des récepteurs CD3 et CD28. Aprés l'activation, les
lymphocytes T sont transduits avec le vecteur et amplifiés avec du
milieu complémenté par du sérum AB masculin humain et des
cytokines. Les cellules sont constituées de >80% de cellules
CD3+, >70% de cellules totales viables, >5% de cellules
CD3+/transgene+ viables et un mélange de cellules CD4+ et
CD8+.

linfocitos T autdélogos obtenidos a partir de células mononucleares
de sangre periférica mediante leucoaféresis, transducidos con un
vector lentiviral auto inactivante y no replicativo, que codifica para
un receptor de antigenos quimérico (CAR) dirigido a CD19. El
transgén expresado consta de un péptido sefal de la subunidad
alfa del receptor del factor estimulante de colonias de
granulocitos-macrofagos (CSF2RA), un fragmento sencillo de
cadena variable (scFv) murina anti-CD19 derivado del hibridoma
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plutavimab

de ratén FMC63, que consiste en linfocitos T
autélogos obtenidos a partir de células mononucleares
de sangre periférica mediante leucoaféresis,
transducidos con un vector lentiviral auto inactivante y
no replicativo, que codifica para un receptor de
antigenos quimérico (CAR) dirigido a CD19. El
transgén expresado consta de un péptido sefal de la
subunidad alfa del receptor del factor estimulante de
colonias de granulocitos-macréfagos (CSF2RA), un
fragmento sencillo de cadena variable (scFv) murina
anti-CD19 derivado del hibridoma de ratén FMC63,
que consiste en una cadena ligera variable (VL), un
espaciador glicina/serina (G4S)3 flexible de 15 amino
acidos y una cadena pesada variable (VH), seguido de
una secuencia conectora corta y la secuencia que
codifica para la subunidad no variable CD3¢ del TCR
humano, y estéa bajo el control del promotor del factor
de elongacion 1 alfa (EF1a). El constructo esta
flanqueado por repeticiones terminales largas (LTRs)
en 5'y 3', y contiene también una sefal de
empaquetamiento y, un elemento de respuesta Rev
(RRE), una secuencia del tracto de poli-purina central
(cPPT) y un elemento regulador post-transcripcional
del virus de la hepatitis de marmota (WPRE)
optimizado.

El material de leucoaféresis se enriquece para
linfocitos T CD4/CD8 mediante inmunoseleccion
positiva y después se activan y expanden por
estimulacién a través de los receptores CD3 y CD28.
Tras la activacion, los linfocitos T se transducen con el
vector y se expanden en medio suplementado con
suero AB humano de varones y citoquinas. Las células
consisten en >80% de células CD3+, >70% de células
viables totales, >5% de células viables
CD3+/transgén+ y una mezcla de células CD4+ y
CD8+.

immunoglobulin G1-kappa, anti-[severe acute
respiratory syndrome (human) coronavirus 2 (SARS-
CoV-2) spike (S) glycoprotein, receptor binding domain
(RBD)], Homo sapiens monoclonal antibody;

gamma heavy chain Homo sapiens (1-447) [VH
(Homo sapiens IGHV3-53*01 (95.9%) -(IGHD) -
IGHJ6*01 (100%), CDR-IMGT [8.7.11] (26-33.51-
57.96-106)) (1-117) -Homo sapiens IGHG1*03 (100%),
G1m3, nG1m1, G1v14 CH2 A1.3, A1.2(CH1 R120
(214) (118-215), hinge 1-15 (216-230), CH2 L1.3>A
(234), L1.2>A (235) (231-340), CH3 E12 (356), M14
(358) (341-445), CHS (446-447)) (118-447)], (220-
214")-disulfide with kappa light chain Homo sapiens
(1-214") [V-KAPPA (Homo sapiens IGKV1-12*01
(93.7%) -IGKJ2*01 (100%), CDR-IMGT [6.3.9] (27-
32.50-52.89-97)) (1'-107") -Homo sapiens IGKC*01
(100%), Km3 A45.1 (153),V101 (191) (108'-214")];
dimer (226-226":229-229")-bisdisulfide, produced in
Chinese hamster ovary (CHO) cells, cell line CHO-K1,
glycoform alfa



plutavimab

plutavimab

Recommended INN: List 88

immunoglobuline G1-kappa, anti-[domaine de liaison au récepteur
(RBD) de la glycoprotéine spike (S) du coronavirus 2 (humain) du
syndrome respiratoire aigu sévéere (SARS-CoV-2)], anticorps
monoclonal Homo sapiens;

chaine lourde gamma1 Homo sapiens (1-447) [VH (Homo sapiens
IGHV3-53*01 (95.9%) -(IGHD) -IGHJ6*01 (100%), CDR-IMGT
[8.7.11] (26-33.51-57.96-106)) (1-117) -Homo sapiens IGHG1*03
(100%), G1m3, nG1m1, G1v14 CH2 A1.3, A1.2 (CH1 R120 (214)
(118-215), charniere 1-15 (216-230), CH2 L1.3>A (234), L1.2>A
(235) (231-340), CH3 E12 (356), M14 (358) (341-445), CHS (446-
447)) (118-447)], (220-214")-disulfure avec la chaine légére kappa
Homo sapiens (1'-214") [V-KAPPA (Homo sapiens IGKV1-12*01
(93.7%) -IGKJ2*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-
97)) (1'-107") -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153),
V101 (191) (108'-214")]; dimére (226-226":229-229")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois (CHO),
lignée cellulaire CHO-K1, glycoforme alfa

inmunoglobulina G1-kappa, anti-[dominio de unién al receptor
(RBD) de la glicoproteina spike (S) del coronavirus 2 (humano)
del sindrome respiratorio agudo severo (SARS-CoV-2)],
anticuerpo monoclonal Homo sapiens;

cadena pesada gamma1 Homo sapiens (1-447) [VH (Homo
sapiens IGHV3-53*01 (95.9%) -(IGHD) -IGHJ6*01 (100%), CDR-
IMGT [8.7.11] (26-33.51-57.96-106)) (1-117) -Homo sapiens
IGHG1*03 (100%), G1m3, nG1m1, G1v14 CH2 A1.3, A1.2(CH1
R120 (214) (118-215), bisagra 1-15 (216-230), CH2 L1.3>A (234),
L1.2>A (235) (231-340), CH3 E12 (356), M14 (358) (341-445),
CHS (446-447)) (118-447)], (220-214")-disulfuro con la cadena
ligera kappa Homo sapiens (1'-214') [V-KAPPA (Homo sapiens
IGKV1-12*01 (93.7%) -IGKJ2*01 (100%), CDR-IMGT [6.3.9] (27-
32.50-52.89-97)) (1'-107") -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimero (226-226":229-229")-
bisdisulfuro, producido en las células ovaricas de hamster chino
(CHO), linea celular CHO-K1, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGG LIQPGGSLRL SCAASGFTVS SNYMSWVRQA PGKGLEWVSI 50
IYPGGSTEYA DSVKGRFTIS RDNSRNTLYL QMNSLRAEDT AVYYCARELG 100
YYGMDVWGQG TTVTVSSAST KGPSVFPLAP SSKSTSGGTA ALGCLVKDYF 150
PEPVTVSWNS GALTSGVHTF PAVLQSSGLY SLSSVVTVPS SSLGTQTYIC 200
NVNHKPSNTK VDKRVEPKSC DKTHTCPPCP APEAAGGPSV FLFPPKPKDT 250
LMISRTPEVT CVVVDVSHED PEVKFNWYVD GVEVHNAKTK PREEQYNSTY 300
RVVSVLTVLH QDWLNGKEYK CKVSNKALPA PIEKTISKAK GQPREPQVYT 350
LPPSREEMTK NQVSLTCLVK GFYPSDIAVE WESNGQPENN YKTTPPVLDS 400
DGSFFLYSKL TVDKSRWQQG NVFSCSVMHE ALHNHYTQKS LSLSPGK 447

Light chain / Chaine légére / Cadena ligera

DIQMTQSPSS VSASVGDRVT ITCRASQGIS TWLVWYQQKP GKAPNLLIYG 50
ASSLQSGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQQ ANAYPYTFGQ 100
GTKLEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-95  144-200  261-321  367-425
22"-95" 144"-200" 261"-321" 367"-425"
Intra-L (C23-C104) 23'-88'  134'-194'
23"-88™ 134"-194"™
Inter-H-L (h 5-CL 126) 220-214' 220"-214"
Inter-H-H (h 11, h 14)  226-226" 229-229"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 297, 297"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 447, 447"
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polvitolimod

polvitolimod

polvitolimod

posdinemab

posdinémab

2-amino-9-(3-deoxy-3-fluoro-B-D-ribofuranosyl)-7-
(prop-2-yn-1-yl)-7,9-dihydro-8 H-purin-8-one

2-amino-9-(3-désoxy-3-fluoro-B-D-ribofuranosyl)-7-
(prop-2-yn-1-yl)-7,9-dihydro-8 H-purin-8-one

2-amino-9-(3-desoxi-3-fluoro-B-b-ribofuranosil)-7-
(prop-2-in-1-il)-7,9-dihidro-8 H-purin-8-ona

Ci13H14FNsO4

HO N“ °N

immunoglobulin G1-kappa, anti-[Homo sapiens MAPT
(microtubule associated protein tau, tau),
phosphorylated], humanized monoclonal antibody;
gamma1 heavy chain humanized (1-448) [VH (Homo
sapiens IGHV3-30*01 (93.9%) -(IGHD) -IGHJ5*01
(80.0%) G121>V (111), CDR-IMGT [8.7.12] (26-33.51-
57.96-107)) (1-118) -Homo sapiens IGHG1*03v,
G1m3>G1m17, nG1m1 (CH1 R120>K (215) (119-
216), hinge 1-15 (217-231), CH2 (232-341), CH3 E12
(357), M14 (359) (342-446), CHS (447-448)) (119-
448)], (221-214")-disulfide with kappa light chain
humanized (1'-214") [V-KAPPA (Homo sapiens IGKV1-
16*01 (85.3%) -IGKJ2*01 (100%), CDR-IMGT [6.3.9]
(27-32.50-52.89-97)) (1'-107') -Homo sapiens IGKC*01
(100%), Km3 A45.1 (153), V101 (191) (108'-214")];
dimer (227-227":230-230")-bisdisulfide, produced in
Chinese hamster ovary (CHO) cells, glycoform alfa

immunoglobuline G1-kappa, anti-[Homo sapiens
MAPT (protéine tau associée aux microtubules, tau),
phosphorylée], anticorps monoclonal humanisé;
chaine lourde gamma1 humanisée (1-448) [VH (Homo
sapiens IGHV3-30*01 (93.9%) -(IGHD) -IGHJ5*01
(80.0%) G121>V (111), CDR-IMGT [8.7.12] (26-33.51-
57.96-107)) (1-118) -Homo sapiens IGHG1*03v,
G1m3>G1m17, nG1m1 (CH1 R120>K (215) (119-
216), charniere 1-15 (217-231), CH2 (232-341), CH3
E12 (357), M14 (359) (342-446), CHS (447-448)) (119-
448)], (221-214")-disulfure avec la chaine légére kappa
humanisée (1'-214") [V-KAPPA (Homo sapiens IGKV1-
16*01 (85.3%) -IGKJ2*01 (100%), CDR-IMGT [6.3.9]
(27-32.50-52.89-97)) (1'-107") -Homo sapiens IGKC*01
(100%), Km3 A45.1 (153), V101 (191) (108'-214")];
dimére (227-227":230-230")-bisdisulfure, produit dans
des cellules ovariennes de hamster chinois (CHO),
glycoforme alfa



posdinemab

posovolone

posovolone

posovolona
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inmunoglobulina G1-kappa, anti-[Homo sapiens MAPT
(proteina tau asociada con los microtubulos, tau),
fosforilada], anticuerpo monoclonal humanizado;
cadena pesada gamma1 humanizada (1-448) [VH
(Homo sapiens IGHV3-30*01 (93.9%) -(IGHD) -
IGHJ5*01 (80.0%) G121>V (111), CDR-IMGT [8.7.12]
(26-33.51-57.96-107)) (1-118) -Homo sapiens
IGHG1*03v, G1m3>G1m17, nG1m1 (CH1 R120>K
(215) (119-216), bisagra 1-15 (217-231), CH2 (232-
341), CH3 E12 (357), M14 (359) (342-446), CHS (447-
448)) (119-448)], (221-214")-disulfuro con la cadena
ligera kappa humanizada (1'-214") [V-KAPPA (Homo
sapiens IGKV1-16*01 (85.3%) -IGKJ2*01 (100%),
CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107") -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (153),
V101 (191) (108'-214")]; dimero (227-227":230-230")-
bisdisulfuro, producido en las células ovaricas de
hamster chino (CHO), forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMSWVRQA PGKGLEWVAS 50
ISKGGNTYYA DSVKGRFTIS RDNSKNTLYL QMNSLRAEDT AVYYCARGWG 100
DYGWFAYWGQ VTLVTVSSAS TKGPSVFPLA PSSKSTSGGT AALGCLVKDY 150
FPEPVTVSWN SGALTSGVHT FPAVLQSSGL YSLSSVVTVP SSSLGTQTYI 200
CNVNHKPSNT KVDKKVEPKS CDKTHTCPPC PAPELLGGPS VFLFPPKPKD 250
TLMISRTPEV TCVVVDVSHE DPEVKFNWYV DGVEVHNAKT KPREEQYNST 300
YRVVSVLTVL HQDWLNGKEY KCKVSNKALP APIEKTISKA KGQPREPQVY 350
TLPPSREEMT KNQVSLTCLV KGFYPSDIAV EWESNGQPEN NYKTTPPVLD 400
SDGSFFLYSK LTVDKSRWQQ GNVFSCSVMH EALHNHYTQK SLSLSPGK 448

Light chain / Chaine légére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCKASQDIN RYLNWFQQKP GKAPKSLIYR 50
ANRLLDGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCLQ YDEFPLTFGQ 100
GTKLEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-95  145-201 262-322  368-426
22"-95" 145"-201" 262"-322" 368"-426"
Intra-L (C23-C104) 23'-88'  134-194'
23"-88"™ 134"-194"
Inter-H-L (h 5-CL 126) 221-214' 221"-214"
Inter-H-H (h 11, h 14)  227-227" 230-230"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH Q1 > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 298, 298"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 448, 448"

3a-hydroxy-21-(1H-imidazol-1-yl)-3-(methoxymethyl)-
5a-pregnan-20-one

3a-hydroxy-21-(1H-imidazol-1-yl)-33-(méthoxyméthyl)-
5a-prégnan-20-one

3a-hidroxi-21-(1H-imidazol-1-il)-3B-(metoximetil)-5a-
pregnan-20-ona
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povorcitinib

povorcitinib

povorcitinib

quabodepistat

quabodépistat

quabodepistat

rafutrombopag

C26H40N203

4-[3-(cyanomethyl)-3-(3',5'-dimethyl-1H,1'H-[4,4'-
bipyrazol]-1-yl)azetidin-1-yl]-2,5-difluoro-N-[(2S)-1,1,1-
trifluoropropan-2-yllbenzamide

4-[3-(cyanométhyl)-3-(3',5"-diméthyl-1H,1'H-[4,4'-
bipyrazol]-1-yl)azétidin-1-yl]-2,5-difluoro-N-[(2S)-1,1,1-
trifluoropropan-2-yllbenzamide

4-[3-(cianometil)-3-(3',5'-dimetil-1H,1'H-[4,4'-bipirazol]-
1-il)azetidin-1-il]-2,5-difluoro-N-[(2S)-1,1,1-
trifluoropropan-2-illbenzamida

CasH2oFsN;O

(0]
CH F F
3 N&
[}j/ \[}j H E F
HN—/ NN N F
CHj3
NC

5-{[(3R,4R)-1-(4-chloro-2,6-difluorophenyl)-3,4-
dihydroxypiperidin-4-yllmethoxy}-8-fluoro-3,4-
dihydroquinolin-2(1H)-one

5-{[(3R,4R)-1-(4-chloro-2,6-difluorophényl)-3,4-
dihydroxypipéridin-4-yllméthoxy}-8-fluoro-3,4-
dihydroquinoléin-2(1H)-one

5-{[(3R,4R)-1-(4-cloro-2,6-difluorofenil)-3,4-
dihidroxipiperidin-4-iljmetoxi}-8-fluoro-3,4-
dihidroquinolein-2(1H)-ona

CatHaCIFsN2O,
. F

Cl NH
F o

5-(2-hydroxy-3-{(Z)-[3-methyl-5-ox0-1-(5,6,7,8-
tetrahydronaphthalen-2-yl)-1,5-dihydro-4 H-pyrazol-4-
ylidene]hydrazinyl}phenyl)furan-2-carboxylic acid
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rafutrombopag acide 5-(2-hydroxy-3-{(Z)-[3-méthyl-5-ox0-1-(5,6,7,8-
tétrahydronaphtalén-2-yl)-1,5-dihydro-4 H-pyrazol-4-
ylidene]hydrazinyl}phényl)furane-2-carboxylique

rafutrombopag acido 5-(2-hidroxi-3-{(Z)-[3-metil-5-ox0-1-(5,6,7,8-
tetrahidronaftalen-2-il)-1,5-dihidro-4 H-pirazol-4-
ilideno]hidrazinil}fenil)furano-2-carboxilico

CZSH22N405
CH,

N7 N

\ \N

N H
O
Z CO,H

rapcabtagene autoleucel autologous T cells obtained from peripheral blood mononuclear

cells by leukapheresis, transduced with a self-inactivating, non-
replicating lentiviral vector, encoding a T cell chimeric antigen
receptor targeting CD19. The expressed transgene comprises a
CD8a leader sequence, a murine anti-CD19 single chain variable
fragment (scFv) derived from the mouse hybridoma FMC63, a
CD8a hinge and transmembrane region, and a 4-1BB (CD137)
and CD3¢ (TCRQ) signaling domain and is under control of the
elongation factor 1 alpha (EF1a) promoter. The construct is
flanked by 5' and 3' long terminal repeats (LTRs) and also
contains a y packaging signal, a Rev response element (RRE), a
central polypurine tract (cPPT) sequence and an optimized
Woodchuck hepatitis virus posttranscriptional regulatory element
(WPRE).

The leukapheresis material is enriched for CD4/CD8 T cells by
positive immunoselection, activated by CD3 and CD28 agonists
and transduced with the vector. Without further cell propagation,
the T cells are washed, formulated for infusion, and
cryopreserved. The substance is composed of 280% T cells and
<1% B cells, with a mixture of transgene positive (>3.4%) and
negative T cells. The CD4+ and CD8+ naive T cell subsets
(CD45RA+CCR7+) present in the leukapheresis material are
largely retained.

rapcabtagéne autoleucel lymphocytes T autologues obtenus a partir de cellules
mononucléaires de sang périphérique par leucaphérese,
transduits avec un vecteur lentiviral auto-inactivant et non
répliquant, codant un récepteur antigénique chimérique des
lymphocytes T ciblant CD19. Le transgéne exprimé comprend
une séquence de téte CD8a, un fragment variable a chaine
unique (scFv) anti-CD19 murin dérivé de I'hybridome de souris
FMC63, une région transmembranaire et charniére CD8q, et un
domaine de signalisation 4-1BB (CD137) et CD3¢ (TCRQ) et est
sous le contréle du promoteur du facteur d'élongation 1 alpha
(EF1a). La construction est flanquée de longues répétitions
terminales (LTR) en 5' et 3' et contient également un signal
d'encapsidation y, un élément de réponse Rev (RRE), une
séquence du tractus polypurin central (cPPT) et un élément
régulateur post-transcriptionnel optimisé du virus de I'hépatite de
marmotte (WPRE).



Recommended INN: List 88

rapcabtagén autoleucel

reozalimab

Le matériel de leucaphérése est enrichi en lymphocytes T
CD4/CD8 par immunosélection positive, activé par des agonistes
CD3 et CD28 et transduit avec le vecteur. Sans propagation
cellulaire supplémentaire, les lymphocytes T sont lavés, formulés
pour une perfusion et cryoconservés. La substance est composée
de 280% de lymphocytes T et 1% de lymphocytes B, avec un
mélange de lymphocytes T positifs (>3,4%) et négatifs au
transgéne. Les sous-types de lymphocytes T naifs CD4+ et CD8+
(CD45RA+CCR7+) présents dans le matériel de leucaphéréese sont
largement conservés.

linfocitos T autdélogos obtenidos a partir de células mononucleares
de sangre periférica mediante leucoaféresis, transducidos con un
vector lentiviral auto inactivante y no replicativo, que codifica para
un receptor de antigenos de linfocitos T quimérico (CAR) dirigido a
CD19. El transgén expresado consta de una secuencia lider de
CD8a, un fragmento sencillo de cadena variable (scFv) murina anti-
CD19 derivado del hibridoma de raton FMC63, una bisagra y una
region transmembrana de CD8a y los dominios de sefializacién de
4-1BB (CD137) y CD3¢ (TCRQ) y esta bajo el control del promotor
del factor de elongacién 1 alfa (EF1a). El constructo esta
flanqueado por repeticiones terminales largas (LTRs)en 5'y 3', y
contiene también una sefal de empaquetamiento y, un elemento
de respuesta Rev (RRE), una secuencia del tracto de poli-purina
central (cPPT) y un elemento regulador post-transcripcional del
virus de la hepatitis de marmota (WPRE) optimizado.

El material de leucoaféresis se enriquece para linfocitos T
CD4/CD8 mediante inmunoseleccion positiva, y después se activan
con agonistas de CD3 y CD28 y se transducen con el vector. Sin
mas expansion, los linfocitos T se lavan, se formulan para infusion
y se criopreservan. La substancia esta compuesta por 280% de
linfocitos T y £1% de linfocitos B, con una mezcla de linfocitos T
positivos (>3.4%) y negativos para el transgén. Se mantienen
bastante las subpoblaciones naive de linfocitos T CD4+ y CD8+
(CD45RA+CCR7+) presentes en el material de leucoaféresis.

immunoglobulin G1-kappa_G1-lambda2, anti-[Homo sapiens
PDCD1 (programmed cell death 1, PD1, PD-1, CD279)] and anti-
[Homo sapiens CD274 (programmed death ligand 1, PDL1, PD-L1,
B7 homolog 1, B7H1)], Homo sapiens monoclonal antibody,
bispecific;

gamma heavy chain anti-PDCD1 Homo sapiens (1-450) [VH
(Homo sapiens IGHV1-69*15 (93.9%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1-120) -Homo sapiens
IGHG1*08p, G1m3,1, G1v44 CH1 E7, T26, E84.2, G1v14 CH2
A1.3, A1.2, G1v46 CH3 V6, L22, L79, W81 (CH1 L7>E (131),
K26>T (150), Q84.2>E (178), 1103 (202), R120 (217) (121-218),
hinge 1-15 (219-233), CH2 L1.3>A (237), L1.2>A (238), D27>S
(268) (234-343), CH3 T6>V (353), D12 (359), L14 (361), T22>L
(369), K79>L (395), T81>W (397) (344-448), CHS (449-450)) (121-
450)], (223-214'")-disulfide with kappa light chain anti-PDCD1 Homo
sapiens (1'-214") [V-KAPPA (Homo sapiens IGKV1-12*01 (96.8%) -
IGKJ4*01 (91.7%), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-
107") -Homo sapiens IGKC*01, Km3 S20>R (131), V22>G (133),
A45.1 (153), S86>R (176), V101 (191) (108'-214")];

gamma1 heavy chain anti-CD274 Homo sapiens (1"-453") [VH
(Homo sapiens IGHV1-69*06 (100%) -(IGHD) -IGHJ6*01 (100%),
CDR-IMGT [8.8.16] (26-33.51-58.97-112)) (1"-123") -Homo



réozalimab

reozalimab
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sapiens IGHG1*08p, G1m3,1, G1v45 CH1 K86, G1v14 CH2 A1.3, A1.2,
G1v47 CH3 V6, Y7, A85.1, V86 (CH1 S86>K (189), 1103 (205), R120 (220)
(124"-221"), hinge 1-15 (222"-236"), CH2 L1.3>A (240), L1.2>A (241),
D27>S (271) (237"-346"), CH3 T6>V (356), L7>Y (357), D12 (362), L14
(364), F85.1>A (411), Y86>V (413) (347"-451"), CHS (452"-453")) (124"-
453")], (226"-215")-disulfide with lambda2 light chain anti-CD274 Homo
sapiens (1"-216"") [V-LAMBDA (Homo sapiens IGLV1-44*01 (91.8%) -
IGLJ2*01 (90.9%) T122>| (105), CDR-IMGT [8.3.11] (26-33.51-53.90-100))
(1"-110") -Homo sapiens IGLC2*01, S86>E (179), Y88>E (181), T124>A
(213) (111™-216")]; dimer (229-232":232-235")-bisdisulfide, produced in
Chinese hamster ovary (CHO) cells, cell line CHO-K1SV lacking the
glutamine synthetase (GS-KO) gene, glycoform alfa

immunoglobuline G1-kappa/lambda, anti-[Homo sapiens PDCD1 (protéine 1
de mort cellulaire programmée, PD1, PD-1, CD279)] et anti-[Homo sapiens
CD274 (ligand 1 de mort programmée, PDL1, PD-L1, homologue 1 de B7,
B7H1)], anticorps monoclonal Homo sapiens, bispécifique;

chaine lourde gamma1 anti-PDCD1 Homo sapiens (1-450) [VH (Homo
sapiens IGHV1-69*15 (93.9%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[8.8.13] (26-33.51-58.97-109)) (1-120) -Homo sapiens IGHG1*08p, G1m3,1,
G1v44 CH1 E7, T26, E84.2, G1v14 CH2 A1.3, A1.2, G1v46 CH3 V6, L22,
L79, W81 (CH1 L7>E (131), K26>T (150), Q84.2>E (178), 1103 (202), R120
(217) (121-218), charniére 1-15 (219-233), CH2 L1.3>A (237), L1.2>A (238),
D27>S (268) (234-343), CH3 T6>V (353), D12 (359), L14 (361), T22>L
(369), K79>L (395), T81>W (397) (344-448), CHS (449-450)) (121-450)],
(223-214")-disulfure avec la chaine légere kappa anti-PDCD1 Homo sapiens
(1'-214") [V-KAPPA (Homo sapiens IGKV1-12*01 (96.8%) -IGKJ4*01
(91.7%), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107') -Homo sapiens
IGKC*01, Km3 S20>R (131), V22>G (133), A45.1 (153), S86>R (176), V101
(191) (108'-214")];

chaine lourde gamma1 anti-CD274 Homo sapiens (1"-453") [VH (Homo
sapiens IGHV1-69*06 (100%) -(IGHD) -IGHJ6*01 (100%), CDR-IMGT
[8.8.16] (26-33.51-58.97-112)) (1"-123") -Homo sapiens IGHG1*08p,
G1m3,1, G1v45 CH1 K86, G1v14 CH2 A1.3, A1.2, G1v47 CH3 V6, Y7,
A85.1, V86 (CH1 S86>K (189), 1103 (205), R120 (220) (124"-221"),
charniére 1-15 (222"-236"), CH2 L1.3>A (240), L1.2>A (241), D27>S (271)
(237"-346"), CH3 T6>V (356), L7>Y (357), D12 (362), L14 (364), F85.1>A
(411), Y86>V (413) (347"-451"), CHS (452"-453")) (124"-453")], (226"-
215")-disulfure avec la chaine légére lambda2 anti-CD274 Homo sapiens
(1"-216") [V-LAMBDA (Homo sapiens IGLV1-44*01 (91.8%) -IGLJ2*01
(90.9%) T122>1 (105), CDR-IMGT [8.3.11] (26-33.51-53.90-100)) (1"-110™)
-Homo sapiens IGLC2*01, S86>E (179), Y88>E (181), T124>A (213) (111™-
216™)]; dimére (229-232":232-235")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), lignée cellulaire CHO-K1SV ne
présentant pas le géne de la glutamine synthétase (GS-KO), glycoforme alfa

inmunoglobulina G1-kappa/lambda, anti-[Homo sapiens PDCD1 (proteina 1
de muerte celular programada, PD1, PD-1, CD279)] y anti-[Homo sapiens
CD274 (ligando 1 de muerte programada, PDL1, PD-L1, homdlogo 1 de B7,
B7H1)], anticuerpo monoclonal Homo sapiens, biespecifico; cadena pesada
gamma1 anti-PDCD1 Homo sapiens (1-450) [VH (Homo sapiens IGHV1-
69*15 (93.9%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [8.8.13] (26-33.51-
58.97-109)) (1-120) -Homo sapiens IGHG1*08p, G1m3,1, G1v44 CH1 E7,
T26, E84.2, G1v14 CH2 A1.3, A1.2, G1v46 CH3 V6, L22, L79, W81 (CH1
L7>E (131), K26>T (150), Q84.2>E (178), 1103 (202), R120 (217) (121-218),
bisagra 1-15 (219-233), CH2 L1.3>A (237), L1.2>A (238), D27>S (268)
(234-343), CH3 T6>V (353), D12 (359), L14 (361), T22>L (369), K79>L
(395), T81>W (397) (344-448), CHS (449-450)) (121-450)], (223-214')-
disulfuro con la cadena ligera kappa anti-PDCD1 Homo sapiens (1'-214")
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[V-KAPPA (Homo sapiens IGKV1-12*01 (96.8%) -IGKJ4*01 (91.7%), CDR-
IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107') -Homo sapiens IGKC*01, Km3
S20>R (131), V22>G (133), A45.1 (153), S86>R (176), V101 (191) (108'-
214"

cadena pesada gamma1 anti-CD274 Homo sapiens (1"-453") [VH (Homo
sapiens IGHV1-69*06 (100%) -(IGHD) -IGHJ6*01 (100%), CDR-IMGT
[8.8.16] (26-33.51-58.97-112)) (1"-123") -Homo sapiens IGHG1*08p,
G1m3,1, G1v45 CH1 K86, G1v14 CH2 A1.3, A1.2, G1v47 CH3 V6, Y7,
A85.1, V86 (CH1 S86>K (189), 1103 (205), R120 (220) (124"-221"), bisagra
1-15 (222"-236"), CH2 L1.3>A (240), L1.2>A (241), D27>S (271) (237"-
346"), CH3 T6>V (356), L7>Y (357), D12 (362), L14 (364), F85.1>A (411),
Y86>V (413) (347"-451"), CHS (452"-453")) (124"-453")], (226"-215")-
disulfuro con la cadena ligera lambda2 anti-CD274 Homo sapiens (1"'-
216") [V-LAMBDA (Homo sapiens IGLV1-44*01 (91.8%) -IGLJ2*01
(90.9%) T122>1 (105), CDR-IMGT [8.3.11] (26-33.51-53.90-100)) (1"-
110"™) -Homo sapiens IGLC2*01, S86>E (179), Y88>E (181), T124>A (213)
(111™-216")]; dimero (229-232":232-235")-bisdisulfuro, producido en las
células ovaricas de hamster chino (CHO), linea celular CHO-K1SV en
ausencia del gen glutamina sintetasa (GS-KO), forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada (anti-PDCD1)

QVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGL 50
IIPSFDTAGY AQKFQGRVAI TVDESTSTAY MELSSLRSED TAVYYCARAE 100
HSSTGTFDYW GQGTLVTVSS ASTKGPSVFP EAPSSKSTSG GTAALGCLVT 150
DYFPEPVTVS WNSGALTSGV HTFPAVLESS GLYSLSSVVT VPSSSLGTQT 200
YICNVNHKPS NTKVDKRVEP KSCDKTHTCP PCPAPEAAGG PSVFLFPPKP 250
KDTLMISRTP EVTCVVVSVS HEDPEVKFNW YVDGVEVHNA KTKPREEQYN 300
STYRVVSVLT VLHQDWLNGK EYKCKVSNKA LPAPIEKTIS KAKGQPREPQ 350
VYVLPPSRDE LTKNQVSLLC LVKGFYPSDI AVEWESNGQP ENNYLTWPPV 400
LDSDGSFFLY SKLTVDKSRW QQGNVFSCSV MHEALHNHYT QKSLSLSPGK 450

Heavy chain / Chaine lourde / Cadena pesada (anti-CD274)

QVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGG 50
IIPIFGTANY AQKFQGRVTI TADKSTSTAY MELSSLRSED TAVYYCARSP 100
DYSPYYYYGM DVWGQGTTVT VSSASTKGPS VFPLAPSSKS TSGGTAALGC 150
LVKDYFPEPV TVSWNSGALT SGVHTFPAVL QSSGLYSLKS VVTVPSSSLG 200
TQTYICNVNH KPSNTKVDKR VEPKSCDKTH TCPPCPAPEA AGGPSVFLFP 250
PKPKDTLMIS RTPEVTCVVV SVSHEDPEVK FNWYVDGVEV HNAKTKPREE 300
QYNSTYRVVS VLTVLHQDWL NGKEYKCKVS NKALPAPIEK TISKAKGQPR 350
EPQVYVYPPS RDELTKNQVS LTCLVKGFYP SDIAVEWESN GQPENNYKTT 400
PPVLDSDGSF ALVSKLTVDK SRWQQGNVFS CSVMHEALHN HYTQKSLSLS 450
PGK 453

Light chain / Chaine Iégére / Cadena ligera (anti-PDCDI1)

DIQMTQSPSS VSASVGDRVT ITCRASQGIS SWLAWYQQKP GKAPKLLISA 50
ASSLQSGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQQ ANHLPFTFGG 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA RVGCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLRSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSEFN RGEC 214

Light chain / Chaine légére / Cadena ligera (anti-CD274)

QSVLTQPPSA SGTPGQRVTI SCSGSSSNIG SNTVNWYQQL PGTAPKLLIY 50
GNSNRPSGVP DRFSGSKSGT SASLAISGLQ SEDEADYYCQ SYDSSLSGSV 100
FGGGIKLTVL GQPKAAPSVT LFPPSSEELQ ANKATLVCLI SDFYPGAVTV 150
AWKADSSPVK AGVETTTPSK QSNNKYAAES ELSLTPEQWK SHRSYSCQVT 200
HEGSTVEKTV APAECS 216

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  147-203  264-324  370-428
22"-96" 150"-206" 267"-327" 373"-431"
Intra-L (C23-C104) 23'-88'  134'-194'
22"-89" 138"-197"
Inter-H-L (h 5-CL 126) 223-214' 226"-215"
Inter-H-H (h 11, h 14)  229-232" 232-235"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacién del
glutaminilo N-terminal

Q > pyroglutamyl (pE, 5-oxoprolyl)

HVHQI: 1,1"

LVLQIL: 1™

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 300, 303"

Fucosylated complex bi-antennary CHO-type glycans / g]ycanﬂ de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi i0s P

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 450, 453"
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retezorogant 3-{(4S)-4-[3-chloro-4-(3,3-dimethylbutyl)phenyl]-4-methyl-2-oxo-5-
(propan-2-yl)-3,4-dihydropyrimidin-1(2H)-yl}propanoic acid

rétézorogant acide 3-{(4S)-4-[3-chloro-4-(3,3-diméthylbutyl)phényl]-4-méthyl-2-
oxo-5-(propan-2-yl)-3,4-dihydropyrimidin-1(2H)-yl}propanoique

retezorogant acido 3-{(4S)-4-[3-cloro-4-(3,3-dimetilbutil)fenil]-4-metil-2-oxo-5-
(propan-2-il)-3,4-dihidropirimidin-1(2H)-il}propanoico

Ca23H33CIN,O;

H3C
H3C CHs cl
revumenib 2-{[4-(7-{[trans-4-(ethanesulfonamido)cyclohexyl]methyl}-2,7-

diazaspiro[3.5]nonan-2-yl)pyrimidin-5-ylJoxy}-N-ethyl-5-fluoro-N-
(propan-2-yl)benzamide

révuménib 2-{[4-(7-{[trans-4-(éthanesulfonamido)cyclohexyl]méthyl}-2,7-
diazaspiro[3.5]nonan-2-yl)pyrimidin-5-yl]Joxy}-N-éthyl-5-fluoro-N-
(propan-2-yl)benzamide

revumenib 2-{[4-(7-{[trans-4-(etanosulfonamido)ciclohexil]metil}-2,7-
diazaspiro[3.5]nonan-2-il)pirimidin-5-ilJoxi}-N-etil-5-fluoro-N-
(propan-2-il)benzamide

C32H47FN6O4S
H 7 N~ CH;,
O “CHs

N

T
w
o
< -z
P
I=
T
z

\%N

rhenium ('®Re) obisbemeda  [2,2'-{[2-(diethylamino)ethylJazanediyl-kN}bis(ethane-1-thiolato-
kS)](2-{[2-(diethylamino)ethyl](2-sulfanylethyl)amino}ethane-1-
thiolato-k S)oxido(*®Re)rhenium

rhénium ('%Re) obisbéméda [2,2'-{[2-(diéthylamino)éthyl]azanediyl-k N}bis(éthane-1-thiolato-
kS)](2-{[2-(diéthylamino)éthyl](2-sulfanyléthyl)amino}éthane-1-
thiolato-k S)oxido(*®*Re)rhenium

renio ("®Re) obisbemeda [2,2'-{[2-(dietilamino)etillazanodiil-k N}bis(etano-1-tiolato-k S)](2-
{[2-(dietilamino)etil](2-sulfaniletil)amino}etano-1-tiolato-
kS)oxido('%Re)renio
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rilunermin alfa

rilunermine alfa

C20H45N4O186RGS4

Hie— xN—ﬂ%Re NH
\/\S SI \_\

N

( cH
CHs

human tumor necrosis factor ligand superfamily
member 10 (TNFSF10, TNF-related apoptosis-
inducing ligand, TRAIL, apo-2 ligand, apo-2L, CD253),
extracellular fragment (111-281, 1-171 in the current
sequence) variant (S"">L", P''2>K?2), fused via the
peptidyl linker "2GS""® to human collagen a-1(l) chain
(a-1 type | collagen, COL1A1) C-terminal fragment
(1156-1464, 174-482 in the current sequence) variant
(D'2*>N2%7), covalent disulfide bridged trimer,
produced in Chinese hamster ovary (CHO) cells,
glycoform alfa;

human tumor necrosis factor ligand superfamily
member 10 (TNFSF10, TNF-related apoptosis-
inducing ligand, TRAIL, apo-2 ligand, apo-2L, CD253),
extracellular (111-281)-peptide (1-171), [S""'>L",
P'2>K2]-variant, fused via a glycylseryl dipeptide linker
(172-173) with the C-terminal (1156-1464)-peptide
(174-482) [D'2'*>N%"]-variant of the human collagen a-
1(I) chain (a-1 type | collagen, COL1A1), trimer (283-
300':283'-300":283"-300)-trisdisulfide, produced in
Chinese hamster ovary (CHO) cells, glycoform alfa

membre 10 de la superfamille des ligands du facteur
de nécrose tumorale humain (TNFSF10, ligand
induisant I'apoptose apparenté au TNF, TRAIL, ligand
apo-2, apo-2L, CD253), fragment extracellulaire
(S">L1, P"12>K?2), fusionné via une liaison peptidique
2GS au fragment terminal C (1156-1464, 174-482
dans la séquence actuelle) de la chaine a-1(l) du
collagéne humain (collagéne a-1 de type |, COL1A1)
variant (D'2'9>N2%), trimére a pont disulfure covalent,
produit dans des cellules ovariennes de hamster
chinois (CHO), glycoforme alfa;

membre 10 de la superfamille des ligands du facteur
de nécrose tumorale (humain) (TNFSF10, ligand
induisant I'apoptose apparenté au TNF, TRAIL, ligand
de apo-2, apo-2L, CD253), peptide 111-281
extracellulaire (1-171), variant [S"'>L", P"'2>K?],
fusionné via un une liaison dipeptidique glycylséryle
(172-173) avec le peptide 1156-1464 C-terminal (174-
482) variant [D'?'*>N?] de la chaine a-1(l) du
collagéne humain (collagene a-1 de type I, COL1A1),
trimére (283-300":283'-300":283"-300)-trisdisulfure,
produit dans des cellules ovariennes de hamster
chinois (CHO), glycoforme alfa
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rilunermina alfa miembro 10 de la superfamilia de ligandos del factor
de necrosis tumoral humano (TNFSF10, ligando
inductor de apoptosis relacionado con TNF, TRAIL,
ligando del apo-2, apo-2L, CD253), fragmento
extracelular (111-281, 1-171 en la secuencia actual)
variante (8"''>L", P"'2>K?), fusionada a través de un
enlace peptidil 2GS'” a la cadena a-1(l) del colageno
humano (colageno a-1 tipo I, COL1A1) fragmento
terminal C (1156-1464, 174-482 en la secuencia
actual) variante (D'?'*>N%7), trimero covalente
acortado disulfuro, producido en células ovaricas de
hamster chino (CHO), glicoforma alfa;
miembro 10 de la superfamilia de ligandos del factor
de necrosis tumoral (humano) (TNFSF10, ligando
inductor de apoptosis relacionado con TNF, TRAIL,
ligando del apo-2, apo-2L, CD253), péptido 111-281
extracelular (1-171), variante [S""'>L", P"12>K?],
fusionado a través de un conector dipeptidil de
glicilserilo (172-173) con el péptido C-terminal 1156-
1464 (174-482) variante [D'?'°>N?*"] de la cadena a-
1(I) del colageno humano (colageno a-1 tipo |,
COL1A1), trimero (283-300":283'-300":283"-300)-
trisdisulfuro, producida en las células ovaricas de
hamster chino (CHO), glicoforma alfa

Sequence / Séquence / Secuencia

LKLVRERGPQ RVAAHITGTR GRS
HSFLSNLHLR NGELVIHEKG QTYF
YKYTSYPDPI LLMKSARNSC WSKDAEYGLY S

TNEHLIDMDH
PGPPGPPGPP
TTLKSLSQQIL E

AFLV I

RDL
TQPSVAQKNW YISKNPKDKR HVV
TFLRLMSTEA SQNITYHCKN SVAYMDQQTG
NSRFTYSVTV DGCTSHTGAW GKTVIEYKTT
EFGFDVGPVC FL

G

GFQFEYGG

Peptide linker / Peptide liant / Péptido de unién
172 68 173 (1-2)

Mutation / Mutation / Mutacion

S1>L, P2>K, D237>N

Post-translational modi
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-chain ~ 277-309, 317-480, 388-433
277-309', 317-480', 388-433'
277"-309", 317"-480", 388"-433"
Inter-chain  283-300', 283'-300", 283"-300
N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion
N383, N383', N383"
Hydroxyproline (Hyp) sites / Sites de hydroxyproline (Hyp) / Posiciones de hidroxiprolina (Hip)
up to 9 undetermined P>Hyp positions within the 174-224 region in the collagen fragment

riminkefon 4-amino-1-{N-[(2R)-2-phenylpropyl]glycyl-D-
phenylalanyl-D-leucyl-D-lysyl}piperidine-4-carboxylic
acid

riminkéfon acide 4-amino-1-{N-[(2R)-2-phénylpropyl]glycyl-D-

phénylalanyl-D-leucyl-D-lysyl}pipéridine-4-carboxylique

riminkefon acido 4-amino-1-{N-[(2R)-2-fenilpropil]glicil-D-
fenilalanil-D-leucil-D-lisil}piperidina-4-carboxilico
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C38H57N706
POISD N
OH
CHy \)(L { M , &Hz
N ‘__N (N
(e} CHj O
CHs
rimtoregtide N'-acetyl-(104-118)-peptide (1-15) of the human

regenerating islet-derived protein 3-alpha (Reg3a,
Regllla, hepato-intestinal pancreatic protein, HIP,
human proislet peptide, pancreatitis-associated protein
1, PAP) pre-pro-protein, [T''%>S7, Q""'>H?8, E'">L",
N'6>A" E'8>S"]-variant:
N-acetyl-L-isoleucylglycyl-L-leucyl-L-histidyl-L-a-
aspartyl-L-prolyl-L-seryl-L-histidylglycyl-L-threonyl-L-
leucyl-L-prolyl-L-alanylglycyl-L-serine

rimtorégtide N'-acétyl-peptide 104-118 (1-15) de la pré-pro-
protéine humaine de la protéine 3-alpha dérivée des
flots en régénération (Rég3a, Régllla, protéine
pancréatique hépato-intestinale, HIP, peptide pro-ilot
humain, protéine 1 associée a la pancréatite, PAP),
variante [T11°>S7, Q111>H8, E114>L11, N116>A13,
E118>S15]Z
N-acétyl-L-isoleucylglycyl-L-leucyl-L-histidyl-L-a-
aspartyl-L-prolyl-L-séryl-L-histidylglycyl-L-thréonyl-L-
leucyl-L-prolyl-L-alanylglycyl-L-sérine

rimtoregtida N'-acetil-péptido 104-118 (1-15) de la pre-pro-proteina
humana de la proteina 3-alfa derivada de islotes en
regeneracion (Reg3a, Regllla, proteina pancreatica
hepato-intestinal, HIP, péptido pro-islote humano,
proteina 1 asociada a pancreatitis, PAP), [T'*>S7,
0111>H8, E114>L11, N116>A13, E118>S15]:
N-acetil-L-isoleucilglicil-L-leucil-L-histidil-L-a-aspartil-L-
prolil-L-seril-L-histidilglicil-L-treonil-L-leucil-L-prolil-L-
alanilglicil-L-serina

Ce5H101N+19022
IGLHDPSHGT LPAGS 15
Modified residues / Résidus modifiés / Restos modificados

1(1)
Ac-lle

rose bengal sodium disodium 2,3,4,5-tetrachloro-6-(2,4,5,7-tetraiodo-6-
oxido-3-oxo0-3H-xanthen-9-yl)benzoate



rose bengale sodique

rosa de bengala de sodio

rosnilimab

rosnilimab

rosnilimab
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2,3,4,5-tétrachloro-6-(2,4,5,7-tétraiodo-6-oxido-3-oxo-3H-
xanthén-9-yl)benzoate de disodium

2,3,4,5-tetracloro-6-(2,4,5,7-tetraiodo-6-oxido-3-oxo-3H-
xanten-9-il)benzoato de disodio

ConzC|4|4Nazos

immunoglobulin G1-kappa, anti-[Homo sapiens PDCD1
(programmed cell death 1, PD-1, PD1, CD279)], humanized
monoclonal antibody;

gamma1 heavy chain humanized (1-451) [VH (Homo
sapiens IGHV7-4-1*02 (87.8%) -(IGHD) -IGHJ4*01 (92.3%)
L123>T (116), CDR-IMGT [8.8.14] (26-33.51-58.97-110))
(1-121) -Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1
K120 (218) (122-219), hinge 1-15 (220-234), CH2 (235-
344), CH3 D12 (360), L14 (362) (345-449), CHS (450-451))
(122-451)], (224-215")-disulfide with kappa light chain
humanized (1'-215") [V-KAPPA (Homo sapiens IGKV3D-
11*02 (86.8%) -IGKJ4*01 (100%), CDR-IMGT [7.3.9] (27-
33.51-53.90-98)) (1'-108") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (154), V101 (192) (109'-215")]; dimer (230-
230":233-233")-bisdisulfide, produced in Chinese hamster
ovary (CHO) cells, cell line CHO-K1, glycoform alfa

immunoglobuline G1-kappa, anti-[Homo sapiens PDCD1
(protéine 1 de mort cellulaire programmée, PD-1, PD1,
CD279)], anticorps monoclonal humanisé;

chaine lourde gamma1 humanisée (1-451) [VH (Homo
sapiens IGHV7-4-1*02 (87.8%) -(IGHD) -IGHJ4*01 (92.3%)
L123>T (116), CDR-IMGT [8.8.14] (26-33.51-58.97-110))
(1-121) -Homo sapiens IGHG1*01 (100%), G1m17,1 (CH1
K120 (218) (122-219), charniére 1-15 (220-234), CH2 (235-
344), CH3 D12 (360), L14 (362) (345-449), CHS (450-451))
(122-451)], (224-215")-disulfure avec la chaine Iégere kappa
humanisée (1'-215") [V-KAPPA (Homo sapiens IGKV3D-
11*02 (86.8%) -IGKJ4*01 (100%), CDR-IMGT [7.3.9] (27-
33.51-53.90-98)) (1'-108') -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (154), V101 (192) (109'-215")]; dimére (230-
230":233-233")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), lignée cellulaire
CHO-K1, glycoforme alfa

inmunoglobulina G1-kappa, anti-[Homo sapiens PDCD1
(proteina 1 de muerte celular programada, PD-1, PD1,
CD279)], anticuerpo monoclonal humanizado;
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ruzotolimod

ruzotolimod

ruzotolimod

cadena pesada gamma1 humanizada (1-451) [VH (Homo sapiens
IGHV7-4-1*02 (87.8%) -(IGHD) -IGHJ4*01 (92.3%) L123>T (116),
CDR-IMGT [8.8.14] (26-33.51-58.97-110)) (1-121) -Homo sapiens
IGHG1*01 (100%), G1m17,1 (CH1 K120 (218) (122-219), bisagra
1-15 (220-234), CH2 (235-344), CH3 D12 (360), L14 (362) (345-
449), CHS (450-451)) (122-451)], (224-215")-disulfuro con la
cadena ligera kappa humanizada (1'-215') [V-KAPPA (Homo
sapiens IGKV3D-11*02 (86.8%) -IGKJ4*01 (100%), CDR-IMGT
[7.3.9] (27-33.51-53.90-98)) (1'-108') -Homo sapiens IGKC*01
(100%), Km3 A45.1 (154), V101 (192) (109'-215")]; dimero (230-
230":233-233")-bisdisulfuro, producido en las células ovaricas de
hamster chino (CHO), linea celular CHO-K1, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQLVQSGSE LKKPGASVKV SCKASNYTFT DYSMHWVRQA PGQGLEWMGW 50
INIETYYPTY ADQFKGRFAF SLDTSVSTAY LQISSLKAED TAVYYCARDY 100
YGRFYYAMDY WGQGTTVTVS SASTKGPSVF PLAPSSKSTS GGTAALGCLV 150
KDYFPEPVTV SWNSGALTSG VHTFPAVLQS SGLYSLSSVV TVPSSSLGTQ 200
TYICNVNHKP SNTKVDKKVE PKSCDKTHTC PPCPAPELLG GPSVFLFPPK 250
PKDTLMISRT PEVTCVVVDV SHEDPEVKFN WYVDGVEVHN AKTKPREEQY 300
NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK ALPAPIEKTI SKAKGQPREP 350
QVYTLPPSRD ELTKNQVSLT CLVKGFYPSD IAVEWESNGQ PENNYKTTPP 400
VLDSDGSFFL YSKLTVDKSR WQQGNVEFSCS VMHEALHNHY TQKSLSLSPG 450
K 451

Light chain / Chaine légere / Cadena ligera

EIVLTQSPAT LSLSPGERAT LSCTASSSVS SSYFHWYQQK PGQAPRLLIY 50
STSNLASGIP ARFSGSGSGT DFTLTISRLE PEDFAVYYCH QYHRSPLTFG 100
GGTKVEIKRT VAAPSVFIFP PSDEQLKSGT ASVVCLLNNF YPREAKVQWK 150
VDNALQSGNS QESVTEQDSK DSTYSLSSTL TLSKADYEKH KVYACEVTHQ 200
GLSSPVTKSEF NRGEC 215

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96 148-204  265-325  371-429
22"-96" 148"-204" 265"-325" 371"-429"
Intra-L (C23-C104) 23'-89'  135-195'
23"-89" 135"-195"
Inter-H-L (h 5-CL 126) 224-215' 224"-215"
Inter-H-H (h 11, h 14)  230-230" 233-233"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacién del
glutaminilo N-terminal
H VH QI > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H VH N26: 26, 26"

Glycosylated / glycosylé / glucosilado

H CH2 N84.4: 301, 301"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi: ios complejos ilad

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 451, 451"

3-(5-O-acetyl-3,6,7-trideoxy-a-L-lyxo-heptofuranosyl)-5-
amino[1,3]thiazolo[4,5-d]pyrimidin-2(3H)-one;
(18)-1-[(2S,4R,5R)-5-(5-amino-2-oxo[ 1,3]thiazolo[4,5-d]pyrimidin-
3(2H)-yl)-4-hydroxyoxolan-2-yl]propyl acetate

3-(5-O-aceétyl-3,6,7-tridésoxy-a-L-lyxo-heptofuranosyl)-5-
amino[1,3]thiazolo[4,5-d]pyrimidin-2(3H)-one;

acétate de (1S)-1-[(2S,4R,5R)-5-(5-amino-2-oxo[1,3]thiazolo[4,5-
d]pyrimidin-3(2H)-yl)-4-hydroxyoxolan-2-yl]propyle

3-(5-0-acetil-3,6,7-tridesoxi-a-L-lixo-heptofuranosil)-5-
aminol[1,3]tiazolo[4,5-d]pirimidin-2(3H)-ona;

acetato de (1S)-1-[(2S,4R,5R)-5-(5-amino-2-oxo[1,3]tiazolo[4,5-
d]pirimidin-3(2H)-il)-4-hidroxioxolan-2-il]propilo



safimaltib

safimaltib

safimaltib

safusidenib

safusidénib

safusidenib
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C14H1gN4O5S
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1-(1-ox0-1,2-dihydroisoquinolin-5-yl)-5-
(trifluoromethyl)-N-[2-(trifluoromethyl)pyridin-4-yl]-1H-
pyrazole-4-carboxamide

1-(1-ox0-1,2-dihydroisoquinoléin-5-yl)-5-
(trifluorométhyl)-N-[2-(trifluorométhyl)pyridin-4-yl]-1H-
pyrazole-4-carboxamide

1-(1-ox0-1,2-dihidroisoquinolein-5-il)-5-(trifluorometil)-
N-[2-(trifluorometil)piridin-4-il]-1 H-pirazol-4-
carboxamida

CZOH’HFGNSOZ

N=
HNT TS L)
N HN N
0 o, N\

(2E)-3-{1-[5-(2-fluoropropan-2-yl)-3-(2,4,6-
trichlorophenyl)-1,2-oxazole-4-carbonyl]-3-methyl-1H-
indol-4-yl}prop-2-enoic acid

acide (2E)-3-{1-[5-(2-fluoropropan-2-yl)-3-(2,4,6-
trichlorophényl)-1,2-oxazole-4-carbonyl]-3-méthyl-1H-
indol-4-yl}prop-2-énoique

acido (2E)-3-{1-[5-(2-fluoropropan-2-il)-3-(2,4,6-
triclorofenil)-1,2-oxazol-4-carbonil]-3-metil-1H-indol-4-
il}prop-2-enoico

CasH15CIsFN2O4

HsC F
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selcopintide

selcopintide

selcopintida

semzuvolimab

semzuvolimab

(344-353)-peptide (1-10) of human copine 7 (copine VII,
CPNE?7, epithelium-derived calcium-dependent phospholipid-
binding protein);
L-lysyl-L-tyrosyl-L-lysyl-L-glutaminyl-L-lysyl-L-arginyl-L-arginyl-L-
seryl-L-tyrosyl-L-lysine

peptide 344-353 (1-10) de la copine 7 humaine (copine VII,
CPNE?7, protéine de liaison aux phospholipides dépendante du
calcium dérivée de I'épithélium);
L-lysyl-L-tyrosyl-L-lysyl-L-glutaminyl-L-lysyl-L-arginyl-L-arginyl-L-
séryl-L-tyrosyl-L-lysine

péptido 344-353 (1-10) de la copina 7 humana (copina VII,
CPNE?7, proteina de unién a fosfolipidos dependiente de calcio
derivada del epitelio);
L-lisil-L-tirosil-L-lisil-L-glutaminil-L-lisil-L-arginil-L-arginil-L-seril-L-
tirosil-L-lisina

CGZH1O5N21 015

Lys = Tyr —Lys —GIn—Lys — Arg— Arg—Ser—Tyr —Lys

immunoglobulin G1-kappa, anti-[Homo sapiens CD4 (p55, T
cell surface antigen T4/Leu-3)], monoclonal antibody;

gamma heavy chain (1-448) [VH Musmus/Homsap (Mus
musculus IGHV1-75*01 (78.6%) -(IGHD) -IGHJ3*01
(100%)/Homo sapiens IGHV1-2*06 (73.5%) -(IGHD) -IGHJ4*01
(92.3%), CDR-IMGT [8.8.11] (26-33.51-58.97-107)) (1-118) -
Homo sapiens IGHG1*01, G1m17,1, G1v48 H84.4 (CH1 K120
(215) (119-216), hinge 1-15 (217-231), CH2 N84.4>H (298)
(232-341), CH3 D12 (357), L14 (359) (342-446), CHS (447-
448)) (119-448)], (221-218")-disulfide with kappa light chain (1'-
218") [V-KAPPA Musmus/Homsap (Mus musculus IGKV3-4*01
(93.9%) -IGKJ2*03 (90.9%) S120>Q (104)/Homo sapiens
IGKV4-1*01 (68.3%) -IGKJ2*01 (100%), CDR-IMGT [10.3.9]
(27-36.54-56.93-101)) (1'-111') -Homo sapiens IGKC*04
(100%), Km1,2 A45.1 (158), L101 (195) (112'-218")]; dimer
(227-227":230-230")-bisdisulfide, produced in Chinese hamster
ovary (CHO) cells, glycoform alfa

immunoglobuline G1-kappa, anti-[Homo sapiens CD4 (p55,
antigene de surface des cellules T T4/Leu-3)], anticorps
monoclonal;

chaine lourde gamma1 (1-448) [VH Musmus/Homsap (Mus
musculus IGHV1-75*01 (78.6%) -(IGHD) -IGHJ3*01
(100%)/Homo sapiens IGHV1-2*06 (73.5%) -(IGHD) -IGHJ4*01
(92.3%), CDR-IMGT [8.8.11] (26-33.51-58.97-107)) (1-118) -
Homo sapiens IGHG1*01, G1m17,1, G1v48 H84.4 (CH1 K120
(215) (119-216), charniere 1-15 (217-231), CH2 N84.4>H (298)
(232-341), CH3 D12 (357), L14 (359) (342-446), CHS (447-
448)) (119-448)], (221-218")-disulfure avec la chaine légere
kappa (1'-218') [V-KAPPA Musmus/Homsap (Mus musculus
IGKV3-4*01 (93.9%) -IGKJ2*03 (90.9%) S120>Q (104)/Homo
sapiens IGKV4-1*01 (68.3%) -IGKJ2*01 (100%), CDR-IMGT
[10.3.9] (27-36.54-56.93-101)) (1'-111') -Homo sapiens
IGKC*04 (100%), Km1,2 A45.1 (158), L101 (195) (112'-218")];
dimére (227-227":230-230")-bisdisulfure, produit dans des
cellules ovariennes de hamster chinois (CHO), glycoforme alfa



semzuvolimab

sepiapterin

sépiaptérine
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inmunoglobulina G1-kappa, anti-[Homo sapiens CD4
(p55, antigeno de superficie de las células T T4/Leu-
3)], anticuerpo monoclonal;

cadena pesada gamma1 (1-448) [VH
Musmus/Homsap (Mus musculus IGHV1-75*01
(78.6%) -(IGHD) -IGHJ3*01 (100%)/Homo sapiens
IGHV1-2*06 (73.5%) -(IGHD) -IGHJ4*01 (92.3%),
CDR-IMGT [8.8.11] (26-33.51-58.97-107)) (1-118) -
Homo sapiens IGHG1*01, G1m17,1, G1v48 H84.4
(CH1 K120 (215) (119-216), bisagra 1-15 (217-231),
CH2 N84.4>H (298) (232-341), CH3 D12 (357), L14
(359) (342-446), CHS (447-448)) (119-448)], (221-
218")-disulfuro con la cadena ligera kappa (1'-218') [V-
KAPPA Musmus/Homsap (Mus musculus IGKV3-4*01
(93.9%) -IGKJ2*03 (90.9%) S120>Q (104)/Homo
sapiens IGKV4-1*01 (68.3%) -IGKJ2*01 (100%), CDR-
IMGT [10.3.9] (27-36.54-56.93-101)) (1'-111") -Homo
sapiens IGKC*04 (100%), Km1,2 A45.1 (158), L101
(195) (112'-218")]; dimero (227-227":230-230")-
bisdisulfuro, producido en las células ovaricas de
hamster chino (CHO), forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QVQOLVQSGPE LKKPGASVKV SCKASGYTFT DYVIHWVKQA TGQGLEWIGE 50
IYPGSGSAYS NAKFKDRVTM TADKSSNTAY MELSSLTSDD TAVYFCARRG 100
NGTGFAYWGQ GTLVTVSSAS TKGPSVFPLA PSSKSTSGGT AALGCLVKDY 150
FPEPVTVSWN SGALTSGVHT FPAVLQSSGL YSLSSVVTVP SSSLGTQTYI 200
CNVNHKPSNT KVDKKVEPKS CDKTHTCPPC PAPELLGGPS VFLFPPKPKD 250
TLMISRTPEV TCVVVDVSHE DPEVKFNWYV DGVEVHNAKT KPREEQYHST 300
YRVVSVLTVL HQDWLNGKEY KCKVSNKALP APIEKTISKA KGQPREPQVY 350
TLPPSRDELT KNQVSLTCLV KGFYPSDIAV EWESNGQPEN NYKTTPPVLD 400
SDGSFFLYSK LTVDKSRWQQ GNVFSCSVMH EALHNHYTQK SLSLSPGK 448

Light chain / Chaine 1égére / Cadena ligera

DIVLTQSPAS LAVSLGQRAT ITCKAGQSVD YDGDSYMNWY QQKPGQPPKL 50
LIYVASNLES GIPARFSGSG SGTDFTLNIH PVEENDAATY YCQQSYKDPL 100
TFGQGTKLEI KRTVAAPSVEF IFPPSDEQLK SGTASVVCLL NNEFYPREAKV 150
QWKVDNALQS GNSQESVTEQ DSKDSTYSLS STLTLSKADY EKHKLYACEV 200
THQGLSSPVT KSFNRGEC 218

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  145-201  262-322  368-426
22"-96" 145"-201" 262"-322" 368"-426"
Intra-L (C23-C104) 23'-92'  138-198'
23"-92" 138"-198"
Inter-H-L (h 5-CL 126) 221-218' 221"-218"
Inter-H-H (h 11, h 14)  227-227" 230-230"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal

Q > pyroglutamyl (pE, 5-oxoprolyl)

HVHQI:

L

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H VH CDR3 109

101, 101"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados

H CH2 N84.4>H (G1v48):
298, 298"
Aglycosylated / aglycosylé / aglicosilado

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2:
448, 448"

2-amino-6-[(2S)-2-hydroxypropanoyl]-7,8-
dihydropteridin-4(1H)-one

2-amino-6-[(2S)-2-hydroxypropanoyl]-7,8-
dihydroptéridin-4(1H)-one
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sepiapterina 2-amino-6-[(2S)-2-hidroxipropanoil]-7,8-dihidropteridin-4(1H)-ona

CoH11N503

N
HO H | e
HaC N
0 0

sirpefenicol 2,2-difluoro-N-[(1R,2S)-3-fluoro-1-hydroxy-1-(4-{6-[(RS)-
methanesulfonimidoyl]pyridin-3-yl}phenyl)propan-2-ylJacetamide

sirpéfénicol 2,2-difluoro-N-[(1R,2S)-3-fluoro-1-hydroxy-1-(4-{6-[(RS)-
méthanesulfonimidoyl]pyridin-3-yl}phényl)propan-2-ylJacetamide

sirpefenicol 2,2-difluoro-N-[(1R,2S)-3-fluoro-1-hidroxi-1-(4-{6-[(RS)-
metanosulfonimidoil]piridin-3-il}fenil)propan-2-ilJacetamida

C17H18F3N3OSS

O\\//NH

s
XY CH;

~N

N

F
OH

O
F\Hj\
N
H
F

sovleplenib 7-{4-[1-(methanesulfonyl)piperidin-4-yl]phenyl}-N-{[(2S)-
morpholin-2-yllmethyl}pyrido[3,4-b]pyrazin-5-amine

sovléplénib 7-{4-[1-(méthanesulfonyl)pipéridin-4-yl]phényl}-N-{[(2S)-
morpholin-2-yllméthyl}pyrido[3,4-b]pyrazin-5-amine

sovleplenib 7-{4-[1-(metanosulfonil)piperidin-4-illfenil}-N-{[(2S)-morfolin-2-
illmetil}pirido[3,4-b]pirazin-5-amina

2

/

C24H30NsO3S

(:N HN—"
\ /CH3
—N

sozinibercept human vascular endothelial growth factor receptor 3 (VEGFR3,
Fms-like tyrosine kinase 4, tyrosine-protein kinase receptor
FLT4) fragment (1-305, containing the immunoglobulin-like C2-
type domains 1, 2 and 3) variant (N>Q®), fused to human
immunoglobulin G1 C-terminal Fc fragment (306-537), disulfide
bridged dimer, produced in Chinese hamster ovary (CHO) cells,
glycoform alfa;



sozinibercept

sozinibercept

Recommended INN: List 88

[N&°>Q]-human vascular endothelial growth factor receptor 3 (VEGFR3,
Fms-like tyrosine kinase 4, FLT-4, tyrosine-protein kinase receptor FLT4,
EC:2.7.10.1) (1-305)-peptide fragment (containing the immunoglobulin-like
C2-type domains 1, 2 and 3), fused with a human immunoglobulin G1
C-terminal 232-peptide Fc fragment (CH2-CH3-CHS domains) [Homo
sapiens IGHG1*01 (hinge (306-320), CH2 (321-430), CH3 (431-535), CHS
(536-537))] (306-537), dimer (310-310":316-316":319-319')-trisdisulfide,
produced in Chinese hamster ovary (CHO) cells, glycoform alfa

fragment du récepteur 3 du facteur de croissance de I'endothélium
vasculaire humain (VEGFRS3, tyrosine kinase 4 de type Fms, récepteur
tyrosine-protéine kinase FLT4) (1-305, contenant les domaines 1, 2 et 3 de
type immunoglobuline C2) variant (N>Q?°), fusionné au fragment Fc
C-terminal de I'immunoglobuline G1 humaine (306-537), dimére a pont
disulfure, produit dans des cellules ovariennes de hamster chinois (CHO),
glycoforme alfa;

[N&>Q]-récepteur 3 humain du facteur de croissance de I'endothélium
vasculaire (VEGFRS3, tyrosine kinase 4 de type Fms, FLT-4, récepteur
tyrosine-protéine kinase FLT4, EC:2.7.10.1), fragment du peptide 1-305
(contenant les domaines 1, 2 et 3 de type C2 similaires aux
immunoglobulines), fusionné avec un fragment Fc de peptide-232 C-
terminal d’immunoglobuline G1 humaine (domaines CH2-CH3-CHS) [Homo
sapiens IGHG1*01 (charniére (306-320), CH2 (321-430), CH3 ( 431-535),
CHS (536-537))] (306-537), dimére (310-310:316-316":319-319')-
trisdisulfure, produit dans des cellules ovariennes de hamster chinois
(CHO), glycoforme alfa

receptor 3 humano del factor de crecimiento endotelial vascular (VEGFRS3,
tirosina kinasa 4 similar a Fms, receptor tirosina-proteina kinasa FLT4)
fragmento (1-305, que contiene los dominios 1, 2 'y 3 de tipo C2 similares a
inmunoglobulinas) variante (N>Q®), fusionado con un fragmento Fc (306-
537) terminal C de inmunoglobulina G1 humana, dimero acortado disulfuro,
producido en células ovaricas de hamster chino (CHO), glicoforma alfa;
[N&>Q]-receptor 3 humano del factor de crecimiento endotelial vascular
(VEGFRS, tirosina kinasa 4 similar a Fms, FLT-4, receptor tirosina-proteina
kinasa FLT4, EC:2.7.10.1) fragmento de péptido 1-305 (que contiene los
dominios 1, 2 y 3 de tipo C2 similares a inmunoglobulinas), fusionado con
un fragmento Fc de 232-péptido C-terminal de inmunoglobulina G1 humana
(dominios CH2-CH3-CHS) [Homo sapiens IGHG1*01 (bisagra (306-320),
CH2 (321-430), CH3 ( 431-535), CHS (536-537))] (306-537), dimero (310-
310":316-316":319-319")-trisdisulfuro, producida en las células ovaricas de
hamster chino (CHO), glicoforma alfa

Sequence / Séquence / Secuencia

YSMTPPTLNI TEESHVIDTG DSLSISCRGQ HPLEWAWPGA QEAPATGDKD 50
SEDTGVVRDC EGTDARPYCK VLLLHEVHAQ DTGSYVCYYK YIKARIEGTT 100
AASSYVFVRD FEQPFINKPD TLLVNRKDAM WVPCLVSIPG LNVTLRSQSS 150
VLWPDGQEVV WDDRRGMLVS TPLLHDALYL QCETTWGDQD FLSNPFLVHI 200
TGNELYDIQL LPRKSLELLV GEKLVLNCTV WAEFNSGVTF DWDYPGKQAE 250
RGKWVPERRS QQTHTELSSI LTIHNVSQHD LGSYVCKANN GIQRFRESTE 300
VIVHEEPKSC DKTHTCPPCP APELLGGPSV FLFPPKPKDT LMISRTPEVT 350
CVVVDVSHED PEVKFNWYVD GVEVHNAKTK PREEQYNSTY RVVSVLTVLH 400
QDWLNGKEYK CKVSNKALPA PIEKTISKAK GQPREPQVYT LPPSRDELTK 450
NQVSLTCLVK GEFYPSDIAVE WESNGQPENN YKTTPPVLDS DGSFFLYSKL 500
TVDKSRWQQG NVEFSCSVMHE ALHNHYTQKS LSLSPGK 537

Mutation / Mutation / Mutacion
N80>Q, N8O'>Q

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-chain  27-87 60-69  134-182 228-286 351-411 457-515
27-87"  60-69' 134'-182' 228'-286' 351'-411' 457'-515'
Inter-chain  310-310' 316-316' 319-319'
N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion
N9, N142, N227, N275, N387;
N9', N142', N227', N275', N387'
C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: K537, K537'
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sudocetaxel zendusortide NBS NE-13-bis[4-({(2R,3S)-1-{[4-(acetyloxy)-2a-
(benzoyloxy)-5B,20-epoxy-1,7,10B-trihydroxy-9-
oxotax-11-en-13a-ylloxy}-3-[(tert-
butoxycarbonyl)amino]-1-oxo-3-phenylpropan-2-
yl}oxy)-4-oxobutanoyl][N-acetylglycyl-L-valyl-L-arginyl-
L-alanyl-L-lysyl-L-alanylglycyl-L-valyl-L-arginyl-L-
asparaginyl-(2S)-2-aminohexanoyl-L-phenylalanyl-L-
lysyl-L-seryl-L-a-glutamyl-L-seryl-L-tyrosine]

sudocétaxel zendusortide NBS NE-13-bis[4-({(2R,3S)-1-{[4-(acétyloxy)-2a-
(benzoyloxy)-5B,20-époxy-1,7,10B-trihydroxy-9-
oxotax-11-én-13a-ylloxy}-3-[(tert-
butoxycarbonyl)amino]-1-oxo-3-phénylpropan-2-
yl}oxy)-4-oxobutanoyl][N-acétylglycyl-L-valyl-L-arginyl-
L-alanyl-L-lysyl-L-alanylglycyl-L-valyl-L-arginyl-L-
asparaginyl-(2S)-2-aminohexanoyl-L-phénylalanyl-L-
lysyl-L-séryl-L-a-glutamyl-L-séryl-L-tyrosine]

sudocetaxel zendusortida NBS NE-13-bis[4-({(2R,3S)-1-{[4-(acetiloxi)-2a-
(benzoiloxi)-58,20-epoxi-1,7B,10B-trihidroxi-9-oxotax-
11-en-13a-ilJoxi}-3-[(terc-butoxicarbonil)amino]-3-fenil-
1-oxopropan-2-il}oxi)-4-oxobutanoil][ N-acetilglicil-L-
valil-L-arginil-L-alanil-L-lisil-L-alanilglicil-L-valil-L-arginil-
L-asparaginil-(2S)-2-aminohexanoil-L-fenilalanil-L-lisil-
L-seril-L-a-glutamil-L-seril-L-tirosina]

C179H248N28057

GVRAKAGVRN XFKSESY 17

Modified residues / Résidus modifiés / Restos modificados

G X (11)
Ac-Gly (2S)-Ahx CHs
I :
o~ >
HiC™ "NT TCOMH HN" S COLH

tanuxiciclib 2'-amino-6-(2-amino-6-methylpyrimidin-4-yl)-3'-
fluoro[2,4'-bipyridin]-5-ol

tanuxiciclib 2'-amino-6-(2-amino-6-méthylpyrimidin-4-yl)-3'-
fluoro[2,4'-bipyridin]-5-ol

tanuxiciclib 2'-amino-6-(2-amino-6-metilpirimidin-4-il)-3'-fluoro[2,4'-
bipiridin]-5-ol



tarcocimab tedromer

tarcocimab tédromére
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Ci5H13FN6O

immunoglobulin G1-kappa, anti-[Homo sapiens
VEGFA (vascular endothelial growth factor A, VEGF-
A, VEGF)], humanized monoclonal antibody,
conjugated via a linker to a nona-antennary dendrimer
with phosphorylcholine polymer end groups;

gamma1 heavy chain humanized (1-453) [VH (Homo
sapiens IGHV3-30*02 (75.8%) -(IGHD) -IGHJ4*01
(93.3%), CDR-IMGT [8.8.16] (26-33.51-58.97-112)) (1-
123) -Homo sapiens IGHG1*03v, G1m3>G1m17,
nG1m1, G1v14 CH2 A1.3, A1.2 (CH1 R120>K (220)
(124-221), hinge 1-15 (222-236), CH2 L1.3>A (240),
L1.2>A (241), G1>A (243) (237-346), CH3 E12 (362),
M14 (364), L123>C (449) (347-451), CHS (452-453))
(124-453)], (226-214'")-disulfide with kappa light chain
humanized (1'-214") [V-KAPPA (Homo sapiens IGKV1-
16*01 (87.4%) -IGKJ1*01 (100%), CDR-IMGT [6.3.9]
(27-32.50-52.89-97)) (1'-107') -Homo sapiens IGKC*01
(100%), Km3 A45.1 (153), V101 (191) (108'-214")];
dimer (232-232":235-235")-bisdisulfide, produced in
Chinese hamster ovary (CHO) cells, cell line CHO-
K18V lacking the glutamine synthetase (GS-KO) gene,
glycoform alfa, substituted at an average of one S
atom of cysteine residues 449 and 449" with the
(BRS)-1-[1,1,1-tris({3-[2-(2,2,2-tris{[(2-{a-(bromo /
ethoxy / hydro / hydroxy)poly[1-(10,10-dimethyl-6-
oxido-6-0x0-2,5,7-trioxa-10-aza-6A>-phosphaundecan-
10-ium-1-oyl)-1-methylethane-1,2-diyl]-w-yl}-2-
methylpropanoyl)oxy]methyl}ethoxy)acetamido]propan
amido}methyl)-16,32-dioxo-3,6,9,12,19,22,25,28-
octaoxa-15,31-diazatetratriacontan-34-yl]-2,5-
dioxopyrrolidin-1-yl (tedromer) group

immunoglobuline G1-kappa, anti-[Homo sapiens
VEGFA (facteur de croissance A de I'endothélium
vasculaire, VEGF-A, VEGF)], anticorps monoclonal
humanisé, conjugué via un linker a un dendrimére
nonaantennaire avec groupes terminaux de polymeére
phosphorylcholine;

chaine lourde gamma1 humanisée (1-453) [VH (Homo
sapiens IGHV3-30*02 (75.8%) -(IGHD) -IGHJ4*01
(93.3%), CDR-IMGT [8.8.16] (26-33.51-58.97-112)) (1-
123) -Homo sapiens IGHG1*03v, G1m3>G1m17,
nG1m1, G1v14 CH2 A1.3, A1.2 (CH1 R120>K (220)
(124-221), charniere 1-15 (222-236), CH2 L1.3>A
(240), L1.2>A (241), G1>A (243) (237-346), CH3 E12
(362), M14 (364), L123>C (449) (347-451), CHS (452-
453)) (124-453)], (226-214")-disulfure
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tarcocimab tedromero

avec la chaine légére kappa humanisée (1'-214") [V-
KAPPA (Homo sapiens IGKV1-16*01 (87.4%) -
IGKJ1*01 (100%), CDR-IMGT [6.3.9] (27-32.50-52.89-
97)) (1'-107') -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108'-214")]; dimére (232-
232":235-235")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), lignée cellulaire
CHO-K1SV ne présentant pas le géne de la glutamine
synthétase (GS-KO), glycoforme alfa, substitué a une
moyenne d'un atome S des résidus cystéine 449 et
449" par le groupe (3RS)-1-[1,1,1-tris({3-[2-(2,2,2-
tris{[(2-{a-(bromo / éthoxy / hydro / hydroxy)poly[1-
(10,10-diméthyl-6-oxido-6-ox0-2,5,7-trioxa-10-aza-6A%-
phosphaundécan-10-ium-1-oyl)-1-méthyléthane-1,2-
diyl]-w-yl}-2-
méthylpropanoyl)oxy]méthyl}éthoxy)acétamido]propan
amido}méthyl)-16,32-dioxo-3,6,9,12,19,22,25,28-
octaoxa-15,31-diazatétratriacontan-34-yl]-2,5-
dioxopyrrolidin-1-yle (tédromere)

inmunoglobulina G1-kappa, anti-[Homo sapiens
VEGFA (factor de crecimiento A del endotelio
vascular, VEGF-A, VEGF)], anticuerpo monoclonal
humanizado, conjugado a través de un enlace a un
dendrimero con nueve antenas con grupos terminales
de polimero fosforilcolina ;

cadena pesada gamma1 humanizada (1-453) [VH
(Homo sapiens IGHV3-30*02 (75.8%) -(IGHD) -
IGHJ4*01 (93.3%), CDR-IMGT [8.8.16] (26-33.51-
58.97-112)) (1-123) -Homo sapiens IGHG1*03y,
G1m3>G1m17, nG1m1, G1v14 CH2 A1.3, A1.2 (CH1
R120>K (220) (124-221), bisagra 1-15 (222-236), CH2
L1.3>A (240), L1.2>A (241), G1>A (243) (237-346),
CH3 E12 (362), M14 (364), L123>C (449) (347-451),
CHS (452-453)) (124-453)], (226-214")-disulfuro con la
cadena ligera kappa humanizada (1'-214') [V-KAPPA
(Homo sapiens IGKV1-16*01 (87.4%) -IGKJ1*01
(100%), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-
107") -Homo sapiens IGKC*01 (100%), Km3 A45.1
(153), V101 (191) (108'-214")]; dimero (232-232":235-
235")-bisdisulfuro, producido en las células ovaricas
de hamster chino (CHO), linea celular CHO-K1SV en
ausencia del gen glutamina sintetasa (GS-KO), forma
glicosilada alfa, sustituido en un promedio de un
atomo de S de residuos de cisteina 449 y 449" con el
grupo (3RS)-1-[1,1,1-tris({3-[2-(2,2,2-tris{[(2-{a-(bromo
/ etoxi / hidro / hidroxi)poli[1-(10,10-dimetil-6-oxido-6-
ox0-2,5,7-trioxa-10-aza-6A°-fosfaundecan-10-io-1-0il)-
1-metiletano-1,2-diil]-w-il}-2-
metilpropanoil)oxi]metil}etoxi)acetamido]propanamido}
metil)-16,32-diox0-3,6,9,12,19,22,25,28-octaoxa-
15,31-diazatetratriacontan-34-il]-2,5-dioxopirrolidin-1-
ilo (tedrémero)



tegileridine

tégiléridine

tegileridina
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Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGG LVQPGGSLRL SCAASGYDFT HYGMNWVRQA PGKGLEWVGW 50
INTYTGEPTY AADFKRRFTF SLDTSKSTAY LOMNSLRAED TAVYYCAKYP 100
YYYGTSHWYF DVWGQGTLVT VSSASTKGPS VFPLAPSSKS TSGGTAALGC 150
LVKDYFPEPV TVSWNSGALT SGVHTFPAVL QSSGLYSLSS VVTVPSSSLG 200
TQTYICNVNH KPSNTKVDKK VEPKSCDKTH TCPPCPAPEA AGAPSVFLEFP 250
PKPKDTLMIS RTPEVTCVVV DVSHEDPEVK FNWYVDGVEV HNAKTKPREE 300
QYNSTYRVVS VLTVLHQDWL NGKEYKCKVS NKALPAPIEK TISKAKGQPR 350
EPQVYTLPPS REEMTKNQVS LTCLVKGFYP SDIAVEWESN GQPENNYKTT 400
PPVLDSDGSF FLYSKLTVDK SRWQQGNVFS CSVMHEALHN HYTQKSLSCS 450
PGK 453

Light chain / Chaine 1égére / Cadena ligera

DIQLTQSPSS LSASVGDRVT ITCSASQDIS NYLNWYQQKP GKAPKVLIYF 50
TSSLHSGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQQ YSTVPWTFGQ 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  150-206  267-327  373-431
22"-96" 150"-206" 267"-327" 373"-431"
Intra-L (C23-C104) 23'-88' 134-194'
23™"-88" 134"-194™
Inter-H-L (h 5-CL 126) 226-214' 226"-214"
Inter-H-H (h 11, h 14)  232-232" 235-235"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 303, 303"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi. ios complejos ilad

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 453, 453"

Conjugation sites / Sites de conjugation / Posiciones de conjugacion:
H CH3 L123>C: 449, 449"

gt
RN Jvoxw

o O/CHZ—
HeCs */\/O\ /O\/\o HC CHy =R

H oH,  J Yo CHs

(1S,4S)-4-ethoxy-N-{2-[(9R)-9-(pyridin-2-yl)-6-
oxaspiro[4.5]decan-9-yllethyl}-1,2,3,4-
tetrahydronaphthalen-1-amine

(1S,4S)-4-éthoxy-N-{2-[(9R)-9-(pyridin-2-yl)-6-
oxaspiro[4.5]décan-9-yléthyl}-1,2,3,4-
tétrahydronaphtalén-1-amine
(18,4 S)-4-etoxi-N-{2-[(9R)-9-(piridin-2-il)-6-
oxaspiro[4.5]decan-9-ilJetil}-1,2,3,4-tetrahidronaftalen-
1-amina

CZBH38N202

O

ZT
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tinengotinib 5-(2-chlorophenyl)-3-methyl-8-(morpholin-4-yl)-1,10-
dihydropyrazolo[4,3-b]pyrido[4,3-€e][1,4]diazepine

tinengotinib 5-(2-chlorophényl)-3-méthyl-8-(morpholin-4-yl)-1,10-
dihydropyrazolo[4,3-b]pyrido[4,3-€e][1,4]diazepine

tinengotinib 5-(2-clorofenil)-3-metil-8-(morfolin-4-il)-1,10-
dihidropirazolo[4,3-b]pirido[4,3-€e][1,4]diazepina

C20H15CINgO

N )

H3C\(%,NH P

tovorafenib 6-amino-5-chloro-N-[(1R)-1-(5-{[5-chloro-4-
(trifluoromethyl)pyridin-2-yljcarbamoyl}-1,3-thiazol-2-
yl)ethyl]pyrimidine-4-carboxamide

tovorafénib 6-amino-5-chloro-N-[(1R)-1-(5-{[5-chloro-4-
(trifluorométhyl)pyridin-2-yljcarbamoyl}-1,3-thiazol-2-
yl)éthyl]pyrimidine-4-carboxamide

tovorafenib 6-amino-5-cloro-N-[(1R)-1-(5-{[5-cloro-4-
(trifluorometil)piridin-2-iljcarbamoil}-1,3-tiazol-2-
il)etil]pirimidina-4-carboxamida

Ci7H12CL2F3N70,S

CF3;
2 T
Y
N N N

cl o H CH;

HoN

trastuzumab corixetan immunoglobulin G1-kappa, anti-[Homo sapiens
ERBB2 (epidermal growth factor receptor 2, receptor
tyrosine-protein kinase erbB-2, EGFR2, HER2, HER-2,
p185c-erbB2, NEU, CD340)], humanized monoclonal
antibody, conjugated to corixetan, comprising a linker
and an octadentate chelator;
gamma heavy chain humanized (1-449) [VH (Homo
sapiens IGHV3-66*01 (81.6%) -(IGHD) -IGHJ4*01
(100%), CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1-
120) -Homo sapiens IGHG1*03v, G1m3>G1m17,
nG1m1 (CH1 R120>K (217) (121-218), hinge 1-15
(219-233), CH2 (234-343), CH3 E12 (359), M14 (361)
(344-448), CHS K2>del (449)) (121-449)], (223-214")-
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disulfide with kappa light chain humanized (1'-214') [V-
KAPPA (Homo sapiens IGKV1-39*01 (86.3%) -IGKJ1*01
(100%), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107') -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101
(191) (108'-214")]; dimer (229-229":232-232")-bisdisulfide,
produced in Chinese hamster ovary (CHO) cells, cell line
CHO-K1, glycoform alfa, conjugated to the chelator group

corixetan on an average of 0.5 lysyl per antibody
For the corixetan part, please refer to the Proposed INN List 121, published in
the WHO Drug Information, Vol.33, No.2, 2019.

trastuzumab corixétan immunoglobuline G1-kappa, anti-[Homo sapiens ERBB2
(récepteur 2 du facteur de croissance épidermique,
récepteur tyrosine-protéine kinase erbB-2, EGFR2, HER2,
HER-2, p185c-erbB2, NEU, CD340)], anticorps
monoclonal humanisé, conjugué au corixétan, qui
comprend un linker et un chélateur octadenté;
chaine lourde gamma1 humanisée (1-449) [VH (Homo
sapiens IGHV3-66*01 (81.6%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1-120) -Homo
sapiens IGHG1*03v, G1m3>G1m17, nG1m1 (CH1
R120>K (217) (121-218), charniére 1-15 (219-233), CH2
(234-343), CH3 E12 (359), M14 (361) (344-448), CHS
K2>del (449)) (121-449)], (223-214")-disulfure avec la
chaine légere kappa humanisée (1'-214') [V-KAPPA
(Homo sapiens IGKV1-39*01 (86.3%) -IGKJ1*01 (100%),
CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107") -Homo
sapiens IGKC*01 (100%), Km3 A45.1 (153), V101 (191)
(108'-214")]; dimére (229-229":232-232")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois
(CHO), lignée cellulaire CHO-K1, glycoforme alfa,
conjugué au groupe chélateur corixétan sur une moyenne

de 0.5 lysyles par anticorps
Pour la partie corixétan, veuillez-vous référer a la Liste 121 des DCI
proposées, publiée dans le WHO Drug Information, Vol.33, No.2, 2019.

trastuzumab corixetan inmunoglobulina G1-kappa, anti-[Homo sapiens ERBB2
(receptor 2 del factor de crecimiento epidérmico, receptor
tirosina-proteina kinasa erbB-2, EGFR2, HER2, HER-2,
p185c-erbB2, NEU, CD340)], anticuerpo monoclonal
humanizado, conjugado con corixetan, que consta de un
enlace y un quelante octadentado;
cadena pesada gamma1 humanizada (1-449) [VH (Homo
sapiens IGHV3-66*01 (81.6%) -(IGHD) -IGHJ4*01 (100%),
CDR-IMGT [8.8.13] (26-33.51-58.97-109)) (1-120) -Homo
sapiens IGHG1*03v, G1m3>G1m17, nG1m1 (CH1
R120>K (217) (121-218), bisagra 1-15 (219-233), CH2
(234-343), CH3 E12 (359), M14 (361) (344-448), CHS
K2>del (449)) (121-449)], (223-214")-disulfuro con la
cadena ligera kappa humanizada (1'-214') [V-KAPPA
(Homo sapiens IGKV1-39*01 (86.3%) -IGKJ1*01 (100%),
CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107') -Homo
sapiens IGKC*01 (100%), Km3 A45.1 (153), V101 (191)
(108'-214")]; dimero (229-229":232-232")-bisdisulfuro,
producido en las células ovaricas de hamster chino
(CHO), linea celular CHO-K1, forma glicosilada alfa,
conjugado en 0.5 lisilos, por término medio, con el groupo

quelante corixetan
Para la parte corixetan, por favor vaya a la Lista 121 de los DCI propuestas,
publicada en el WHO Drug Information, Vol.33, No.2, 2019.
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Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGG LVQPGGSLRL SCAASGFNIK DTYIHWVRQA PGKGLEWVAR 50
IYPTNGYTRY ADSVKGRFTI SADTSKNTAY LQMNSLRAED TAVYYCSRWG 100
GDGFYAMDYW GQGTLVTVSS ASTKGPSVFP LAPSSKSTSG GTAALGCLVK 150
DYFPEPVIVS WNSGALTSGV HTFPAVLQSS GLYSLSSVVT VPSSSLGTQT 200
YICNVNHKPS NTKVDKKVEP KSCDKTHTCP PCPAPELLGG PSVFLEPPKP 250
KDTLMISRTP EVTCVVVDVS HEDPEVKFNW YVDGVEVHNA KTKPREEQYN 300
STYRVVSVLT VLHQDWLNGK EYKCKVSNKA LPAPIEKTIS KAKGQPREPQ 350
VYTLPPSREE MTKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV 400
LDSDGSFFLY SKLTVDKSRW QQGNVFSCSV MHEALHNHYT QKSLSLSPG 449
Light chain / Chaine légére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCRASQDVN TAVAWYQQKP GKAPKLLIYS 50
ASFLYSGVPS RFSGSRSGTD FTLTISSLQP EDFATYYCQQ HYTTPPTFGQ 100
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200

LSSPVTKSEN RGEC 214
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H 22-96 147-203 264-324 370-428
22"-96" 147"-203" 264"-324" 370"-428"
Intra-L 23'-88" 134'-194'
23m.ggm 134"-194"
Inter-H-L  223-214' 223"-214"
Inter-H-H  229-229" 232-232"
N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion
300, 300"

Potential modified residues / résidus modifiés potentiels / restos modificados potenciales

K (Lys-N®) 4<_/\\

COZH
o uﬁ WH
N A J/N Ho N_
OH HN
o AN o o) ‘ AN
Hao*N / HO N\CHg
(o}
trisdecanoin propane-1,2,3-triyl tri(decanoate)
trisdécanoine tri(décanoate) de propane-1,2,3-triyle
trisdecanoina tri(decanoato) de propano-1,2,3-triilo
C33H6206

(0]

HSC/MLO
HBCWOJ\/OWCHS

(o} (e}

trontinemab immunoglobulin [G1-VH-Ckappa_Vkappa-CH1]_[G1_kappa] with
domain crossover, anti-[Homo sapiens APP (amyloid beta, A4
precursor protein) Abeta, conformational epitope 1-40/42)] and anti-
[Homo sapiens TFRC (transferrin receptor, p90, CD71)], humanized
monoclonal antibody, bispecific;
fused chain G1-VH-Ckappa bispecific, anti-APP A beta and anti-TFRC
(1-702) [gamma1 heavy chain anti-APP Abeta (1-455) humanized [VH
(Homo sapiens IGHV3-23*04 (92.9%) -(IGHD) -IGHJ4*01 (93.3%),
CDR-IMGT [8.8.19] (26-33.51-58.97-115)) (1-126) -Homo sapiens
IGHG1*01, G1m17,1, G1v32 CH3 W22 (CH1 K26>E (156), K119>E
(222), K120 (223) (127-224), hinge 1-15 (225-239), CH2 (240-349),
CH3 S10>C (363), D12 (365), L14 (367), T22>W (375) (350-454),
CHS K2>del (455)) (127-455)] -18-mer diglycyl-seryl-tris(tetraglycyl-
seryl) linker (456-473) -VH-C kappa chain anti-TFRC (474-702)



trontinémab
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humanized [VH (Homo sapiens IGHV4-31*02 (76.0%) -(IGHD) -
IGHJ5*02 (100%), CDR-IMGT [8.7.19] (498-505.523-529.566-584))
(474-595) -alanyl-seryl (596-597) -C-KAPPA (Homo sapiens IGKC*01
(100%), Km3 A45.1 (641), V101 (679) (598-702)],

(229-215")-disulfide with kappa light chain anti-APP Abeta (1'-215")
humanized [V-KAPPA (Homo sapiens IGKV3D-7*01 (89.6%) -IGKJ1*01
(100%), CDR-IMGT [7.3.9] (27-33.51-53.90-98)) (1'-108') -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (154), V101 (192), E12>R (124), Q13>K
(125) (109'-215")],

(702-215"")-disulfide with Vkappa-CH1 chain anti-TFRC (1""-215"")
humanized [V-KAPPA (Homo sapiens IGKV1-13*02 (94.4%) -IGKJ4*01
(100%), CDR-IMGT [6.3.12] (27-32.50-52.89-100)) (1""-110"") -diseryl
(111"-112"") -CH1-hinge (Homo sapiens IGHG1*01 CH1-h, G1m17
(CH1 K120 (209) (113"-210""), hinge 1-5 (211""-215™")) (113""-215"")],
gamma1 heavy chain anti-APP Abeta (1"-456") humanized [VH (Homo
sapiens IGHV3-23*04 (92.9%) -(IGHD) -IGHJ4*01 (93.3%), CDR-IMGT
[8.8.19] (26-33.51-58.97-115)) (1"-126") -Homo sapiens IGHG1*01,
G1m17,1, G1v33 CH3 S22, A24, V86 (CH1 K26>E (156), K119>E (222),
K120 (223) (127"-224"), hinge 1-15 (225"-239"), CH2 (240"-349"), CH3
Y5>C (358), D12 (365), L14 (367), T22>S (375), L24>A (377), Y86>V
(416) (350"-454"), CHS (455"-456")) (127"-456")], (229"-215")-disulfide
with kappa light chain anti-APP Abeta (1"-215™) humanized [V-KAPPA
(Homo sapiens IGKV3D-7*01 (89.6%) -IGKJ1*01 (100%), CDR-IMGT
[7.3.9] (27-33.51-53.90-98)) (1"-108"") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (154), V101 (192) E12>R (124), Q13>K (125)(109"-215")],
dimer (235-235":238-238":363-358")-trisdisulfide, produced in Chinese
hamster ovary (CHO) cells, glycoform alfa

immunoglobuline [G1-VH-Ckappa_Vkappa-CH1]_[G1_kappa], anti-
[Homo sapiens APP (amyloide béta, protéine précurseur A4) Abéta,
épitope conformationnel 1-40/42] et anti-{Homo sapiens TFRC
(récepteur de la transferrine, p90, CD71)], anticorps monoclonal
humanisé, bispécifique;

chaine lourde fusionnée G1-VH-Ckappa bispécifique, anti-APP A béta et
anti-TFRC (1-702) [gamma1 anti-APP Abéta (1-455) humanisée [VH
(Homo sapiens IGHV3-23*04 (92.9%) -(IGHD) -IGHJ4*01 (93.3%),
CDR-IMGT [8.8.19] (26-33.51-58.97-115)) (1-126) -Homo sapiens
IGHG1*01, G1m17,1, G1v32 CH3 W22 (CH1 K26>E (156), K119>E
(222), K120 (223) (127-224), charniere 1-15 (225-239), CH2 (240-349),
CH3 S10>C (363), D12 (365), L14 (367), T22>W (375) (350-454), CHS
K2>del (455)) (127-455)] -18-mer diglycyl-séryl-tris(tétraglycyl-séryl)
linker (456-473) -VH-Ckappa anti-TFRC (474-702) humanisé [VH (Homo
sapiens IGHV4-31*02 (76.0%) -(IGHD) -IGHJ5*02 (100%), CDR-IMGT
[8.7.19] (498-505.523-529.566-584)) (474-595) -alanyl-séryl (596-597) -
C-KAPPA (Homo sapiens IGKC*01 (100%), Km3 A45.1 (641), V101
(679) (598-702)]1,

(229-215")-disulfure avec la chaine légére kappa anti-APP Abéta(1'-215'")
[V-KAPPA (Homo sapiens IGKV3D-7*01 (89.6%) -IGKJ1*01 (100%),
CDR-IMGT [7.3.9] (27-33.51-53.90-98)) (1'-108') -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (154), V101 (192), E12>R (124), Q13>K
(125) (109'-215")],

(702-215"")-disulfure avec Vkappa-CH1 chain anti-TFRC (1""-215"")
humanisée [V-KAPPA (Homo sapiens IGKV1-13*02 (94.4%) -IGKJ4*01
(100%), CDR-IMGT [6.3.12] (27-32.50-52.89-100)) (1""-110"") -diséryl
(111"™-112"") -CH1-charniere (Homo sapiens IGHG1*01 CH1-h, G1m17
(CH1 K120 (209) (113""-210'"), charniéere 1-5 (211"-215"")) (113""'-
215™)),
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trontinemab

chaine lourde gamma1 anti-APP Abéta(1"-456") humanisée [VH
(Homo sapiens IGHV3-23*04 (92.9%) -(IGHD) -IGHJ4*01 (93.3%),
CDR-IMGT [8.8.19] (26-33.51-58.97-115)) (1"-126") -Homo sapiens
IGHG1*01, G1m17,1, G1v33 CH3 S22, A24, V86 (CH1 K26>E
(156), K119>E (222), K120 (223) (127"-224"), charniére 1-15 (225"-
239"), CH2 (240"-349"), CH3 Y5>C (358), D12 (365), L14 (367),
T22>S (375), L24>A (377), Y86>V (416) (350"-454"), CHS (455"-
456")) (127"-456")], (229"-215"")-disulfure avec la chaine légére
kappa anti-APP Abéta(1"-215") humanisée [V-KAPPA (Homo
sapiens IGKV3D-7*01 (89.6%) -IGKJ1*01 (100%), CDR-IMGT [7.3.9]
(27-33.51-53.90-98)) (1"-108") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (154), V101 (192), E12>R (124), Q13>K (125) (109"-
215™)]; dimére (235-235":238-238":363-358")-trisdisulfure, produit
dans des cellules ovariennes de hamster chinois (CHO), glycoforme
alfa

inmunoglobulina [G1-VH-Ckappa_Vkappa-CH1]_[G1_kappa], anti-
[Homo sapiens APP (amieloide beta, proteina precusora A4) Abéta,
epitopo conformacional 1-40/42] y anti-[Homo sapiens TFRC
(receptor de la transferrina, p90, CD71)], anticuerpo monoclonal
humanizado, biespecifico;

cadena pesada fusionada G1-VH-Ckappa biespecifica, anti-APP A
béta y anti-TFRC (1-702) [gamma1 anti-APP Abéta (1-455)
humanizada [VH (Homo sapiens IGHV3-23*04 (92.9%) -(IGHD) -
IGHJ4*01 (93.3%), CDR-IMGT [8.8.19] (26-33.51-58.97-115)) (1-
126) -Homo sapiens IGHG1*01, G1m17,1, G1v32 CH3 W22 (CH1
K26>E (156), K119>E (222), K120 (223) (127-224), bisagra 1-15
(225-239), CH2 (240-349), CH3 S10>C (363), D12 (365), L14 (367),
T22>W (375) (350-454), CHS K2>del (455)) (127-455)] -18-mer
diglicil-seril-tris(tetraglicil-seril) linker (456-473) -VH-Ckappa anti-
TFRC (474-702) humanizado [VH (Homo sapiens IGHV4-31*02
(76.0%) -(IGHD) -IGHJ5*02 (100%), CDR-IMGT [8.7.19] (498-
505.523-529.566-584)) (474-595) -alanil-seril (596-597) -C-KAPPA
(Homo sapiens IGKC*01 (100%), Km3 A45.1 (641), V101 (679)
(598-702)]],

(229-215")-disulfuro con la cadena ligera kappa anti-APP Abéta(1'-
215") [V-KAPPA (Homo sapiens IGKV3D-7*01 (89.6%) -IGKJ1*01
(100%), CDR-IMGT [7.3.9] (27-33.51-53.90-98)) (1'-108') -Homo
sapiens IGKC*01 (100%), Km3 A45.1 (154), V101 (192), E12>R
(124), Q13>K (125) (109'-215")],

(702-215"")-disulfuro con cadena Vkappa-CH1 anti-TFRC (1""-215"")
humanizada [V-KAPPA (Homo sapiens IGKV1-13*02 (94.4%) -
IGKJ4*01 (100%), CDR-IMGT [6.3.12] (27-32.50-52.89-100)) (1""'-
110™") -diseril (111""-112"") -CH1-bisagra (Homo sapiens IGHG1*01
CH1-h, G1m17 (CH1 K120 (209) (113""-210"), bisagra 1-5 (211""-
215™)) (113™-215"")],

Cadena pesada gamma1 anti-APP Abéta(1"-456") humanizada [VH
(Homo sapiens IGHV3-23*04 (92.9%) -(IGHD) -IGHJ4*01 (93.3%),
CDR-IMGT [8.8.19] (26-33.51-58.97-115)) (1"-126") -Homo sapiens
IGHG1*01, G1m17,1, G1v33 CH3 S22, A24, V86 (CH1 K26>E
(156), K119>E (222), K120 (223) (127"-224"), bisagra 1-15 (225"-
239"), CH2 (240"-349"), CH3 Y5>C (358), D12 (365), L14 (367),
T22>S (375), L24>A (377), Y86>V (416) (350"-454"), CHS (455"-
456")) (127"-456")], (229"-215")-disulfuro con la cadena ligera kappa
anti-APP Abéta(1"-215") humanizada [V-KAPPA (Homo sapiens
IGKV3D-7*01 (89.6%) -IGKJ1*01 (100%), CDR-IMGT [7.3.9] (27-
33.51-53.90-98)) (1"-108"") -Homo sapiens IGKC*01 (100%), Km3
A45.1 (154), V101 (192), E12>R (124), Q13>K (125) (109"-215™)];
dimero (235-235":238-238":363-358")-trisdisulfuro, producido en las
células ovaricas de hamster chino (CHO), forma glicosilada alfa
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tulmimetostatum
tulmimetostat

tulmimétostat

tulmimetostat
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Heavy chain / Chaine lourde / Cadena pesada: anti-APP beta 1-40/42, anti-TFRC (H)

QVELVESGGG
INASGTRTYY
GNTHKPYGYV
LGCLVEDYFP
SLGTQTYICN
LFPPKPKDTL
REEQYNSTYR
QPREPQVYTL
KTTPPVLDSD
SLSPGGGSGG
LSSYAMSWIR
KLSSVTAADT
PSVFIFPPSD
VTEQDSKDST
EC

LVQPGGSLRL SCAASGFTFS
ADSVKGRFTI SRDNSKNTLY
RYFDVWGQGT LVTVSSASTK
EPVIVSWNSG ALTSGVHTEP
VNHKPSNTKV DEKVEPKSCD
MISRTPEVTC VVVDVSHEDP
VVSVLTVLHQ DWLNGKEYKC
PPCRDELTKN QVSLWCLVKG
GSFFLYSKLT VDKSRWQQGN
GGSGGGGSGG GGSQSMQESG
QHPGKGLEWI GYIWSGGSTD
AVYYCARRYG TSYPDYGDAS
EQLKSGTASV VCLLNNFYPR
YSLSSTLTLS KADYEKHKVY

SYAMSWVRQA PGKGLEWVSA
LOMNSLRAED TAVYYCARGK
GPSVFPLAPS SKSTSGGTAA
AVLQSSGLYS LSSVVTVPSS
KTHTCPPCPA PELLGGPSVF
EVKFNWYVDG VEVHNAKTKP
KVSNKALPAP IEKTISKAKG
FYPSDIAVEW ESNGQPENNY
VFSCSVMHEA LHNHYTQKSL
PGLVKPSQTL SLTCTVSGES
YASWAKSRVT ISKTSTTVSL
GFDPWGQGTL VTVSSASVAA
EAKVQWKVDN ALQSGNSQES
ACEVTHQGLS SPVTKSFNRG

Heavy chain / Chaine lourde / Cadena pesada: anti-APP A beta 1-40/42 (H'")

QVELVESGGG
INASGTRTYY
GNTHKPYGYV
LGCLVEDYFP
SLGTQTYICN
LFPPKPKDTL
REEQYNSTYR
QPREPQVCTL
KTTPPVLDSD
SLSPGK

LVQPGGSLRL SCAASGFTFS
ADSVKGRFTI SRDNSKNTLY
RYFDVWGQGT LVTVSSASTK
EPVIVSWNSG ALTSGVHTEFP
VNHKPSNTKV DEKVEPKSCD
MISRTPEVTC VVVDVSHEDP
VVSVLTVLHQ DWLNGKEYKC
PPSRDELTKN QVSLSCAVKG
GSFFLVSKLT VDKSRWQQOGN

SYAMSWVRQA PGKGLEWVSA
LOMNSLRAED TAVYYCARGK
GPSVFPLAPS SKSTSGGTAA
AVLQSSGLYS LSSVVTVPSS
KTHTCPPCPA PELLGGPSVF
EVKFNWYVDG VEVHNAKTKP
KVSNKALPAP IEKTISKAKG
FYPSDIAVEW ESNGQPENNY
VESCSVMHEA LHNHYTQKSL

50
100
150
200
250
300
350
400
450
500
550
600
650
700
702

50
100
150
200
250
300
350
400
450
456

Light chain / Chaine légére / Cadena ligera: kappa, anti-APP Abeta 140/42 (L', L")

DIVLTQSPAT
GASSRATGVP
QGTKVEIKRT
VDNALQSGNS
GLSSPVTKSF

LSLSPGERAT LSCRASQSVS
ARFSGSGSGT DFTLTISSLE
VAAPSVFIFP PSDRKLKSGT
QESVTEQDSK DSTYSLSSTL
NRGEC

SSYLAWYQQK PGQOAPRLLIY
PEDFATYYCL QIYNMPITEG
ASVVCLLNNF YPREAKVQWK
TLSKADYEKH KVYACEVTHQ

Light chain / Chaine légére / Cadena ligera: Vkappa-CH1, anti-TFRC (L'"'")

AIQLTQSPSS
ASTLASGVPS
FGGGTKVEIK
VSWNSGALTS

LSASVGDRVT ITCRASQSIS
RFSGSGSGTD FTLTISSLQP
SSASTKGPSV FPLAPSSKST
GVHTFPAVLQ SSGLYSLSSV

SYLAWYQQKP GKAPKLLIYR
EDFATYYCQQ NYASSNVDNT
SGGTAALGCL VKDYFPEPVT
VTVPSSSLGT QTYICNVNHK

50
100
150
200
215

50
100
150
200

PSNTKVDKKV EPKSC 215

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  153-209  270-330  376-434  494-565 622-682
22"-96" 153"-209" 270"-330" 376"-434"
Intra-L (C23-C104) 23'-89' 135-195"
23"-89"  135"-195"
23"-88™ 139™-195"
Inter-H-L (h 5-CL 126) 229-215' 229"-215" (CL126-h 5) 702-215™
Inter-H-H (h 11, h 14)  235235" 238-238" (CH3 S10>C- CH3 Y5>C) 363-358"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal

H VH QI > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posici; de N-gli
H VH N57: 52, 52"

Glycosylated / glycosylé / glicosilado

H CH2 N84.4: 306, 306"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi io: lej ilad,

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 456"

(2R)-7-chloro-2-[trans-4-(3-methoxyazetidin-1-
yl)cyclohexyl]-2,4-dimethyl-N-{[6-methyl-4-
(methylsulfanyl)-2-oxo-1,2-dihydropyridin-3-ylJmethyl}-
2H-1,3-benzodioxole-5-carboxamide

(2R)-7-chloro-2-[trans-4-(3-méthoxyazétidin-1-
yl)cyclohexyl]-2,4-diméthyl-N-{[6-méthyl-4-
(méthylsulfanyl)-2-oxo-1,2-dihydropyridin-3-ylJméthyl}-
2H-1,3-benzodioxole-5-carboxamide

(2R)-7-cloro-2,4-dimetil-N-{[6-metil-4-(metilsulfanil)-2-
oxo-1,2-dihidropiridin-3-iljmetil}-2-[trans-4-(3-
metoxiazetidin-1-il)ciclohexil]-2H-1,3-benzodioxol-5-
carboxamida

855
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ulixacaltamide

ulixacaltamide

ulixacaltamida

utatrectinib

utatrectinib

utatrectinib

utreglutide

C28H36CIN305S

HiC o] =
O L,
H,C O
cl
N-({1-[2-(tert-butylamino)-2-oxoethyl]piperidin-4-yl}methyl)-3-

chloro-5-fluorobenzamide

N-({1-[2-(tert-butylamino)-2-oxoéthyl]pipéridin-4-yl}méthyl)-3-
chloro-5-fluorobenzamide

N-({1-[2-(terc-butilamino)-2-oxoetil]piperidin-4-il}metil )-3-cloro-5-
fluorobenzamida

O
F
N O CHs
H
N\)]\ )TCHa
N
H CHs
Cl

N-[(1S)-1-(5-fluoropyrimidin-2-yl)ethyl]-3-{5-[(propan-2-yl)oxy]-1H-
pyrazol-3-yl}-3H-imidazo[4,5-b]pyridin-5-amine

N-[(1S)-1-(5-fluoropyrimidin-2-yl)éthyl]-3-{5-[(propan-2-yl)oxy]-1H-
pyrazol-3-yl}-3H-imidazo[4,5-b]pyridin-5-amine

N-[(1S)-1-(5-fluoropirimidin-2-il)etil]-3-{5-[(propan-2-il)oxi]-1H-
pirazol-3-il}-3H-imidazo[4,5-b]piridin-5-amina

C18H19FN80
HC H [ | N\>
N ; N
N N | CHs
\N O/k
H CH,

NB20-[(16S)-16,34-dicarboxy-11,11-dimethyl-10,13,18-trioxo-3,6-
dioxa-9,12,17-triazatetratriacontan-1-oyl]-[Ala®>Aib?, Lys*>Arg?]-
glucagon-like peptide 1 (GLP-1, human) (7-37)-peptidyl-L-leucine;
L-histidyl-2-methylalanyl-L-a-glutamylglycyl-L-threonyl-L-
phenylalanyl-L-threonyl-L-seryl-L-a-aspartyl-L-valyl-L-seryl-L-seryl-
L-tyrosyl-L-leucyl-L-a-glutamylglycyl-L-glutaminyl-L-alanyl-L-alanyl-
NB-{N-(17-carboxyheptadecanoyl)-L-y-glutamyl-2-methylalanyl-2-
[2-(2-aminoethoxy)ethoxy]acetyl}-L-lysyl-L-a-glutamyl-L-
phenylalanyl-L-isoleucyl-L-alanyl-L-tryptophyl-L-leucyl-L-valyl-L-
arginylglycyl-L-arginylglycyl-L-leucine



utréglutide

utreglutida

valiltramiprosate
valiltramiprosate

valiltramiprosato

vanzacaftor

vanzacaftor
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N?20-[(16S)-16,34-dicarboxy-11,11-diméthyl-10,13,18-trioxo-3,6-
dioxa-9,12,17-triazatétratriacontan-1-oyl]-[Ala®>Aib?, Lys**>Arg%]-
peptide 1 semblable au glucagon (GLP-1, humain) (7-37)-peptidyl-
L-leucine;
L-histidyl-2-méthylalanyl-L-a-glutamylglycyl-L-thréonyl-L-
phénylalanyl-L-thréonyl-L-séryl-L-a-aspartyl-L-valyl-L-séryl-L-séryl-
L-tyrosyl-L-leucyl-L-a-glutamylglycyl-L-glutaminyl-L-alanyl-L-alanyl-
NB-{N-(17-carboxyheptadécanoyl)-L-y-glutamyl-2-méthylalanyl-2-
[2-(2-aminoéthoxy)éthoxylacétyl}-L-lysyl-L-a-glutamyl-L-
phénylalanyl-L-isoleucyl-L-alanyl-L-tryptophyl-L-leucyl-L-valyl-L-
arginylglycyl-L-arginylglycyl-L-leucine

N?20-[(16S)-16,34-dicarboxi-11,11-dimetil-10,13,18-trioxo-3,6-
dioxa-9,12,17-triazatetratriacontan-1-oil]-[Ala®>Aib?, Lis®*>Arg%]-
péptido 1 semejante al glucagon (GLP-1, humano) (7-37)-peptidil-
L-leucina;
L-histidil-2-metilalanil-L-a-glutamilglicil-L-treonil-L-fenilalanil-L-
treonil-L-seril-L-a-aspartil-L-valil-L-seril-L-seril-L-tirosil-L-leucil-L-a-
glutamilglicil-L-glutaminil-L-alanil-L-alanil-Né-{N-(17-
carboxiheptadecanoil)-L-y-glutamil-2-metilalanil-2-[2-(2-
aminoetoxi)etoxilacetil}-L-lisil-L-a-glutamil-L-fenilalanil-L-isoleucil-L-
alanil-L-triptofil-L-leucil-L-valil-L-arginilglicil-L-arginilglicil-L-leucina

C191H298N460ss

Sequence / Séquence / Secuencia:
HXEGTFTSDV SSYLEGQAAK EFIAWLVRGR GL 32

K20 = o

S b
£ )
H3C. CHa d % Ha a g "OH
*N)Kﬂf By <_ HaC~l— [t

H o : O HN M—OH
N /o g

3-[(2S)-2-amino-3-methylbutanamido]propane-1-sulfonic acid
acide 3-[(2S)-2-amino-3-méthylbutanamido]propane-1-sulfonique

acido 3-[(2S)-2-amino-3-metilbutanamido]propano-1-sulfénico

C3H18N204S
CH; O

H4C \ ”/\/\SO3H
HoN H

(13S)-28-{3-[2-(dispiro[2.0.2.1]heptan-7-yl)ethoxy]-1H-pyrazol-1-yl}-
15,15-dimethyl-5A8-thia-4,7-diaza-2(2,3),6(2,6)-dipyridina-1(1,3)-
pyrrolidinacyclodecaphane-3,5,5-trione

(13S)-28-{3-[2-(dispiro[2.0.2.1]heptan-7-yl)éthoxyl-1H-pyrazol-1-yl}-
15,15-diméthyl-5\°-thia-4,7-diaza-2(2,3),6(2,6)-dipyridina-1(1,3)-
pyrrolidinacyclodécaphane-3,5,5-trione
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vanzacaftor

vicasinabin

vicasinabine

vicasinabina

visugromab

(13S)-28-{3-[2-(dispiro[2.0.2.1]heptan-7-il)etoxi]-1 H-pirazol-1-
i1}-15,15-dimetil-5A8-tia-4,7-diaza-2(2,3),6(2,6)-dipiridina-
1(1,3)-pirrolidinaciclodecafano-3,5,5-triona

C32H39N7O4S
R
/ S/
7N = N \
=N N N==
o) N
HsC " NH

(3S)-1-{5-tert-butyl-3-[(1-methyl-1H-tetrazol-5-yl)methyl]-3H-
[1,2,3]triazolo[4,5-d]pyrimidin-7-yl}pyrrolidin-3-ol

(3S)-1-{5-tert-butyl-3-[(1-méthyl-1H-tétrazol-5-yl)méthyl]-3H-
[1,2,3]triazolo[4,5-d]pyrimidin-7-yl}pyrrolidin-3-ol

(3S)-1-{5-terc-butil-3-[(1-metil-1H-tetrazol-5-il)metil]-3H-
[1,2,3]triazolo[4,5-d]pirimidin-7-il}pirrolidin-3-ol

C15H22N1Oo
H
HO WU
N
NT | N,
N
/s HsC
H3C A N 3 |
N_ N
H3C CH3 \\< i

immunoglobulin G4-kappa, anti-[Homo sapiens GDF15
(growth differentiation factor 15, PLAB, MIC-1, PDF, MIC1,
NAG-1, PTGFB)], monoclonal antibody;

gamma4 heavy chain (1-444) [VH (Homo sapiens IGHV2-
5*02 (92.9%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT
[10.7.10] (26-35.53-59.98-107)) (1-118)-Homo sapiens
IGHG4*01, G4v5 h P10 (CH1 (119-216), hinge 1-12 S10>P
(226) (217-228), CH2 (229-338), CH3 (339-443), CHS
K2>del (444)) (119-444)], (201-214")-disulfide with kappa
light chain (1'-214") [V-KAPPA Musmus/Homsap (Mus
musculus IGKV6-15*01 (82.1%) -IGKJ2*01 (100%)/Homo
sapiens IGKV1-9*01 (76.8%) -IGKJ2*01 (91.7%) Q120>G
(100), CDR-IMGT [6.3.9] (27-32.50-52.89-97)) (1'-107") -
Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101
(191) (108'-214")]; dimer (224-224":227-227")-bisdisulfide,
produced in Chinese hamster ovary (CHO) cells, cell line
CHO-K18V lacking the glutamine synthetase (GS-KO)
gene, glycoform alfa



visugromab

visugromab
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immunoglobuline G4-kappa, anti-[Homo sapiens GDF15 (facteur
15 de croissance et de différenciation, PLAB, MIC-1, PDF, MIC1,
NAG-1, PTGFB)], anticorps monoclonal;

chaine lourde gamma4 (1-444) [VH (Homo sapiens IGHV2-5*02
(92.9%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [10.7.10] (26-
35.53-59.98-107)) (1-118)-Homo sapiens IGHG4*01, G4v5 h P10
(CH1 (119-216), charniére 1-12 S10>P (226) (217-228), CH2
(229-338), CH3 (339-443), CHS K2>del (444)) (119-444)], (201-
214")-disulfure avec la chaine légére kappa (1'-214") [V-KAPPA
Musmus/Homsap (Mus musculus IGKV6-15*01 (82.1%) -
IGKJ2*01 (100%)/Homo sapiens IGKV1-9*01 (76.8%) -IGKJ2*01
(91.7%) Q120>G (100), CDR-IMGT [6.3.9] (27-32.50-52.89-97))
(1'-107") -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101
(191) (108'-214")]; dimere (224-224":227-227")-bisdisulfure,
produit dans des cellules ovariennes de hamster chinois (CHO),
lignée cellulaire CHO-K1SV ne présentant pas le gene de la
glutamine synthétase (GS-KO), glycoforme alfa

inmunoglobulina G4-kappa, anti-[Homo sapiens GDF15 (factor 15
de crecimiento y de diferenciacién, PLAB, MIC-1, PDF, MIC1,
NAG-1, PTGFB)], anticuerpo monoclonal;

cadena pesada gamma4 (1-444) [VH (Homo sapiens IGHV2-5*02
(92.9%) -(IGHD) -IGHJ4*01 (100%), CDR-IMGT [10.7.10] (26-
35.53-59.98-107)) (1-118) -Homo sapiens IGHG4*01, G4v5 h P10
(CH1 (119-216), bisagra 1-12 S10>P (226) (217-228), CH2 (229-
338), CH3 (339-443), CHS K2>del (444)) (119-444)], (201-214")-
disulfuro con la cadena ligera kappa (1'-214") [V-KAPPA
Musmus/Homsap (Mus musculus IGKV6-15*01 (82.1%) -
IGKJ2*01 (100%)/Homo sapiens IGKV1-9*01 (76.8%) -IGKJ2*01
(91.7%) Q120>G (100), CDR-IMGT [6.3.9] (27-32.50-52.89-97))
(1'-107") -Homo sapiens IGKC*01 (100%), Km3 A45.1 (153), V101
(191) (108'-214")]; dimero (224-224":227-227")-bisdisulfuro,
producido en las células ovaricas de hamster chino (CHO), linea
celular CHO-K1SV en ausencia del gen glutamina sintetasa (GS-
KO), forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

QITLKESGPT LVKPTQTLTL TCTFSGFSLS TSGMGVSWIR QPPGKGLEWL 50
AHIYWDDDKR YNPTLKSRLT ITKDPSKNQV VLTMTNMDPV DTATYYCARS 100
SYGAMDYWGQ GTLVTVSSAS TKGPSVFPLA PCSRSTSEST AALGCLVKDY 150
FPEPVTVSWN SGALTSGVHT FPAVLQSSGL YSLSSVVTVP SSSLGTKTYT 200
CNVDHKPSNT KVDKRVESKY GPPCPPCPAP EFLGGPSVFL FPPKPKDTLM 250
ISRTPEVTCV VVDVSQEDPE VQFNWYVDGV EVHNAKTKPR EEQFNSTYRV 300
VSVLTVLHQD WLNGKEYKCK VSNKGLPSSI EKTISKAKGQ PREPQVYTLP 350
PSQEEMTKNQ VSLTCLVKGF YPSDIAVEWE SNGQPENNYK TTPPVLDSDG 400
SFFLYSRLTV DKSRWQEGNV FSCSVMHEAL HNHYTQKSLS LSLG 444

Light chain / Chaine Iégére / Cadena ligera

DIVLTQSPSF LSASVGDRVT ITCKASQNVG TNVAWFQQKP GKSPKALIYS 50
ASYRYSGVPD RFTGSGSGTE FTLTISSLQP EDFAAYFCQQ YNNFPYTFGG 100
GTKLEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKV 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG 200
LSSPVTKSFN RGEC 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-97  145-201  259-319 365-423
22"-97" 145"-201" 259"-319" 365"-423"
Intra-L (C23-C104) 23'-88'  134'-194'
23™M-88" 134"-194"
Inter-H-L (CHI 10-CL 126) 132-214' 132"-214"
Inter-H-H (h 8, h 11) 224-224" 227-227"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH Q1 > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 295, 295"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi. ios lejos fucosilad
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vixicovtogene oboplasmid

vixicovtogéne oboplasmide

vixicovtogén oboplasmida

vobramitamab

vobramitamab

DNA plasmid encoding a codon-optimized full-length SARS-
CoV-2 (severe acute respiratory syndrome coronavirus 2) spike
(S) glycoprotein (sequence based upon the SARS-CoV-2
isolate Wuhan-Hu-1 complete genome, GenBank:
MN908947.3), including the S glycoprotein signal peptide,
under control of the cytomegalovirus (CMV) immediate early
promoter and bovine growth hormone polyadenylation (0GH
polyA) signal. The plasmid also contains a pUC origin of
replication and a neomycin/kanamycin antibiotic resistance
gene.

plasmide d'ADN codant la séquence entiére aux codons
optimisés de la glycoprotéine du spicule (S) SRAS-CoV-2
(coronavirus 2 du syndrome respiratoire aigu sévere)
(séquence basée sur le génome complet de l'isolat Wuhan-Hu-
1 de SARS-CoV-2, GenBank: MN908947.3), y compris le
peptide signal de la glycoprotéine S, sous le contréle du
promoteur précoce immédiat du cytomégalovirus (CMV) et du
signal de polyadénylation de I'hormone de croissance bovine
(bGH polyA). Le plasmide contient également une origine de
réplication pUC et un géne de résistance aux antibiotiques
néomycine/kanamycine.

plasmido de DNA que codifica para la glicoproteina de la
espicula (S) completa del SRAS-CoV-2 (coronavirus del
sindrome respiratorio agudo severo 2), con codones
optimizados (secuencia basada en el genoma completo del
aislado de SARS-CoV-2 Wuhan-Hu-1, GenBank: MN908947.3),
incluyendo el péptido sefial de la glicoproteina S, bajo el control
del promotor inmediato temprano del citomegalovirus (CMV) y
la sefial de poliadenilacion de la hormona de crecimiento
bovina (bGH poli A). El plasmido también contiene un origen de
replicacion pUC y un gen de resistencia a los antibiéticos
neomicina/kanamicina.

immunoglobulin G1-kappa, anti-[Homo sapiens CD276 (B7H3,
B7-H3, B7-related protein 2, B7RP2, B7RP-2, B7 homolog 3,
B7 homologue 3)], humanized monoclonal antibody;

gamma1 heavy chain humanized (1-447) [VH (Homo sapiens
IGHV3-7*01 (89.8%) -(IGHD) -IGHJ6*01 (92.9%), CDR-IMGT
[8.8.10] (26-33.51-58.97-106)) (1-117) -Homo sapiens
IGHG1*03 (100%), G1m3, nG1m1 (CH1 R120 (214) (118-215),
hinge 1-15 (216-230), CH2 (231-340), CH3 E12 (356), M14
(358) (341-445), CHS (446-447)) (118-447)], (220-215')-
disulfide with kappa light chain humanized (1'-215") [V-KAPPA
(Homo sapiens IGKV1-39*01 (86.3%) -IGKJ5*01 (100%), CDR-
IMGT [6.3.10] (27-32.50-52.89-98)) (1'-108') -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (154), V101 (192) (109'-215")];
dimer (226-226":229-229")-bisdisulfide, produced in Chinese
hamster ovary (CHO) cells, cell line CHO-S, glycoform alfa

immunoglobuline G1-kappa, anti-[Homo sapiens CD276 (B7HS3,
B7-H3, protéine 2 liée a B7, B7TRP2, B7TRP-2, B7 homolog 3, B7
homologue 3)], anticorps monoclonal humanisé;
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chaine lourde gamma1 humanisée (1-447) [VH (Homo
sapiens IGHV3-7*01 (89.8%) -(IGHD) -IGHJ6*01
(92.9%), CDR-IMGT [8.8.10] (26-33.51-58.97-106)) (1-
117) -Homo sapiens IGHG1*03 (100%), G1m3,
nG1m1 (CH1 R120 (214) (118-215), charniére 1-15
(216-230), CH2 (231-340), CH3 E12 (356), M14 (358)
(341-445), CHS (446-447)) (118-447)], (220-215')-
disulfure avec la chaine Iégéere kappa humanisée (1'-
215") [V-KAPPA (Homo sapiens IGKV1-39*01 (86.3%)
-IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-32.50-
52.89-98)) (1'-108') -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (154), V101 (192) (109'-215")]; dimére
(226-226":229-229")-bisdisulfure, produit dans des
cellules ovariennes de hamster chinois (CHO), lignée
cellulaire CHO-S, glycoforme alfa

inmunoglobulina G1-kappa, anti-[Homo sapiens
CD276 (B7H3, B7-H3, proteina 2 de unién al B7,
B7RP2, B7TRP-2, B7 homdlogo 3, B7 homdlogo 3)],
anticuerpo monoclonal humanizado;

cadena pesada gamma1 humanizada (1-447) [VH
(Homo sapiens IGHV3-7*01 (89.8%) -(IGHD) -
IGHJ6*01 (92.9%), CDR-IMGT [8.8.10] (26-33.51-
58.97-106)) (1-117) -Homo sapiens IGHG1*03 (100%),
G1m3, nG1m1 (CH1 R120 (214) (118-215), bisagra 1-
15 (216-230), CH2 (231-340), CH3 E12 (356), M14
(358) (341-445), CHS (446-447)) (118-447)], (220-
215')-disulfuro con la cadena ligera kappa humanizada
(1'-215") [V-KAPPA (Homo sapiens IGKV1-39*01
(86.3%) -IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-
32.50-52.89-98)) (1'-108') -Homo sapiens IGKC*01
(100%), Km3 A45.1 (154), V101 (192) (109'-215")];
dimero (226-226":229-229")-bisdisulfuro, producido en
las células ovaricas de hamster chino (CHO), linea
celular CHO-S, forma glicosilada alfa

Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGG LVKPGGSLRL SCAASGFTFS SYGMSWVRQA PGKGLEWVAT 50
INSGGSNTYY PDSLKGRFTI SRDNAKNSLY LOMNSLRAED TAVYYCARHD 100
GGAMDYWGQG TTVTVSSAST KGPSVFPLAP SSKSTSGGTA ALGCLVKDYF 150
PEPVTVSWNS GALTSGVHTF PAVLQSSGLY SLSSVVTVPS SSLGTQTYIC 200
NVNHKPSNTK VDKRVEPKSC DKTHTCPPCP APELLGGPSV FLFPPKPKDT 250
LMISRTPEVT CVVVDVSHED PEVKFNWYVD GVEVHNAKTK PREEQYNSTY 300
RVVSVLTVLH QDWLNGKEYK CKVSNKALPA PIEKTISKAK GQPREPQVYT 350
LPPSREEMTK NQVSLTCLVK GFYPSDIAVE WESNGQPENN YKTTPPVLDS 400
DGSFFLYSKL TVDKSRWQQG NVFSCSVMHE ALHNHYTQKS LSLSPGK 447

Light chain / Chaine légere / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCRASESIY SYLAWYQQKP GKAPKLLVYN 50
TKTLPEGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQH HYGTPPWTFG 100
QGTRLEIKRT VAAPSVFIFP PSDEQLKSGT ASVVCLLNNF YPREAKVQWK 150
VDNALQSGNS QESVTEQDSK DSTYSLSSTL TLSKADYEKH KVYACEVTHQ 200
GLSSPVTKSF NRGEC 215

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96  144-200  261-321  367-425
22"-96" 144"-200" 261"-321" 367"-425"
Intra-L (C23-C104) 23'-88'  135'-195'
23"-88™ 135"-195"
Inter-H-L (h 5-CL 126) 220-215' 220"-215"
Inter-H-H (h 11, h 14)  226-226" 229-229"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 297, 297"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucosilados.

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 447, 447"
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vobramitamab duocarmazine

vobramitamab duocarmazine

vobramitamab duocarmazina

immunoglobulin G1-kappa, anti-[Homo sapiens CD276
(B7H3, B7-H3, B7-related protein 2, B7TRP2, B7TRP-2, B7
homolog 3, B7 homologue 3)], humanized monoclonal
antibody, conjugated to the pro-drug seco-duocarmycin-p-
hydroxybenzamide-azaindole (seco-DUBA) via a linker;
gamma1 heavy chain humanized (1-447) [VH (Homo
sapiens IGHV3-7*01 (89.8%) -(IGHD) -IGHJ6*01 (92.9%),
CDR-IMGT [8.8.10] (26-33.51-58.97-106)) (1-117) -Homo
sapiens IGHG1*03 (100%), G1m3, nG1m1 (CH1 R120
(214) (118-215), hinge 1-15 (216-230), CH2 (231-340), CH3
E12 (356), M14 (358) (341-445), CHS (446-447)) (118-
447)], (220-215")-disulfide with kappa light chain humanized
(1'-215") [V-KAPPA (Homo sapiens IGKV1-39*01 (86.3%) -
IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-32.50-52.89-98))
(1'-108') -Homo sapiens IGKC*01 (100%), Km3 A45.1
(154), V101 (192) (109'-215")]; dimer (226-226":229-229")-
bisdisulfide, produced in Chinese hamster ovary (CHO)
cells, cell line CHO-S, glycoform alfa, conjugated on an
average of 2.7 cysteines, to seco-DUBA via the cleavable
linker N-[2-(2-maleimidoethoxy)ethoxy-carbonyl]-L-valyl-L-
citrullyl-p-aminobenzyloxycarbonyl-N-[2-(2-
hydroxyethoxy)ethyl]-N-[2-(methylamino)ethyl]carbamoyl
For the duocarmazine part, please refer to the Proposed INN List 115,
published in the WHO Drug Information, Vol.30, No.2, 2016.

immunoglobuline G1-kappa, anti-[Homo CD276 (B7H3, B7-
H3, protéine 2 liée a B7, B7TRP2, B7TRP-2, B7 homolog 3,
B7 homologue 3)], anticorps monoclonal humanisé,
conjugué a la pro-drogue séco-duocarmycine-
p-hydroxybenzamide-azaindole (séco-DUBA) via un linker;
chaine lourde gamma1 humanisée (1-447) [VH (Homo
sapiens IGHV3-7*01 (89.8%) -(IGHD) -IGHJ6*01 (92.9%),
CDR-IMGT [8.8.10] (26-33.51-58.97-106)) (1-117) -Homo
sapiens IGHG1*03 (100%), G1m3, nG1m1 (CH1 R120
(214) (118-215), charniére 1-15 (216-230), CH2 (231-340),
CH3 E12 (356), M14 (358) (341-445), CHS (446-447)) (118-
447)], (220-215")-disulfure avec la chaine légére kappa
humanisée (1'-215") [V-KAPPA (Homo sapiens IGKV1-
39*01 (86.3%) -IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-
32.50-52.89-98)) (1'-108") -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (154), V101 (192) (109'-215")]; dimére (226-
226":229-229")-bisdisulfure, produit dans des cellules
ovariennes de hamster chinois (CHO), lignée cellulaire
CHO-S, glycoforme alfa, conjugué sur une moyenne de 2,7
cystéines au séco-DUBA via le linker clivable N-[2-(2-
maléimidoéthoxy)éthoxy-carbonyl]-L-valyl-L-citrullyl-p-
aminobenzyloxycarbonyl-N-[2-(2-hydroxyéthoxy)éthyl]-N-[2-
(méthylamino)éthyl]carbamoyle

Pour la partie duocarmazine, veuillez-vous référer a la Liste 115 des DCI
proposées, publiée dans le WHO Drug Information, Vol.30, No.2, 2016.

inmunoglobulina G1-kappa, anti-{[Homo CD276 (B7H3, B7-
H3, proteina 2 de unién con B7, B7TRP2, B7TRP-2, B7
homélogo 3, B7 homélogo 3)], anticuerpo monoclonal
humanizado, conjugado con el profarmaco seco-
duocarmicina-p-hidroxibenzamida-azaindol (seco-DUBA) a
través de un enlace;
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cadena pesada gamma1 humanizada (1-447) [VH (Homo
sapiens IGHV3-7*01 (89.8%) -(IGHD) -IGHJ6*01 (92.9%),
CDR-IMGT [8.8.10] (26-33.51-58.97-106)) (1-117) -Homo
sapiens IGHG1*03 (100%), G1m3, nG1m1 (CH1 R120
(214) (118-215), bisagra 1-15 (216-230), CH2 (231-340),
CH3 E12 (356), M14 (358) (341-445), CHS (446-447)) (118-
447)], (220-215")-disulfuro con la cadena ligera kappa
humanizada (1'-215') [V-KAPPA (Homo sapiens IGKV1-
39*01 (86.3%) -IGKJ5*01 (100%), CDR-IMGT [6.3.10] (27-
32.50-52.89-98)) (1'-108') -Homo sapiens IGKC*01 (100%),
Km3 A45.1 (154), V101 (192) (109'-215")]; dimero (226-
226":229-229")-bisdisulfuro, producido en las células
ovaricas de hamster chino (CHO), linea celular CHO-S,
forma glicosilada alfa, conjugado en 2.7 cisteinas, por
término medio, con seco-DUBA mediante el enlace
escindible N-[2-(2-maleimidoetoxi)etoxicarbonil]- L-valil-L-
citrulil-p-aminobenciloxicarbonil-N-[2-(2-hidroxietoxi)etil]-N-
[2-(metilamino)etillcarbamoilo

Para la parte duocarmazina, por favor vaya a la Lista 115 de los DCI/
propuestas, publicada en el WHO Drug Information, Vol.30, No.2, 2016.

Heavy chain / Chaine lourde / Cadena pesada

EVQLVESGGG LVKPGGSLRL SCAASGFTFS SYGMSWVRQA PGKGLEWVAT 50
INSGGSNTYY PDSLKGRFTI SRDNAKNSLY LOMNSLRAED TAVYYCARHD 100
GGAMDYWGQG TTVTVSSAST KGPSVFPLAP SSKSTSGGTA ALGCLVKDYF 150
PEPVTVSWNS GALTSGVHTF PAVLQSSGLY SLSSVVTVPS SSLGTQTYIC 200
NVNHKPSNTK VDKRVEPKSC DKTHTCPPCP APELLGGPSV FLFPPKPKDT 250
LMISRTPEVT CVVVDVSHED PEVKFNWYVD GVEVHNAKTK PREEQYNSTY 300
RVVSVLTVLH QDWLNGKEYK CKVSNKALPA PIEKTISKAK GQPREPQVYT 350
LPPSREEMTK NQVSLTCLVK GFYPSDIAVE WESNGQPENN YKTTPPVLDS 400
DGSFFLYSKL TVDKSRWQQG NVFSCSVMHE ALHNHYTQKS LSLSPGK 447

Light chain / Chaine légére / Cadena ligera

DIQMTQSPSS LSASVGDRVT ITCRASESIY SYLAWYQQKP GKAPKLLVYN 50
TKTLPEGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQH HYGTPPWTEG 100
QGTRLEIKRT VAAPSVFIFP PSDEQLKSGT ASVVCLLNNF YPREAKVQWK 150
VDNALQSGNS QESVTEQDSK DSTYSLSSTL TLSKADYEKH KVYACEVTHQ 200
GLSSPVTKSF NRGEC 215

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-96 144-200  261-321  367-425

22"-96" 144"-200" 261"-321" 367"-425"
Intra-L (C23-C104) 23'-88' 135'-195'

23"-88™ 135"-195"
Inter-H-L* (h 5-CL 126) 220-215' 220"-215"
Inter-H-H* (h 11, h 14)  226-226" 229-229"
*At least two of the four inter-chain disulfide bridges are not present, an average of 2.7 cysteinyl being
conjugated each via a thioether bond to a drug linker.
*Au moins deux des quatre ponts disulfures inter-chaines ne sont pas présents, 2,7 cystéinyl en moyenne
étant chacun conjugué via une liaison thioéther a un linker-principe actif.
*Al menos dos de los cuatro puentes disulfuro inter-catenarios no estan presentes, una media de 2.7
cisteinil esta conjugada a conectores de principio activo.

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion

H CH2 N84.4: 297, 297"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de lype ( HO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi. io:

C-terminal lysine clipping / Coupure de la lysine C-terminale / Recorte de lisina C-terminal
H CHS K2: 447, 447"

CO,H

c* O/\/o\/\ \/<

215', 215", 220, 220",

226, 226", 229, 229"
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allogeneic T cells obtained from peripheral blood by
leukapheresis, genetically modified by CRISPR/Cas9
(clustered regularly interspaced short palindromic
repeats/CRISPR-associated protein 9) mediated gene editing
consisting of three guide RNAs (gRNAs) introduced
transiently as Cas9-gRNA ribonucleoprotein (RNP) complex
for the targeted disruption of the T cell receptor alpha chain
constant (TRAC), B, microglobulin (B2M) and the cluster of
differentiation 70 (CD70) loci and insertion of an anti-CD70
chimeric antigen receptor (CAR) transgene into the TRAC
locus via an adeno-associated virus serotype 6 (AAV6)
vector. The CAR is composed of a signal peptide sequence
from human CD8a, an anti-CD70 single-chain variable
fragment (scFv) derived from anti-CD70 hybridoma 1F6, a
CD8 hinge and transmembrane domain, and the 4-1BB and
CD3C¢ co-stimulatory domains. Expression of the CAR is
driven by the elongation factor 1 alpha (EF-1a) promoter and
is terminated by a synthetic polyadenylation (polyA)
sequence. The anti-CD70 CAR expression cassette is
flanked by two TRAC homology arms guiding the expression
cassette to the TRAC locus.

The leukopheresis material is enriched for T cells using
CD4/CD8 selection and activated with anti-CD3/CD28
antibody-coated beads. T cells are cultured in the presence
of growth media containing human serum, interleukin 2 (IL-2)
and 7 (IL-7). The final T cells are 230% CAR+ T cells, <0.4%
TCR+, 2% CD70+, and <30% B2M+ and secrete interferon
gamma (IFNy) and IL-2 when co-cultured with CD70
expressing cells.

lymphocytes T allogéniques obtenus a partir de sang
périphérique par leucaphérése, génétiquement modifiés par
édition génique médiée par CRISPR/Cas9 (courtes
répétitions palindromiques groupées et réguli€rement
espacées / protéine 9 associée a CRISPR) consistant en
trois ARN guides (ARNg) introduits de maniére transitoire
sous forme de complexe ribonucléoprotéique (RNP) Cas9-
ARNg pour la rupture ciblée des loci de la partie constante
de la chaine alpha du récepteur des lymphocytes T (TRAC),
de la B, microglobuline (B2M) et le cluster de différenciation
70 (CD70), et l'insertion d'un transgéne du récepteur
antigénique chimérique (CAR) anti-CD70 dans le locus
TRAC via un vecteur du virus adéno-associé de sérotype 6
(AAVB6). Le CAR est composé d'une séquence peptidique
signal provenant du CD8a humain, d'un fragment variable a
chaine unique (scFv) anti-CD70 dérivé de I'hybridome 1F6
anti-CD70, d'un domaine transmembranaire et charniére
CD8, ainsi que les domaines costimulateurs 4-1BB et CD3C.
L'expression du CAR est dirigée par le promoteur du facteur
d'élongation 1 alpha (EF-1a) et est terminée par une
séquence synthétique de polyadénylation (polyA). La
cassette d'expression du CAR anti-CD70 est flanquée de
deux bras d'homologie TRAC guidant la cassette
d'expression vers le locus TRAC.

Le matériel de leucophérése est enrichi en lymphocytes T
par sélection CD4/CD8 et activé par des billes recouvertes
d'anticorps anti-CD3/CD28. Les lymphocytes T sont cultivés
en présence de milieu de croissance contenant du sérum
humain, de l'interleukine 2 (IL-2) et 7 (IL-7). Les lymphocytes
T finaux sont 230% de lymphocytes T CAR+, <0,4% de
TCR+, £2% de CD70+ et £30% de B2M+ et sécrétent de
l'interféron gamma (IFNy) et de I'lL-2 lorsqu'ils sont co-
cultivés avec des cellules exprimant CD70.



volamcabtagén durzigedleucel

voxvoganan

voxvoganan

voxvoganan
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linfocitos T alogénicos obtenidos de sangre periférica por
leucoaféresis, modificados genéticamente mediante edicion
génica mediada por CRISPR/Cas9 (repeticiones
palindromicas cortas agrupadas y espaciadas regularmente
/proteina asociada a CRISPR 9) consistente en tres RNAs
guia (sgRNA) introducidos transitoriamente como un complejo
de ribonucleoproteina (RNP) Cas9-gRNA para la ruptura
dirigida del locus de la cadena constante alfa del receptor de
linfocitos T (TRAC), el locus de la 3, microglobulina (B2M) y el
locus del grupo de diferenciacion 70 (CD70) y la insercion de
un transgén de receptor de antigenos quimérico (CAR) anti-
CD70 en el locus TRAC mediante un vector de virus
adenoasociado de serotipo 6 (AAV6). El CAR esta compuesto
por una secuencia de péptido sefial del CD8a humano, un
fragmento variable de cadena sencilla (scFv) anti-CD70
derivado del hibridoma anti-CD70 1F6, una bisagra y un
dominio transmembrana de CD8 y los dominios
coestimuladores de 4-1BB y CD3(. La expresion del CAR esta
dirigida por el promotor del factor de elongacion 1 alfa (EF-1a)
y terminada por una secuencia de poliadenilacion (polyA)
sintética. El casete de expresion del CAR anti-CD70 esta
flanqueado por dos brazos de homologia TRAC que guian al
casete de expresion al locus TRAC.

El material de leucoaféresis se enriquece para linfocitos T
usando seleccion de CD4/CD8 y se activan con bolas forradas
de anticuerpos anti-CD3/CD28. Las linfocitos T se cultivan en
presencia de medio de crecimiento que contiene suero
humano e interleuquinas 2 (IL-2) y 7 (IL-7). Las linfocitos T
finales son 230% linfocitos T CAR+, <0.4% TCR+, <2%
CD70+ y <30% B2M+, y secretan interferon gamma (IFNy) e
IL-2 cuando se cocultivan con células que expresan CD70.

L-arginyl-2,5,7-tri-tert-butyl-L-tryptophyl-N'-(2-phenylethyl)-L-
argininamide

L-arginyl-2,5,7-tri-tert-butyl-L-tryptophyl-N'-(2-phényléthyl)-L-
argininamide

L-arginil-2,5,7-tri-tert-butil-L-triptofil-N'-(2-feniletil }-L-
argininamida

C43H69N1103

HsC
HsC
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vurolenatide

vurolénatide

vurolenatida

vutiglabridin

vutiglabridine

vutiglabridina

exendin 4 (Heloderma suspectum, Gila monster lizard)
(1-39) fused via a Gly-Gly dipeptide linker (40-41) to
an artificial hydrophilic protein (864-peptide, 42-905)
comprising 72 randomly repeating dodecapeptides (4
types of A1E;G,P,S;T,), produced in Escherichia coli

exendine 4 (Heloderma suspectum, |ézard monstre de
Gila) (1-39), fusionnée via un dipeptide Gly-Gly liant
(40-41) a une protéine hydrophile artificielle (864-
peptide, 42-905) comprenant 72 dodécapeptides a
répétition aléatoire (4 types d’A1E,G,P,S3T,), produite
dans Escherichia coli

exendina 4 (Heloderma suspectum, lagarto monstruo
de Gila) (1-39), fusionada a través de un dipéptido de
union (40-41) a una proteina hidrofila artificial (864-
péptido, 42-905) que comprende 72 dodecapéptidos
que se repiten aleatoriamente (4 tipos de
A1E>G,P,S3T,), producida en Escherichia coli

Sequence / Séquence / Secuencia

HGEGTFTSDL SKQMEEEAVR LFIEWLKNGG PSSGAPPPSG GSPAGSPTST 50
EEGTSESATP ESGPGTSTEP SEGSAPGSPA GSPTSTEEGT STEPSEGSAP 100
GTSTEPSEGS APGTSESATP ESGPGSEPAT SGSETPGSEP ATSGSETPGS 150
PAGSPTSTEE GTSESATPES GPGTSTEPSE GSAPGTSTEP SEGSAPGSPA 200
GSPTSTEEGT STEPSEGSAP GTSTEPSEGS APGTSESATP ESGPGTSTEP 250
SEGSAPGTSE SATPESGPGS EPATSGSETP GTSTEPSEGS APGTSTEPSE 300
GSAPGTSESA TPESGPGTSE SATPESGPGS PAGSPTSTEE GTSESATPES 350
GPGSEPATSG SETPGTSESA TPESGPGTST EPSEGSAPGT STEPSEGSAP 400
GTSTEPSEGS APGTSTEPSE GSAPGTSTEP SEGSAPGTST EPSEGSAPGS 450
PAGSPTSTEE GTSTEPSEGS APGTSESATP ESGPGSEPAT SGSETPGTSE 500
SATPESGPGS EPATSGSETP GTSESATPES GPGTSTEPSE GSAPGTSESA 550
TPESGPGSPA GSPTSTEEGS PAGSPTSTEE GSPAGSPTST EEGTSESATP 600
ESGPGTSTEP SEGSAPGTSE SATPESGPGS EPATSGSETP GTSESATPES 650
GPGSEPATSG SETPGTSESA TPESGPGTST EPSEGSAPGS PAGSPTSTEE 700
GTSESATPES GPGSEPATSG SETPGTSESA TPESGPGSPA GSPTSTEEGS 750
PAGSPTSTEE GTSTEPSEGS APGTSESATP ESGPGTSESA TPESGPGTSE 800
SATPESGPGS EPATSGSETP GSEPATSGSE TPGSPAGSPT STEEGTSTEP 850
SEGSAPGTST EPSEGSAPGS EPATSGSETP GTSESATPES GPGTSTEPSE 900
GSAPG 905

rac-2-[(3R)-8,8-dimethyl-3,4,9,10-tetrahydro-2H,8 H-
benzo[1,2-b:3,4-b'ldipyran-3-yl]-5-ethoxyphenol

rac-2-[(3R)-8,8-diméthyl-3,4,9,10-tétrahydro-2H,8 H-
benzo[1,2-b:3,4-b'ldipyran-3-yl]-5-éthoxyphénol

rac-2-[(3R)-8,8-dimetil-3,4,9,10-tetrahidro-2H,8 H-
benzo[1,2-b:3,4-b'|dipiran-3-il]-5-etoxifenol

CZZH 2604

and enantiomer
et énantiomere
y enantiémero
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all-P-ambo-2'-O-methyl-P-thioguanylyl-(3'—>5')-2'-O-methyladenylyl-
(3'—>5")-2'-deoxy-2'-fluorocytidylyl-(3'—5')-2'-O-methyladenylyl-(3'—5')-
2'-0O-methyladenylyl-(3'—>5')-2'-O-methyladenylyl-(3'—5')-2'-O-
methyladenylyl-(3'>5')-2'-deoxy-2'-fluoroadenylyl-(3'—5')-2"-deoxy-2'-
fluorouridylyl-(3'—5')-2"-deoxy-2'-fluorocytidylyl-(3'—5')-2'-O-
methylcytidylyl-(3'—>5')-2'-deoxy-2'-fluorouridylyl-(3'—5')-2'-deoxy-2'-
fluorocytidylyl-(3'—>5')-2'-O-methyladenylyl-(3'—-5')-2'-O-
methylcytidylyl-(3'—5')-2"-O-methyladenylyl-(3'—5')-2'-deoxy-2'-
fluoroadenylyl-(3'—5")-2"-O-methyluridylyl-(3'—5')-2'-O-
methyladenylyl-(3'>5')-2'-O-methyladenylyl-(3'—5')-2'-O-
methylguanylyl-(3'=5')-2'-O-methylcytidylyl-(3'=5')-2'-O-
methyladenylyl-(3'—5')-2'-O-methylguanylyl-(3'—5')-2'-O-
methylcytidylyl-(3'—5')-2'-O-methylcytidylyl-(3'—5')-2'- O-{[2-(2-{5-[(2-
acetamido-2-deoxy-f3-D-
galactopyranosyl)oxy]pentanamido}ethoxy)ethoxy]methyl}guanylyl-
(3'>5")-2'-0-{[2-(2-{5-[(2-acetamido-2-deoxy-f3-D-
galactopyranosyl)oxy]pentanamido}ethoxy)ethoxy]methyl}adenylyl-
(3'—5')-2"-0-{[2-(2-{5-[(2-acetamido-2-deoxy-f-D-
galactopyranosyl)oxy]pentanamido}ethoxy)ethoxy]methyl}adenylyl-
(3'—>5")-2"-0-{[2-(2-{5-[(2-acetamido-2-deoxy-B-D-
galactopyranosyl)oxy]pentanamido}ethoxy)ethoxy]methyl}adenylyl-
(3'>5")-2'-O-methylguanylyl-(3'—5')-2'-O-methylguanylyl-(3'—5')-2'-O-
methylcytidylyl-(3'—5')-2"-O-methyluridylyl-(3'—>5')-2'-O-
methylguanylyl-(3'—>5')-2'-O-methylcytidine,

duplex with all-P-ambo-2'-O-methyl-P-thioguanylyl-(5'—3')-2'-O-
methyl-P-thioguanylyl-(5'—3')-2'-O-methylcytidylyl-(5'—3')-2'-deoxy-2'-
fluorouridylyl-(5'—3')-2'-O-methylguanylyl-(5'—3')-2'-O-methyluridylyl-
(5'—>3")-2'-deoxy-2'-fluorouridylyl-(5'—3')-2'-O-methyluridylyl-(5'—3')-
2'-deoxy-2'-fluorouridylyl-(5'—3')-2'-O-methyluridylyl-(5'—3')-2'-deoxy-
2'-fluoroadenylyl-(5'—3')-2'-O-methylguanylyl-(5'—3')-2'-deoxy-2'-
fluoroguanylyl-(5'—3')-2'-O-methyladenylyl-(5'—3')-2'-deoxy-2'-
fluoroguanylyl-(5'—3')-2'-deoxy-2'-fluorouridylyl-(5'—3')-2'-O-
methylguanylyl-(5'—3')-2'-deoxy-2'-fluorouridylyl-(5'—3')-2'-O-methyl-
P-thiouridylyl-(5'—3")-2'-deoxy-2'-fluoro-P-thioadenylyl-(5'—3')-2'-
deoxy-2'-fluoro-P-thiouridylyl-(5'—3')-methyl hydrogen 2'-O-methyl-5'-
oxa-0-5'-carba-5"-uridylate

tout-P-ambo-2'-O-méthyl-P-thioguanylyl-(3'-5')-2'-O-méthyladénylyl-
(3'—5')-2"-désoxy-2'-fluorocytidylyl-(3'—5')-2'-O-méthyladénylyl-
(3'>5')-2'-0O-méthyladénylyl-(3'—>5')-2'-O-méthyladénylyl-(3'—-5')-2'-O-
méthyladénylyl-(3'>5')-2'-désoxy-2'-fluoroadénylyl-(3'—5')-2'-désoxy-
2'-fluorouridylyl-(3'—5")-2"-désoxy-2'-fluorocytidylyl-(3'—5')-2'-O-
méthylcytidylyl-(3'—5')-2'-désoxy-2'-fluorouridylyl-(3'—5')-2'-désoxy-2'-
fluorocytidylyl-(3'—>5')-2'-O-méthyladénylyl-(3'—5')-2'-O-
méthylcytidylyl-(3'—5'")-2'-O-méthyladénylyl-(3'—5')-2'-désoxy-2'-
fluoroadénylyl-(3'—5')-2'-O-méthyluridylyl-(3'—5')-2'-O-
méthyladénylyl-(3'>5')-2'-O-méthyladénylyl-(3'—>5')-2'-O-
méthylguanylyl-(3'—5')-2'-O-méthylcytidylyl-(3'—>5')-2'-O-
méthyladénylyl-(3'>5')-2'-O-méthylguanylyl-(3'—>5')-2'-O-
meéthylcytidylyl-(3'—5')-2'-O-méthylcytidylyl-(3'—5")-2'- O-{[2-(2-{5-[(2-
acétamido-2-désoxy-3-D-
galactopyranosyl)oxy]pentanamido}éthoxy)éthoxy]méthyl}guanylyl-
(3'—>5")-2"-0-{[2-(2-{5-[(2-acétamido-2-désoxy-B-D-
galactopyranosyl)oxy]pentanamido}éthoxy)éthoxy]méthyl}adénylyl-
(3'>5")-2"-0-{[2-(2-{5-[(2-acétamido-2-désoxy-f-D-
galactopyranosyl)oxy]pentanamido}éthoxy)éthoxy]méthyl}adénylyl-
(3'—5'")-2"-0-{[2-(2-{5-[(2-acétamido-2-désoxy-f-D-
galactopyranosyl)oxy]pentanamido}éthoxy)éthoxy]méthyl}adénylyl-
(3'—>5")-2'-0-méthylguanylyl-(3'—5")-2'-O-méthylguanylyl-(3'-5')-2'-O-
méthylcytidylyl-(3'—5'")-2"-O-méthyluridylyl-(3'—>5')-2'-O-
méthylguanylyl-(3'—5')-2'-O-méthylcytidine,
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xalnesiran todo-P-ambo-2'-O-metil-P-tioguanilil-(3'—5')-2"-O-metiladenilil-
(3'—>5")-2"-desoxi-2'-fluorocitidilil-(3'—5")-2'-O-metiladenilil-(3'>5')-
2'-O-metiladenilil-(3'—5")-2"-O-metiladenilil-(3'>5')-2'-O-
metiladenilil-(3'>5')-2'-desoxi-2'-fluoroadenilil-(3'>5')-2'-desoxi-2'-
fluorouridilil-(3'—5')-2'-desoxi-2'-fluorocitidilil-(3'>5")-2'-O-
metilcitidilil-(3'>5")-2'-desoxi-2'-fluorouridilil-(3'>5')-2"-desoxi-2'-
fluorocitidilil-(3'—>5')-2'-O-metiladenilil-(3'—5')-2'-O-metilcitidilil-
(3'—>5")-2'-O-metiladenilil-(3'>5')-2'-desoxi-2'-fluoroadenilil-(3'—-5')-
2'-O-metiluridilil-(3'—5")-2'-O-metiladenilil-(3'>5')-2'-O-metiladenilil-
(3'—>5'")-2"-0O-metilguanilil-(3'-5')-2'-O-metilcitidilil-(3'—5')-2"-O-
metiladenilil-(3'>5')-2'-O-metilguanilil-(3'—5')-2"-O-metilcitidilil-
(3'>5')-2"-O-metilcitidilil-(3'>5')-2'-O-{[2-(2-{5-[(2-acetamido-2-
desoxi-B-D-
galactopiranosil)oxi]pentanamido}etoxi)etoxi]metil}guanilil-(3'—5')-
2'-0-{[2-(2-{5-[(2-acetamido-2-desoxi-B-D-
galactopiranosil)oxi]pentanamido}etoxi)etoxi]metil}adenilil-(3'—5')-
2'-0-{[2-(2-{5-[(2-acetamido-2-desoxi-B-D-
galactopiranosil)oxi]pentanamido}etoxi)etoxilmetil}adenilil-(3'—5')-
2'-0-{[2-(2-{5-[(2-acetamido-2-desoxi-B-D-
galactopiranosil)oxi]pentanamido}etoxi)etoxi]metil}adenilil-(3'—5')-
2'-O-metilguanilil-(3'—5")-2"-O-metilguanilil-(3'>5')-2'-O-metilcitidilil-
(3'—>5'")-2"-O-metiluridilil-(3'>5')-2"-O-metilguanilil-(3'-5')-2'"-O-
metilcitidina,
duplex con todo-P-ambo-2'-O-metil-P-tioguanilil-(5'—3')-2'-O-metil-
P-tioguanilil-(5'—3')-2'-O-metilcitidilil-(5'—3')-2'-desoxi-2'-
fluorouridilil-(5'—3")-2'-O-metilguanilil-(5'—3')-2'-O-metiluridilil-
(5'—>3')-2"-desoxi-2'-fluorouridilil-(5'—3')-2'-O-metiluridilil-(5'—3')-2'-
desoxi-2'-fluorouridilil-(5'—3")-2'-O-metiluridilil-(5'—3')-2'-desoxi-2'-
fluoroadenilil-(5'—3')-2'-O-metilguanilil-(5'—3')-2'-desoxi-2'-
fluoroguanilil-(5'—3')-2'-O-metiladenilil-(5'—3')-2'-desoxi-2'-
fluoroguanilil-(5'—3')-2'-desoxi-2'-fluorouridilil-(5'—3')-2'-O-
metilguanilil-(5'—3')-2'-desoxi-2'-fluorouridilil-(5'—3')-2'- O-metil-P-
tiouridilil-(5'—3')-2'-desoxi-2'-fluoro-P-tioadenilil-(5'—3')-2'-desoxi-
2'-fluoro-P-tiouridilil-(5'—3')-hidrégeno-2'-O-metil-5'-oxa-O-5'-carba-
5'-uridilato de metilo

C664H871 F17N231O415P57SG

Legend OCH;
X : 2'-deoxy-2'"-fluoronucleotide / 2'-désoxy-

HO—P N._O
2'-fluoronucléotide / 2'-desoxi-2'-fluoronucledtido O” ﬁ Y
X : 2'-O-methylnucleotide / 2'-O-méthylnucléotide (@) 0) N =~
/ 2'-O-metilnucledtido \g

- —g¢ o-
Q OH o SH 0 O-CH,

-sp-
2'-O-substituent of nucleotides A* & G*/ 2'-O-substituant des nucléotides A* & G*/
2'-O-sustituyente de nucledtidos A* & G*

H
0.0 Ox_N CHy—
HO ot
HO! “NH -R = -G-C-A-G-C-C-G*-A*
|

onl .00
07 >cH, C-G-U-C-G-G-A*-A*

yttrium (°°Y) anditixafortide  (1,5-anhydro{3-(naphthalen-2-yl)-L-alanylglycyl-3-iodo-D-tyrosyl-
N2-methyl-N5-[4-({2-[4,7,10-tris(carboxylato-k O-methyl)-1,4,7,10-
tetraazadodecan-1-yl-k*N',N*,N",N'Jacetamido-
kO}methyl)benzoyl]-D-ornithyl-L-arginine})(*°Y )yttrium



yttrium (°°Y) anditixafortide

ytrio (°°Y) anditixafortida

zaftuclenegene piruparvovec

zaftuclénégéne piruparvovec

zaftuclenegén piruparvovec
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(1,5-anhydro{3-(naphtalén-2-yl)-L-alanylglycyl-3-iodo-
D-tyrosyl-N?-méthyl-N5-[4-({2-[4,7,10-tris(carboxylato-
KO-méthyl)-1,4,7,10-tétraazadodécan-1-yl-

KN, N, N7, N'®Jacétamido-k Oyméthyl)benzoyl]-D-
ornithyl-L-arginine})(*°Y)yttrium

(1,5-anhidro{3-(naftalen-2-il)-L-alanilglicil-3-iodo-D-
tirosil-N?-metil-N°-[4-({2-[4,7,10-tris(carboxilato-k O-
metil)-1,4,7,10-tetraazadodecan-1-il-

K*N',N*, N7, N'®Jacetamido-k O}metil)benzoil]-D-ornitil-L-
arginin})(*°Y)ytrio

CeoH76IN1401,2°Y

AIa*GIy*D Tyr D- Orn*Arg—‘

recombinant, self-complementary (dimeric), non-
replicating adeno-associated virus serotype 9
(scAAV9) vector, encoding codon-optimised human
palmitoyl-protein thioesterase 1 (PPT1, CLN1), under
the control of a synthetic promoter consisting of a
cytomegalovirus (CMV) enhancer/chicken B-actin
(CBA) promoter and a hybrid intron derived from
chicken B-actin and minute virus of mice (MVM)
introns, followed by a Kozak sequence, and terminated
by a bovine growth hormone (bGH) polyadenylation
(polyA) signal; the vector genome contains a mutated
adeno-associated virus serotype 2 (AAV2) inverted
terminal repeat (mITR) and is flanked by AAV2 wild-
type inverted terminal repeats (wtITRs).

vecteur recombinant, auto-complémentaire (dimére) et
non répliquant du virus adéno-associé de sérotype 9
(scAAV9) codant la palmitoyl-protéine thioestérase 1
(PPT1, CLN1) humaine aux codons optimisés, sous le
contrdle d'un promoteur synthétique constitué d'un
amplificateur du cytomégalovirus (CMV)/promoteur de
la B-actin de poulet (CBA) et d'un intron hybride dérivé
des introns de la B-actine de poulet et du virus minute
de la souris (MVM), suivi d'une séquence Kozak, et
terminé par le signal de polyadénylation (polyA) de
I'normone de croissance bovine (bGH); le génome du
vecteur contient une répétition terminale inversée
mutée (MITR) du virus adéno-associé de sérotype 2
(AAV2) et est flanqué de répétitions terminales
inversées de type sauvage (wtITR) d'AAV2.

vector de virus adenoasociado recombinante, auto
complementario (dimérico) de serotipo 9 (sSCAAV9) no
replicativo que codifica para la palmitoil-proteina
tioesterasa 1 (PPT1, CLN1) humana, bajo el control de
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zagociguat

zagociguat

zagociguat

zamaglutenase

zamagluténase

un promotor sintético consistente en un potenciador
del citomegalovirus (CMV)/promotor de la $-actina
(CBA) de pollo y un intrén hibrido derivado de intrones
de la B-actina de pollo y del virus diminuto de ratones
(MMV), seguido de una secuencia Kozak y terminado
con una sefial de poliadenilacion (polyA) de la
hormona de crecimiento bovina (bGH); el genoma del
vector contiene una repeticion terminal invertida
mutada (mITR) del virus adenoasociado de serotipo 2
(AAV2) y esta flanqueado por repeticiones terminales
invertidas de tipo silvestre (wtITRs) del AAV2.

8-[(2-fluorophenyl)methyl]-6-[5-(trifluoromethyl)-1H-
1,2,4-triazol-3-yl]limidazo[1,2-a]pyrazine

8-[(2-fluorophényl)méthyl]-6-[5-(trifluorométhyl)-1H-
1,2,4-triazol-3-yllimidazo[1,2-a]pyrazine

8-[(2-fluorofenil)metil]-6-[5-(trifluorometil)-1H-1,2,4-
triazol-3-illimidazo[1,2-a]pirazina

C16H10F4N6
F
N/
N AN N\/
F30~</ |
HN-N

Alicyclobacillus sendaiensis gliadin peptidase
(kumamolysin-A.s. serine endopeptidase, UniProt
Q8GB88, EC:3.4.21.B48) engineered variant (N-
terminal M removed, V>D''®, P>R"°, H>R'!, S>E%",
E>T268‘ N>D29°, D>T2%2, G>S318, G>M319, S>Q38,
D>8357, D>H367, D>Q398, A>Q44B, |>T462), non-
glycosylated, produced in Escherichia coli;

gliadin peptidase (Alicyclobacillus sendaiensis)
(kumamolysin-A.s. serine endopeptidase, UniProt
Q8GB88, EC:3.4.21.B48) [M®>del, V>D'"®, P>R"0,
H>R171, S>E261‘ E>T268‘ N>D29°, D>T2%2, G>S318,
G>M?31?, S>Q35°, D>S3%57, D>H37, D>Q3%, A>Q*,
I>T*52]-mutant, non-glycosylated, produced in
Escherichia coli

Alicyclobacillus sendaiensis gliadine peptidase
(kumamolysine-A.s. endopeptidase a sérine, UniProt
Q8GB88, EC:3.4.21.B48) variant modifié (suppression
M au N-terminal, V>D'"'8, P>R'° H>R'""" S>E267,
E>T288 N>D2%0, D>T2%2, G>S%18, G>M319, S>Q%3,
D>S%7, D>H", D>Q38, A>Q*®, |>T*%2), produite dans
Escherichia coli,



zamaglutenasa

zelpultide alfa

zelpultide alfa
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gliadine peptidase (Alicyclobacillus sendaiensis)
(kumamolysine-A.s. endopeptidase a sérine, UniProt
Q8GB88, EC:3.4.21.B48), mutant [M®>del, V>D'"8,
P>R170, H>R171, S>E261, E>T268, N>D290, D>T292,
G>S%8, G>M31°, S>Q%3, D>S37, D>H%7, D>Q3%,
A>Q*8, |>T*2] non glycosylée, produite dans
Escherichia coli

Alicyclobacillus sendaiensis gliadina peptidasa
(kumamolisina-A.s. serina endopeptidasa, UniProt
Q8GB88, EC:3.4.21.B48) variant disefiado (N-terminal
M eliminado, V>D''¢, P>R'"0, H>R"", S>E' E>T28
N>D29°, D>T292, G>S313, G>M319, S>Q353, D>S357,
D>H3%7, D>Q3%%, A>Q*8, I>T*62), no glicosilada,
producida en Escherichia coli;

gliadina peptidasa (Alicyclobacillus sendaiensis)
(kumamolisina-A.s. serina endopeptidasa, UniProt
Q8GB88, EC:3.4.21.B48), mutante [M°>del, V>D'"¢,
P>R170, H>R171, S>E261, E>T268, N>D290, D>T292,
G>S%8, G>M31°, S>Q%3, D>S37, D>H%7, D>Q3%,
A>Q*8, |I>T*2] no glicosilada, producida en
Escherichia coli

Sequence / Séquence / Secuencia

SDMEKPWKEG EEARAVLQGH ARAQAPQAVD KGPVAGDERM AVTVVLRRQR 50
AGELAAHVER QAAIAPHARE HLKREAFAAS HGASLDDFAE LRRFADAHGL 100
ALDRANVAAG TAVLSGPDDA INRAFGVELR HFDHPDGSYR SYLGEVTVPA 150
SIAPMIEAVL GLDTRPVARR RFRMQORRAEG GFEARSQAAA PTAYTPLDVA 200
QAYQFPEGLD GQGQCIAIIE LGGGYDEASL AQYFASLGVP APQVVSVSVD 250
GASNQPTGDP EGPDGEVILD IEVAGALAPG AKFAVYFAPD TTAGFLDAIT 300
TAIHDPTLKP SVVSISWSMP EDSWTSAAIA AMNRAFLDAA ALGVTVLAAA 350
GDQGSTSGEQ DGLYHVHFPA ASPYVLACGG TRLVASGGRI AQETVWNQGP 400
DGGATGGGVS RIFPLPAWQE HANVPPSANP GASSGRGVPD LAGNADPQTG 450
YEVVIDGEAT VIGGTSAVAP LFAALVARIN QKLGKAVGYL NPTLYQLPAD 500
VFHDITEGNN DIANRAQIYQ AGPGWDPCTG LGSPIGVRLL QALLPSASQP 550
QP 552

Mutation / Mutation / Mutacion
M°>del, V118>D, P170>R, HL71>R, S261>E, E268>T, N290>D, D292>T,
G318>8, G319>M, $353>Q, D357>S, D367>H, D398>Q, Ad48>Q, I1462>T

Post-translational modifications

Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
none / aucune / ninguna

Glycosylation sites / Sites de glycosylation / Posiciones de glicosilacion
none / aucun / ninguna

human pulmonary surfactant-associated protein D
(PSPD, surfactant protein D, SP-D, collectin-7,
surfactant protein D), non-covalent quadruple trimer,
produced in human myelogenous leukemia K562 cells,
glycoforme alfa;

human pulmonary surfactant protein D (PSPD,
pulmonary surfactant-associated protein D, SP-D, lung
surfactant protein D, collectin-7, COLEC7, SFTPD,
SFTP4), non-covalent quadruple trimer, produced by
recombinant human myelogenous leukemia K562 cells
engineered for optimized glycosylation, glycoform alfa

protéine D humaine associée au surfactant pulmonaire
(PSPD, protéine D du surfactant, SP-D, collectine-7,
protéine D du surfactant), quadruple trimére non
covalent, produite dans des cellules K562 de leucémie
myéloide humaine, glycoforme alfa;
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zelpultida alfa

zendusortide

zendusortide

zendusortida

protéine D humaine du surfactant pulmonaire (PSPD, protéine D
associée au surfactant pulmonaire, SP-D, protéine D du surfactant
pulmonaire, collectine-7, COLEC7, SFTPD, SFTP4), trimére
quadruple non covalent, produite par des cellules humaines
recombinantes K562 de leucémie myéloide congues pour une
glycosylation optimisée, glycoforme alfa

proteina D humana asociada a los surfactantes pulmonares (PSPD,
proteina surfactante D, SP-D, colectina-7, surfactante proteina D),
trimero no covalente cuadruple, producida en células humanas K562
de la leucemia mielégena, glicoforma alfa;

proteina surfactante D humana (PSPD, proteina D asociada con
surfactantes pulmonares, SP-D, proteina D del surfactante pulmonar,
colectina-7, COLEC7, SFTPD, SFTP4), trimero cuadruple no
covalente, producida por células humanas recombinantes K562 de la
leucemia mielégena disefiadas para una glicosilacion optimizada,
glicoforma alfa

Sequence / Séquence / Secuencia

AEMKTYSHRT MPSACTLVMC SSVESGLPGR DGRDGREGPR GEKGDPGLPG 50
AAGQAGMPGQ AGPVGPKGDN GSVGEPGPKG DTGPSGPPGP PGVPGPAGRE 100
GPLGKQGNIG PQGKPGPKGE AGPKGEVGAP GMQGSAGARG LAGPKGERGV 150
PGERGVPGNT GAAGSAGAMG PQGSPGARGP PGLKGDKGIP GDKGAKGESG 200
LPDVASLRQQ VEALQGQVQH LQAAFSQYKK VELFPNGQSV GEKIFKTAGF 250
VKPFTEAQLL CTQAGGQLAS PRSAAENAAL QQLVVAKNEA AFLSMTDSKT 300
EGKFTYPTGE SLVYSNWAPG EPNDDGGSED CVEIFTNGKW NDRACGEKRL 350
VVCEF 355

Post-translational modifications

Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
261-353, 331-345

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacion
N70

Hydroxylation (Lys—5Hyl, Pro—4Hyp) and O-glycosylation
complete: P28, K145, K184;
partial: K43, P46, P49, P58, K67, P76, K79. P88. P91, P94, P115, K118, K124, P130,
P151. P157, P175. P181, P190. K193, K196, P202
(highly sialylated and core-fucosylated complex glycans)

N-acetylglycyl-L-valyl-L-arginyl-L-alanyl-L-lysyl-L-alanylglycyl-L-valyl-
L-arginyl-L-asparaginyl-(2S)-2-aminohexanoyl-L-phenylalanyl-L-lysyl-
L-seryl-L-a-glutamyl-L-seryl-L-tyrosine

N-acétylglycyl-L-valyl-L-arginyl-L-alanyl-L-lysyl-L-alanylglycyl-L-valyl-
L-arginyl-L-asparaginyl-(2S)-2-aminohexanoyl-L-phénylalanyl-L-lysyl-
L-séryl-L-a-glutamyl-L-séryl-L-tyrosine

N-acetilglicil-L-valil-L-arginil-L-alanil-L-lisil-L-alanilglicil-L-valil-L-arginil-
L-asparaginil-(2S)-2-aminohexanoil-L-fenilalanil-L-lisil-L-seril-L-a-
glutamil-L-seril-L-tirosina

CS5H 1 38N26025
GVRAKAGVRN XFKSESY 17

Modified residues / Résidus modifiés / Restos modificados

G (1) X (11)
Ac-Gly (2S)-Ahx CHs
0 H

\
\

PN
HC™ TN TCoH H,N~ COLH
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zevaquenabant (4S)-N-(1-aminoethylidene)-3-(4-chlorophenyl)-4-phenyl-N*-[4-
(trifluoromethyl)benzene-1-sulfonyl]-4,5-dihydro-1H-pyrazole-1-
carboximidamide

zévaquénabant (4S)-N-(1-aminoéthylidene)-3-(4-chlorophényl)-4-phényl-N-[4-
(trifluorométhyl)benzene-1-sulfonyl]-4,5-dihydro-1H-pyrazole-1-
carboximidamide

zevaquenabant (4S)-N-(1-aminoetilideno)-3-(4-clorofenil)-4-fenil-N-[4-
(trifluorometil)benceno-1-sulfonil]-4,5-dihidro-1H-pirazol-1-
carboximidamida

025H21C|F3N5028

zilganersen all-P-ambo-2'-O-(2-methoxyethyl)-5-methyl-P-thiocytidylyl-
(3'>5'")-2"-0-(2-methoxyethyl)adenylyl-(3'—>5')-2'-O-(2-
methoxyethyl)guanylyl-(3'—5')-2'-O-(2-methoxyethyl)-5-
methyluridylyl-(3'—5')-2"-O-(2-methoxyethyl)adenylyl-(3'—5')-2'-
O-(2-methoxyethyl)-5-methyluridylyl-(3'—5'")-P-thiothymidylyl-
(3'—>5")-2'-deoxy-P-thioadenylyl-(3'—5')-2'-deoxy-5-methyl-P-
thiocytidylyl-(3'—5')-2"-deoxy-5-methyl-P-thiocytidylyl-(3'—5')-P-
thiothymidylyl-(3'—>5')-2'-deoxy-5-methyl-P-thiocytidylyl-(3'—5')-
P-thiothymidylyl-(3'—5')-2'-deoxy-P-thioadenylyl-(3'—5')-2'-
deoxy-5-methyl-P-thiocytidylyl-(3'—5')-P-thiothymidylyl-(3'—5')-
2'-0-(2-methoxyethyl)adenylyl-(3'—>5')-2'-O-(2-methoxyethyl)-P-
thioguanylyl-(3'—5')-2'-O-(2-methoxyethyl)-5-methyl-P-
thiouridylyl-(3'—5')-2'-O-(2-methoxyethyl)-5-methylcytidine

zilganersen tout-P-ambo-2'-O-(2-méthoxyéthyl)-5-méthyl-P-thiocytidylyl-
(3'>5'")-2"-0-(2-méthoxyéthyl)adénylyl-(3'—>5')-2'-O-(2-
méthoxyéthyl)guanylyl-(3'—5')-2'-O-(2-méthoxyéthyl)-5-
méthyluridylyl-(3'—>5')-2'-O-(2-méthoxyéthyl)adénylyl-(3'—>5')-2'-
O-(2-méthoxyéthyl)-5-méthyluridylyl-(3'—5'")-P-thiothymidylyl-
(3'—>5'")-2"-désoxy-P-thioadénylyl-(3'—>5')-2'-désoxy-5-méthyl-P-
thiocytidylyl-(3'—5')-2'-désoxy-5-méthyl-P-thiocytidylyl-(3'—5')-P-
thiothymidylyl-(3'—>5')-2'-désoxy-5-méthyl-P-thiocytidylyl-(3'>5')-
P-thiothymidylyl-(3'—5')-2"-désoxy-P-thioadénylyl-(3'—>5')-2'-
désoxy-5-méthyl-P-thiocytidylyl-(3'—5')-P-thiothymidylyl-(3'—5')-
2'-0-(2-méthoxyéthyl)adénylyl-(3'—5')-2'-O-(2-méthoxyéthyl)-P-
thioguanylyl-(3'—>5')-2'-O-(2-méthoxyéthyl)-5-méthyl-P-
thiouridylyl-(3'—>5')-2'-O-(2-méthoxyéthyl)-5-méthylcytidine
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zilganersén todo-P-ambo-5-metil-2'-O-(2-metoxietil)-P-tiocitidilil-
(3'—>5")-2'-0-(2-metoxietil)adenilil-(3'>5")-2'-O-(2-
metoxietil)guanilil-(3'—5')-5-metil-2'-O-(2-
metoxietil)uridilil-(3'>5")-2'-O-(2-metoxietil)adenilil-
(3'—>5")-5-metil-2'-O-(2-metoxietil)uridilil-(3'>5")-P-
tiotimidilil-(3'—>5')-2'-desoxi-P-tioadenilil-(3'—>5')-2'-
desoxi-5-metil-P-tiocitidilil-(3'>5')-2'-desoxi-5-metil-P-
tiocitidilil-(3'—5")-P-tiotimidilil-(3'—>5')-2'-desoxi-5-metil-
P-tiocitidilil-(3'—5'")-P-tiotimidilil-(3'—>5')-2'-desoxi-P-
tioadenilil-(3'—>5')-2'-desoxi-5-metil-P-tiocitidilil-(3'>5')-
P-tiotimidilil-(3'—5")-2'-O-(2-metoxietil)adenilil-(3'—>5')-
2'-0O-(2-metoxietil)-P-tioguanilil-(3'—5')-5-metil-2'-O-(2-
metoxietil)-P-tiouridilil-(3'>5")-5-metil-2'-O-(2-
metoxietil)citidina

C230H320N67O127P1QS13

m°Cmoe=Amoe-Gmoe-m°Umoe-Amoe-m°Umoe-dT=dA=m>C4=m>C 4=
dT=m5C=dT=dA=m5C4=dT=Amoe-Gmoe=m3Umoe=m5Cmoe

0\ SH N : nucleoside / nucléoside / nucleésido
P m®N : 5-methyl-N / 5-méthyl-N / 5-metil-N

dN & Ng : 2'-deoxy-N / 2'-désoxy-N / 2'-desoxi-N
Nmoe : 2'-O-(2-methoxyethyl)-N / 2'-O-(2-méthoxyéthyl)-N /
2'-O-(2-metoxietil)-N

zilurgisertib 2-amino-N-(4-hydroxybicyclo[2.2.2]octan-1-yl)-5-{4-
[(1R,5S)-3-(oxan-4-yl)-3-azabicyclo[3.1.0]hexan-1-
yllphenyl}pyridine-3-carboxamide

Zilurgisertib 2-amino-N-(4-hydroxybicyclo[2.2.2]octan-1-yl)-5-{4-
[(1R,5S)-3-(oxan-4-yl)-3-azabicyclo[3.1.0]hexan-1-
yllphényl}pyridine-3-carboxamide

Zilurgisertib 2-amino-N-(4-hidroxibiciclo[2.2.2]octan-1-il)-5-{4-
[(1R,5S)-3-(oxan-4-il)-3-azabiciclo[3.1.0]hexan-1-
illfenil}piridina-3-carboxamida

C30H38N4O3

zinlirvimab immunoglobulin G1-lambda2, anti-lhuman
immunodeficiency virus type 1 (HIV-1) gp120 envelope
glycoprotein N-glycan V3 region], Homo sapiens
monoclonal antibody;



zinlirvimab

zinlirvimab
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gamma1 heavy chain Homo sapiens (1-461) [VH
(Homo sapiens IGHV4-4*08 (79.2%) -(IGHD) -
IGHJ6*04 (85.0%), CDR-IMGT [8.7.26] (26-33.51-
57.96-121)) (1-132) -Homo

sapiens IGHG1*01, G1m17,1, G1v24 CH3 L107, S114
(CH1 K120 (229) (133-230), hinge 1-15 (231-245),
CH2 (246-355), CH3 D12 (371), L14 (373), M107>L
(443), N114>S (449) (356-460), CHS K2>del (461))
(133-461)], (235-213")-disulfide with lambda2 light
chain Homo sapiens (1'-214") [V-LAMBDA (Homo
sapiens IGLV3-21*01 (64.9%) -IGLJ2*01 (80.0%)
G121>A (102), K123>R (104), CDR-IMGT [6.3.12] (22-
27.45-47.87-98)) (1'-108") -Homo sapiens IGLC2*01
(100%) (109'-214")]; dimer (241-241":244-244")-
bisdisulfide, produced in Chinese hamster ovary
(CHO) cells, cell line CHO-K1SV, glycoform alfa

immunoglobuline G1-lambda2, anti-[région V3 N-
glycosylée de la protéine d'enveloppe gp120 du virus
de I'immunodéficience humaine de type 1 (HIV-1)],
anticorps monoclonal Homo sapiens;

chaine lourde gamma1 Homo sapiens (1-461) [VH
(Homo sapiens IGHV4-4*08 (79.2%) -(IGHD) -
IGHJ6*04 (85.0%), CDR-IMGT [8.7.26] (26-33.51-
57.96-121)) (1-132) -Homo sapiens IGHG1*01,
G1m17,1, G1v24 CH3 L107, S114 (CH1 K120 (229)
(133-230), charniere 1-15 (231-245), CH2 (246-355),
CH3 D12 (371), L14 (373), M107>L (443), N114>S
(449) (356-460), CHS K2>del (461)) (133-461)], (235-
213')-disulfure avec la chaine légére lambda2 Homo
sapiens (1'-214") [V-LAMBDA (Homo sapiens IGLV3-
21*01 (64.9%) -IGLJ2*01 (80.0%) G121>A (102),
K123>R (104), CDR-IMGT [6.3.12] (22-27.45-47.87-
98)) (1'-108") -Homo sapiens IGLC2*01 (100%) (109'-
214")]; dimere (241-241":244-244")-bisdisulfure,
produit dans des cellules ovariennes de hamster
chinois (CHO), lignée cellulaire CHO-K1SV,
glycoforme alfa

inmunoglobulina G1-lambda2, anti-[region V3 N-
glicosilada de la proteina de envoltura gp120 del virus
de la inmunodeficiencia humana de tipo 1 (HIV-1)],
anticuerpo monoclonal Homo sapiens;

cadena pesada gamma1 Homo sapiens (1-461) [VH
(Homo sapiens IGHV4-4*08 (79.2%) -(IGHD) -
IGHJ6*04 (85.0%), CDR-IMGT [8.7.26] (26-33.51-
57.96-121)) (1-132) -Homo sapiens IGHG1*01,
G1m17,1, G1v24 CH3 L107, S114 (CH1 K120 (229)
(133-230), bisagra 1-15 (231-245), CH2 (246-355),
CH3 D12 (371), L14 (373), M107>L (443), N114>S
(449) (356-460), CHS K2>del (461)) (133-461)], (235-
213'")-disulfuro con la cadena ligera lambda2 Homo
sapiens (1'-214") [V-LAMBDA (Homo sapiens IGLV3-
21*01 (64.9%) -IGLJ2*01 (80.0%) G121>A (102),
K123>R (104), CDR-IMGT [6.3.12] (22-27.45-47.87-
98)) (1'-108') -Homo sapiens IGLC2*01 (100%) (109'-
214")]; dimero (241-241":244-244")-bisdisulfuro,
producido en las células ovaricas de hamster chino
(CHO), linea celular CHO-K1SV, forma glicosilada alfa
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Heavy chain / Chaine lourde / Cadena pesada

QVQLQESGPG LVKPSETLSV TCSVSGDSMN NYYWTWIRQS PGKGLEWIGY 50
ISDRESATYN PSLNSRVVIS RDTSKNQLSL KLNSVTPADT AVYYCATARR 100
GORIYGVVSF GEFFYYYSMD VWGKGTTVTV SSASTKGPSV FPLAPSSKST 150
SGGTAALGCL VKDYFPEPVT VSWNSGALTS GVHTFPAVLQ SSGLYSLSSV 200
VTVPSSSLGT QTYICNVNHK PSNTKVDKKV EPKSCDKTHT CPPCPAPELL 250
GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSHEDPEVKF NWYVDGVEVH 300
NAKTKPREEQ YNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KALPAPIEKT 350
ISKAKGQPRE PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG 400
QPENNYKTTP PVLDSDGSFF LYSKLTVDKS RWQQGNVEFSC SVLHEALHSH 450
YTQKSLSLSP G 461

Light chain / Chaine 1égére / Cadena ligera

SYVRPLSVAL GETARISCGR QALGSRAVQW YQHRPGQAPI LLIYNNQDRP 50
SGIPERFSGT PDINFGTRAT LTISGVEAGD EADYYCHMWD SRSGFSWSFG 100
GATRLTVLGQ PKAAPSVTLF PPSSEELQAN KATLVCLISD FYPGAVTVAW 150
KADSSPVKAG VETTTPSKQS NNKYAASSYL SLTPEQWKSH RSYSCQVTHE 200
GSTVEKTVAP TECS 214

Post-translational modifications
Disulfide bridges location / Position des ponts disulfure / Posiciones de los puentes disulfuro
Intra-H (C23-C104) 22-95  159-215  276-336  382-440
22"-95" 159"-215" 276"-336" 382"-440"
Intra-L (C23-C104) 18'-86' 136'-195'
18"-86™ 136"-195"
Inter-H-L (h 5-CL 126) 235-213' 235"-213"
Inter-H-H (h 11, h 14)  241-241" 244-244"

N-terminal glutaminyl cyclization / Cyclisation du glutaminyle N-terminal / Ciclacion del
glutaminilo N-terminal
H VH QI > pyroglutamyl (pE, 5-oxoprolyl): 1, 1"

N-glycosylation sites / Sites de N-glycosylation / Posiciones de N-glicosilacién

H CH2 N84.4:312, 312"

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO bi io: lej ilad

zipalertinib N-[(8S)-4-amino-6-methyl-5-(quinolin-3-yl)-8,9-
dihydropyrimido[5,4-blindolizin-8-yl]prop-2-enamide

zipalertinib N-[(8S)-4-amino-6-méthyl-5-(quinoléin-3-yl)-8,9-
dihydropyrimido[5,4-blindolizin-8-yl]prop-2-énamide

zipalertinib N-[(8S)-4-amino-6-metil-5-(quinolin-3-il)-8,9-
dihidropirimido[5,4-blindolizin-8-il]prop-2-enamida
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# Electronic structure available on Mednet: https://extranet.who.int/soinn/
# Structure électronique disponible sur Mednet: https://extranet.who.int/soinn/
# Estructura electrénica disponible en Mednet: https://extranet.who.int/soinn/
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RECOMMENDED International Nonproprietary Names:

List 88 — COVID-19 (special edition)

Dénominations communes internationales RECOMMANDEES:

Liste 88 - COVID-19 (edition spéciale)
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davesomeran

davésoméran

davesomeran

Lista 88 - COVID-19 (edicion especial)

messenger RNA (mRNA), 5'-capped, encoding a full-length, codon-
optimised pre-fusion stabilised conformation variant (K981P and
V982P) of the SARS-CoV-2 (severe acute respiratory syndrome
coronavirus 2) spike (S) glycoprotein (Omicron variants B.1.1.529.4
and B.1.1.529.5; also known as BA.4 and BA.5; based upon GISAID
No. EPI_ISL_12548717) further optimized by two additional stop
codons, flanked by an artificial 5' untranslated region (UTR) and a 3'
UTR derived from the human alpha globin gene (HBA1) modified to
contain an identification and ratio (IDR) sequence to enable
identification and relative ratio determination of individual RNA
components in a multivalent mRNA vaccine, and terminated by a 3'
poly(A) tail; contains N'-methylpseudouridine instead of uridine (all-
u>m'y).

ARN messager (ARNm), protégé d’une coiffe en 5', codant la
séquence entiére optimisée au niveau des codons d’un variant de
conformation stabilisée avant fusion (K981P et V982P) de la
glycoprotéine de spicule (S) du SARS-CoV-2 (coronavirus 2 du
syndrome respiratoire aigu sévére) (variants Omicron B.1.1.529.4 et
B.1.1.529.5; également connus sous les noms de BA.4 et BA.5; basé
sur le numéro GISAID EPI_ISL_12548717), dont I'optimisation a été
renforcée par deux codons stop supplémentaires, flanqué d'une région
non traduite (UTR) artificielle en 5’ et d'une UTR en 3' dérivée du géne
de l'alpha-globine humaine (HBA1) modifiée pour contenir une
séquence d'identification et de ratio (IDR) afin de permettre
l'identification et la détermination du ratio relatif de chaque composant
d’ARN dans un vaccin ARNm multivalent, et terminé par une queue
poly(A) en 3'; contient de la N'-méthylpseudouridine a la place de
l'uridine (tout-U>m'W).

ARN mensajero (ARNm), protegido en 5', que codifica para la
secuencia completa, con codones optimizados, de una variante
estabilizada en conformacion pre-fusion (K981P y V982P) de la
glicoproteina de la espicula (S) del SARS-Cov-2 (coronavirus 2 del
sindrome respiratorio agudo severo (variantes Omicron B.1.1.529.4 y
B.1.1.529.5; también conocidas como BA.4 y BA.5; basadas en
GISAID No. EPI_ISL_12548717) con dos codones de terminacion
adicionales, flanqueado por una region 5' no traducida (UTR) artificial y
una UTR en 3' derivada del gen de la globina alfa humana (HBA1)
modificada para incluir una secuencia de identificacién y ratio (IDR)
para permitir la identificacion y la determinacion el ratio relativo de los
componentes individuales de ARN en una vacuna de ARNm
multivalente, y terminado por una cola poli(A) en 3'; contiene N'-
metilpseudouridina en lugar de uridina (todo-U>m'W).
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famtozinameran

famtozinaméran

famtozinameran

imelasomeran

imélasoméran

imelasomeran

messenger RNA (mRNA), 5'-capped, encoding a full-length, codon-
optimised pre-fusion stabilised conformation variant (K981P and
V982P) of the SARS-CoV-2 (severe acute respiratory syndrome
coronavirus 2) spike (S) glycoprotein (Omicron sub-lineages
B.1.1.529.4 and B.1.1.529.5 also referred to as BA.4 and BA.5; based
upon GISAID: EPI_ISL_13017830), flanked by 5' and 3' untranslated
regions and a 3' poly(A) tail; contains

N'-methylpseudouridine instead of uridine (all-U>m'W).

ARN messager (ARNm), protégé d’'une coiffe en 5', codant la
séquence entiére aux codons optimisés d’un variant a la conformation
stabilisée avant fusion (K981P et V982P) de la glycoprotéine de
spicule (S) du SARS-CoV-2 (coronavirus 2 du syndrome respiratoire
aigu sévere) (sous-lignées Omicron B.1.1.529.4 et B.1.1.529.5;
également connues sous les noms de BA.4 et BA.5; d'apres GISAID :
EPI_ISL_13017830), flanqué de régions non traduites en 5' et 3' et
d'une queue poly(A) en 3'; contient de la

N'-méthylpseudouridine a la place de I'uridine (tout-U>m'W).

ARN mensajero (ARNm), protegido en 5', que codifica para la
secuencia completa, con codones optimizados, de una variante
estabilizada en conformacion pre-fusion (K981P y V982P) de la
glicoproteina de la espicula (S) del SARS-Cov-2 (coronavirus 2 del
sindrome respiratorio agudo severo) (sublinajes B.1.1.529.4 and
B.1.1.529.5 de Omicron, también conocidas como BA.4 y BA.5;
basadas en GISAID: EPI_ISL_13017830), flanqueada por regiones 5'y
3' no traducidas y una cola poli(A) en 3'; contiene
N'-metilpseudouridina en lugar de uridina (fodo-U>m'W¥).

messenger RNA (mRNA), 5'-capped, encoding a full-length, codon-
optimised pre-fusion stabilised conformation variant (K983P and V984P)
of the SARS-CoV-2 (severe acute respiratory syndrome coronavirus 2)
spike (S) glycoprotein (Omicron variant, B.1.1.529; based upon GISAID
No. EPI_ISL_6640919), further optimized by two additional stop codons,
flanked by an artificial 5' untranslated region (UTR) and a 3' UTR derived
from the human alpha globin gene (HBA1) and terminated by a 3'
poly(A) tail; contains N'-methylpseudouridine instead of uridine (all-
U>m'y).

ARN messager (ARNm), protégé d'une coiffe en 5', codant la séquence
entiére d'un variant de la glycoprotéine de spicule (S) du SARS-CoV-2
(coronavirus 2 du syndrome respiratoire aigu sévére; Omicron variant,
B.1.1.529; basé sur GISAID No. EPI_ISL_6640919) a la conformation
stabilisée par pré-fusion (K983P et V984P) et aux codons optimisés,
optimisation renforcée par I'ajout de deux codons stop, flanqué d'une
région non traduite (UTR) en 5' artificielle et d' une UTR en 3' dérivée du
géne de I'alpha-globine humaine (HBA1) et terminé par une queue
poly(A) en 3'; contient de la N'-méthylpseudouridine au lieu de I'uridine
(tout-U>m'W).

ARN mensajero (ARNm), protegido en 5', que codifica para una variante
estabilizada en conformacién pre-fusion (K983P and V984P) de la
glicoproteina de la espicula (S) del SARS-Cov-2 (coronavirus 2 del
sindrome respiratorio agudo severo; Omicron variant, B.1.1.529; basada
en GISAID No. EPI_ISL_6640919) completa, con codones optimizados
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y dos codones de terminacién adicionales, flanqueado por una region 5'
no traducida (UTR) artificial y una UTR en 3' derivada del gen de la
globina alfa humana (HBA1) y terminado por una cola poly(A) en 3';
contiene N'-metilpseudouridina en lugar de uridina (todo-U>m'W).

secelasomeran messenger RNA (mRNA), 5'-capped, encoding a full-length, codon-
optimised pre-fusion stabilised conformation variant (K983P and
V984P) of the SARS-CoV-2 (severe acute respiratory syndrome
coronavirus 2) spike (S) glycoprotein (Beta variant, B.1.351; based
upon GISAID No. EPI_ISL_2689878), further optimized by two
additional stop codons, flanked by an artificial 5' untranslated region
(UTR) and a 3' UTR derived from the human alpha globin gene (HBA1)
and terminated by a 3' poly(A) tail; contains N'-methylpseudouridine
instead of uridine (all-U>m'W).

sécélasoméran ARN messager (ARNm), protégé d’une coiffe en 5', codant la séquence
entiére d’un variant de la glycoprotéine de spicule (S) du SARS-CoV-2
(coronavirus 2 du syndrome respiratoire aigu sévere; Béta variant,
B.1.351; basé sur GISAID No. EPI_ISL_2689878) a la conformation
stabilisée par pré-fusion (K983P et V984P) et aux codons optimisés,
optimisation renforcée par I'ajout de deux codons stop, flanqué d'une
région non traduite (UTR) en 5’ artificielle et d' une UTR en 3' dérivée
du géne de l'alpha-globine humaine (HBA1) et terminé par une queue
poly(A) en 3'; contient de la N'-méthylpseudouridine au lieu de I'uridine
(tout-U>m'y),

secelasomeran ARN mensajero (ARNm), protegido en 5', que codifica para una
variante estabilizada en conformacién pre-fusion (K983P and V984P)
de la glicoproteina de la espicula (S) del SARS-Cov-2 (coronavirus 2
del sindrome respiratorio agudo severo; Beta variant, B.1.351; basada
en GISAID No. EPI_ISL_2689878) completa, con codones optimizados
y dos codones de terminacion adicionales, flanqueado por una region
5' no traducida (UTR) artificial y una UTR en 3' derivada del gen de la
globina alfa humana (HBA1) y terminado por una cola poly(A) en 3';
contiene N'-metilpseudouridina en lugar de uridina (todo-U>m'W).

The procedure “INN for Variant COVID-19 Vaccine Active Substances” can be found at
https://www.who.int/publications/i/item/inn-21-520.

La procédure “INN for Variant COVID-19 Vaccine Active Substances” peut étre trouvée a
https://www.who.int/publications/i/item/inn-21-520.

Se puede encontrar la procedura “INN for Variant COVID-19 Vaccine Active Substances” en
nuestro sitio web https://www.who.int/publications/i/item/inn-21-520.
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AMENDMENTS TO PREVIOUS LISTS
MODIFICATIONS APPORTEES AUX LISTES ANTERIEURES
MODIFICACIONES A LAS LISTAS ANTERIORES

Recommended International Non Proprietary Names (Rec. INN): List 40
Dénominations communes internationales proposées (DCI Rec.): Liste 40
Denominaciones Comunes Internacionales Propuestas (DCI Rec.): Lista 40
(WHO Drug Information, Vol. 12, No. 2, 1998)

p.172  aviptadilum

aviptadil replace the chemical names and structure by the following ones
aviptadil remplacer les noms chimiques et la structure par les suivants
aviptadil sustituyase los nombres quimicos y la estructura por los siguientes

L-histidyl-L-seryl-L-a-aspartyl-L-alanyl-L-valyl-L-phenylalanyl-L-threonyl-L-a-
aspartyl-L-asparaginyl-L-tyrosyl-L-threonyl-L-arginyl-L-leucyl-L-arginyl-L-lysyl-
L-glutaminyl-L-methionyl-L-alanyl-L-valyl-L-lysyl-L-lysyl-L-tyrosyl-L-leucyl-L-
asparaginyl-L-seryl-L-isoleucyl-L-leucyl-L-aspartamide

L-histidyl-L-séryl-L-a-aspartyl-L-alanyl-L-valyl-L-phénylalanyl-L-thréonyl-L-a-
aspartyl-L-asparaginyl-L-tyrosyl-L-thréonyl-L-arginyl-L-leucyl-L-arginyl-L-lysyl-
L-glutaminyl-L-méthionyl-L-alanyl-L-valyl-L-lysyl-L-lysyl-L-tyrosyl-L-leucyl-L-
asparaginyl-L-séryl-L-isoleucyl-L-leucyl-L-aspartamide

L-histidil-L-seril-L-a-aspartil-L-alanil-L-valil-L-fenilalanil-L-treonil-L-a-aspartil-L-
asparaginil-L-tirosil-L-treonil-L-arginil-L-leucil-L-arginil-L-lisil-L-glutaminil-L-
metionil-L-alanil-L-valil-L-lisil-L-lisil-L-tirosil-L-leucil-L-asparaginil-L-seril-L-
isoleucil-L-leucil-L-aspartamida

H His-Ser -Asp—Ala - Val- Phe -Thr- Asp-Asn -Tyr - Thr— Arg-Leu—Arg-Lys—-GIn—
10
Met-Ala-Val-Lys—Lys-Tyr -Leu—Asn—Ser—lle-Leu-Asn—NH,
20

Recommended International Non Proprietary Names (Rec. INN): List 44
Dénominations communes internationales proposées (DCI Rec.): Liste 44
Denominaciones Comunes Internacionales Propuestas (DCI Rec.): Lista 44
(WHO Drug Information, Vol. 14, No. 3, 2000)

p. 206 suprimase insértese
vardenafil vardenafilo

Recommended International Non Proprietary Names (Rec. INN): List 61
Dénominations communes internationales proposées (DCI Rec.): Liste 61
Denominaciones Comunes Internacionales Propuestas (DCI Rec.): Lista 61
(WHO Drug Information, Vol. 23, No. 1, 2009)

p. 81 velneperitum

velneperit replace and the chemical name by the following ones
velnépérit remplacer et le nom chimique par les suivantes
velneperit sustitiyase y el nombre quimico por las siguientes

trans-4-(2-methylpropane-2-sulfonamido)-N-[5-
(trifluoromethyl)pyridin-2-yl]cyclohexanecarboxamide
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trans-4-(2-méthylpropane-2-sulfonamido)-N-[5-
(trifluorométhyl)pyridin-2-yljcyclohexanecarboxamide

trans-4-(2-metilpropano-2-sulfonamido)-N-[5-
(trifluorometil)piridin-2-il]ciclohexanocarboxamida

Recommended International Non Proprietary Names (Rec. INN): List 75
Dénominations communes internationales proposées (DCI Rec.): Liste 75
Denominaciones Comunes Internacionales Propuestas (DCI Rec.): Lista 75
(WHO Drug Information, Vol. 30, No. 1, 2016)

p. 152 supprimer insérer
sacituzumab govitecan  sacituzumab govitécan

Recommended International Non Proprietary Names (Rec. INN): List 79
Dénominations communes internationales proposées (DCI Rec.): Liste 79
Denominaciones Comunes Internacionales Propuestas (DCI Rec.): Lista 79
(WHO Drug Information, Vol. 32, No. 1, 2018)

p.132  lonapegsomatropinum#

lonapegsomatropin replace the structure by the following one
lonapegsomatropine remplacer la structure par la suivante
lonapegsomatropina sustitayase la estructura por la siguiente

Disulfide bridges location / Position des ponts disulfure / Posicion de los puentes disulfuro
53-165  182-189

Potential modified residues / Résidus modifiés potentiels / Restos modificados potenciales

158 (~50%) )OL /\/\H)<002H
K 38,70,140,145 (~10% each) 0" N
41,168,172 (<5% each) /@1}\!!)\ NH,
o o
H“C‘N/\/\N)ko N R
210<n<240 g &, ‘

R
H
HGC{ A,}o 0 S CH
o e Y
o O HN N = R—
HaC o Y\/
. I 0

Recommended International Non Proprietary Names (Rec. INN): List 81
Dénominations communes internationales proposées (DCI Rec.): Liste 81
Denominaciones Comunes Internacionales Propuestas (DCI Rec.): Lista 81
(WHO Drug Information, Vol. 33, No. 1, 2019)

p.72 fosifloxuridinum nafalbenamidum

fosifloxuridine nafalbenamide  replace the structure by the following one
fosifloxuridine nafalbénamide  remplacer la structure par la suivante
fosifloxuridina nafalbenamida  sustituyase la estructura por la siguiente

H O and epimer at P

[e]
H;C H O O Y et I'épimére en P
o, 5 \\P/ _ y el epimero al P
N~ F
o
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Recommended International Non Proprietary Names (Rec. INN): List 83
Dénominations communes internationales proposées (DCI Rec.): Liste 83
Denominaciones Comunes Internacionales Propuestas (DCI Rec.): Lista 83
(WHO Drug Information, Vol. 34, No. 1, 2020)

p. 47 epcoritamabum #
epcoritamab replace the description by the following one
épcoritamab remplacer la description par la suivante
epcoritamab sustituyase la descripcién por la siguiente

immunoglobulin G1-lambda/kappa, anti-[Homo sapiens CD3E
(CD3 epsilon)] and anti-[Homo sapiens MS4A1 (membrane-
spanning 4-domains subfamily A member 1, CD20)], monoclonal
antibody, bispecific;

gamma1 heavy chain chimeric anti-CD3E (1-454) [VH (Mus
musculus IGHV10-1*02 (93.9%) -(IGHD) -IGHJ3*01
(93.3%)/Homo sapiens IGHV3-72*01 (81.0%) -(IGHD) -IGHJ6*01
(67.0%)) [8.10.16] (1-125) -Homo sapiens IGHG1*03G1m3,
nG1m1 (CH1 R120 (222) (126-223), hinge 1-15 (224-238),
CH2L1.3>F (242), L1.2>E (243), D27>A (273) (239-348), CH3
E12 (364), M14(366), F85.1>L (413) (349-453), CHS K2>del
(454)) (126-454)], (228-214")-disulfide with lambda light chain
chimeric (1'-215') [V-LAMBDA (Mus musculus IGLV1*01 (83.3%)
-IGLJ1*01 (100%)/Homo sapiens IGLV8-61*01 (70.8%) -
IGLJ3*02 (100%)) [9.3.9] (1'-109') -Homo sapiens IGLC2*01
(100%) (110'-215")];

gamma1 heavy chain Homo sapiens anti-MS4A1 (1"-451") [VH
(Homo sapiens IGHV3-9*01 (96.0%) -(IGHD) -IGHJ6*01 (100%))
[8.8.15] (1"-122") -Homo sapiens IGHG1*03 G1m3, G1m1 (CH1
R120 (219) (123-220), hinge 1-15 (221-235), CH2 L1.3>F (239),
L1.2>E (240), D27>A (270) (236-345), CH3E12 (361), M14 (363),
K88>R (414) (346-450), CHS K2>del (451)) (123"-451")], (225"-
214")-disulfide with kappa light chain Homo sapiens (1"-214™)
[V-KAPPA (Homo sapiens IGKV3-11*01 (100%) -IGKJ5*01
(100%)) [6.3.9] (1™-107"") -Homo sapiens IGKC*01 (100%), Km3
A45.1 (153), V101 (191) (108™-214™)]; dimer (234-231":237-
234")-bisdisulfide, produced in Chinese hamster ovary (CHO)-S
cell line, glycoform alfa

immunoglobuline G1-lambda/kappa, anti-{[Homo sapiens CD3E
(CD3 epsilon)] et anti-[Homo sapiens MS4A1 (membre 1 de la
sous-famille A a 4 domaines transmembranaires, CD20)],
anticorps monoclonal bispécifique;

chaine lourde gamma1 chimérique anti-CD3E (1-454) [VH (Mus
musculus IGHV10-1*02 (93.9%) -(IGHD) -IGHJ3*01
(93.3%)/Homo sapiens IGHV3-72*01 (81.0%) -(IGHD) -IGHJ6*01
(67.0%)) [8.10.16] (1-125) -Homo sapiens IGHG1*03G1m3,
nG1m1 (CH1 R120 (222) (126-223), charniére 1-15 (224-238),
CH2 L1.3>F (242), L1.2>E (243), D27>A (273) (239-348), CH3
E12 (364), M14(366), F85.1>L (413) (349-453), CHS K2>del
(454)) (126-454)], (228-214")-disulfure avec la chaine légére
lambda chimérique (1'-215') [V-LAMBDA (Mus musculus
IGLV1*01 (83.3%) -IGLJ1*01 (100%)/Homo sapiens IGLV8-61*01
(70.8%) -IGLJ3*02 (100%)) [9.3.9] (1'-109") -Homo sapiens
IGLC2*01 (100%) (110'-215")];

chaine lourde gamma1 Homo sapiens anti-MS4A1 (1"-451") [VH
(Homo sapiens IGHV3-9*01 (96.0%) -(IGHD) -IGHJ6*01 (100%))
[8.8.15] (1"-122") -Homo sapiens IGHG1*03G1m3, nG1m1 (CH1
R120 (219) (123-220), charniére 1-15 (221-235), CH2 L1.3>F
(239), L1.2>E (240), D27>A (270) (236-345), CH3 E12 (361),



p.89

supprimer
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M14 (363), K88>R (414) (346-450), CHS K2>del (451)) (123"-
451")], (225"-214")-disulfure avec la chaine légére kappa Homo
sapiens (1"-214") [V-KAPPA (Homo sapiens IGKV3-11*01
(100%) -IGKJ5*01 (100%)) [6.3.9] (1""-107"") -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (153), V101 (191) (108™-214")];
dimere (234-231":237-234")-bisdisulfure, produit dans des
cellules ovariennes de hamsters chinois (CHO) lignée cellulaire
CHO-S, glycoforme alfa

inmunoglobulina G1-lambda/kappa, anti-[Homo sapiens CD3E
(CD3 épsilon)] y anti-[Homo sapiens MS4A1 (miembro 1 de la
sub-familia A de 4 dominios transmembranarios, CD20)],
anticuerpo monoclonal biespecifico;

cadena pesada gamma1 quimérica anti-CD3E (1-454) [VH (Mus
musculus IGHV10-1*02 (93.9%) -(IGHD) -IGHJ3*01
(93.3%)/Homo sapiens IGHV3-72*01 (81.0%) -(IGHD) -IGHJ6*01
(67.0%)) [8.10.16] (1-125) -Homo sapiens IGHG1*03G1m3,
nG1m1 (CH1 R120 (222) (126-223), bisagra 1-15 (224-238), CH2
L1.3>F (242), L1.2>E (243), D27>A (273) (239-348), CH3 E12
(364), M14(366), F85.1>L (413) (349-453), CHS K2>del (454))
(126-454)], (228-214")-disulfuro con la cadena ligera lambda
quimérica (1'-215") [V-LAMBDA (Mus musculus IGLV1*01
(83.3%) -IGLJ1*01 (100%)/Homo sapiens IGLV8-61*01 (70.8%) -
IGLJ3*02 (100%)) [9.3.9] (1'-109") -Homo sapiens IGLC2*01
(100%) (110'-215")];

cadena pesada gamma1 Homo sapiens anti-MS4A1 (1"-451")
[VH (Homo sapiens IGHV3-9*01 (96.0%) -(IGHD) -IGHJ6*01
(100%)) [8.8.15] (1"-122") -Homo sapiens IGHG1*03G1m3,
nG1m1 (CH1 R120 (219) (123-220), bisagra 1-15 (221-235), CH2
L1.3>F (239), L1.2>E (240), D27>A (270) (236-345), CH3 E12
(361), M14 (363), K88>R (414) (346-450), CHS K2>del (451))
(123"-451")], (225"-214")-disulfuro con la cadena ligera kappa
Homo sapiens (1"-214") [V-KAPPA (Homo sapiens IGKV3-11*01
(100%) -IGKJ5*01 (100%)) [6.3.9] (1™'-107"") -Homo sapiens
IGKC*01 (100%), Km3 A45.1 (153), V101 (191) (108™-214")];
dimero (234-231":237-234")-bisdisulfuro, producido en las células
ovaricas de hamsters chinos (CHO) linea celular CHO-S,
glicoforma alfa

insérer

patritumab déruxtecan patritumab déruxtécan

Recommended International Non Proprietary Names (Rec. INN): List 85
Dénominations communes internationales proposées (DCI Rec.): Liste 85
Denominaciones Comunes Internacionales Propuestas (DCI Rec.): Lista 85
(WHO Drug Information, Vol. 35, No. 1, 2021)

p.111

belumosudilum
belumosudil
bélumosudil
belumosudil

replace the structure by the following one
remplacer la structure par la suivante
sustitiyase la estructura por la siguiente

H
N N CH
B : oYY
_N O CHg
NH
\
N
H
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p.170 supprimer insérer
lutécium ('"’Lu) vipivotide tétraxetan lutécium ("""Lu) vipivotide tétraxétan

p. 213 taniraleucelum #

taniraleucel replace the description by the following one
taniraleucel remplacer la description par la suivante
taniraleucel sustituyase la descripcion por la siguiente

Allogeneic natural killer (NK) cells derived from CD34+ human
placental stem/progenitor cells.
The cells are expanded and differentiated in the presence of cytokines
including thrombop0|et|n SCF FIt3 ligand, IL-7, IL-15 and IL-2

to generate the NK cell population.
Cells (on average >95% of the cells) are CD56+/CD3- and have
detectable levels of CD94, NKG2D and CD16. The cells secrete IFN-y,
perforin and granzyme B, and have cytolytic activity against human
tumour cell lines.

Cellules tueuses naturelles (NK) allogéniques dérivées de cellules
souches/progénitrices hématopoiétiques CD34+ humaines
placentaires du sang de cordon ombilical (UCB).

Les cellules sont amplifiées et différenciées en présence de cytokines,
notamment la thrombopoiétine, le SCF, le ligand de FIt3, I'lL-7, I'lL-15
et I'lL-2 {{a-population-deuble-en-moyenne-15-fois) pour générer la
population de cellules NK.

Les cellules (en moyenne >95% des cellules) sont CD56+/CD3- et ont
des niveaux détectables de CD94, NKG2D et CD16. Les cellules
sécretent I'IFN-y, la perforine et la granzyme B, et ont une activité
cytolytique contre les lignées de cellules tumorales humaines.

Células natural killer (NK) alogénicas derivadas de células
madre/progenitoras hematopoyéticas CD34+ placentarias humanas
de sangre de cordon umbilical (UCB).

Las células se expanden y diferencian en presencia de citoquinas
incluyendo trombopoyetina, SCF, ligando de FIit3, IL-7, IL-15 e IL-2 {a
media-de-duplicaciones-de-la-poblacién-es-15-veces) hasta generar la
poblacion de células NK. Las células (como media >95% de las
células) son CD56+/CD3- y tienen niveles detectables de CD94,
NKG2D y CD16. Las células secretan IFN-y, perforina y granzima B, y
tienen actividad citolitica frente a lineas celulares tumorales humanas.

p.232 supprimer insérer
zalsénertant tétraxetan zalsénertant tétraxétan

Recommended International Non Proprietary Names (Rec. INN): List 86
Dénominations communes internationales proposées (DCI Rec.): Liste 86
Denominaciones Comunes Internacionales Propuestas (DCI Rec.): Lista 86
(WHO Drug Information, Vol. 36, No. 3, 2021)

p. 739 efruxiferminum #
-740 efruxifermin replace the description by the following one

human L-methionyl immunoglobulin G1 Fc fragment (1-228) fused via
peptidyl linker 2°GGGGSGGGGSGGGGS?* to human fibroblast
growth factor 21 (FGF-21) fragment (29-209, 244-424 in the current
sequence) variant (L®>R3!, P17'>G*4, A80>E42%) dimer, produced in
Escherichia coli;

L-methionyl-immunoglobulin G1 (Homo sapiens)
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33y1-chain C-terminal 227-peptide Fc fragment (1-228) [Homo
sapiens IGHG1*1; hinge 1-11; CH2 12-121; CH3 122-226; CHS 227-
228] fused with the peptide linker (G,S); (229-243) and [L%>R3*,
P1T>G414) A180>E42]fibroblast growth factor 21 (Homo sapiens FGF-
21) (244-424), dimer (7-7':10-10")-bisdisulfide, non-glycosylated,
produced in Escherichia coli

Recommended International Non Proprietary Names (Rec. INN): List 87
Dénominations communes internationales proposées (DCI Rec.): Liste 87
Denominaciones Comunes Internacionales Propuestas (DCI Rec.): Lista 87
(WHO Drug Information, Vol. 36, No. 1, 2022)

p.90 denifanstatum

denifanstat replace the structure by the following one
dénifanstat remplacer la structure par la suivante
denifanstat sustitiyase la estructura por la siguiente
HN ~ N
H3c~<
N
CHj
CN
p.116  farletuzumabum ecteribulinum #

farletuzumab ecteribulin replace the structure by the following one
farlétuzumab ectéribuline remplacer la structure par la suivante
farletuzumab ecteribulina sustituyase la estructura por la siguiente

RWQ QGNV

‘adena ligera

2
Inter-H-L (h 5-CL 126)* 2
Inter-H-H (h 11, h 14)* 228
*Atleasttwo of the fourinter-chain disufide bridges are not present,an average of 4
cysteinyl being conjugated eac *Au moins deux
des quatre ponts disulfures éser
étant chacun conjugué via une Taison thioéthr 4 un Hnker: principe actif. *Al menos
dos de los cuatro puentes disulfuro inter-catenarios no estan presentes, una media de 4
cisteinil esta conjugada a conectores de principio activo.

N sites / Sites de N y Posiciones de N.

H CH2 N84.4: 299,299 "

Fucosylated complex bi-antennary CHO-type glycans / glycanes de type CHO bi-antennaires
complexes fucosylés / glicanos de tipo CHO biantenarios complejos fucos

C-terminal lysine clipping / Coupure de la
H CHS K2: 449, 449"

e C-terminale / Recorte de lisina C-terminal

Conjugation sites / Sites de conjugaison / Posiciones de coniugacion

-4.0 ecteribulin groups/mAb at the S atoms of Cys of reduced intermolecular S-S bonds

~4.0 ecteribulin groups/mAb at the S atoms of Cys of reduced intermolecular S-S bonds /

4.0 grupos ecteribulina/mAb en los dtomos S de Cys de puentes reducidos intermoleculares S-5:
HiCy

N

oy
R 16
HN <N
NH

H

TR
N H and epimer at C*
D \“[S] et épimére en C*
y el epimero al C*
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p.252  ziftomenibum

ziftomenib replace the structure by the following one
ziftoménib remplacer la structure par la suivante
ziftomenib sustitiyase la estructura por la siguiente
NC CF3

Procedure and Guiding Principles / Procédure et Directives / Procedimientos y
principios generales

The text of the Procedures for the Selection of Recommended International
Nonproprietary Names for Pharmaceutical Substances and General Principles for
Guidance in Devising International Nonproprietary Names for Pharmaceutical Substances
will be reproduced in proposed INN lists only.

Les textes de la Procédure & suivre en vue du choix de dénominations communes
internationales recommandées pour les substances pharmaceutiques et des Directives
générales pour la formation de dénominations communes internationales applicables aux
substances pharmaceutiques seront publiés seulement dans les listes des DCI
proposées.

El texto de los Procedimientos de seleccién de denominaciones comunes internacionales
recomendadas para las sustancias farmacéuticas y de los Principios generales de
orientaciéon para formar denominaciones comunes internacionales para sustancias
farmacéuticas aparece solamente en las listas de DCI propuestas.




